
Figure S1：Overall survival for the DEmiRNAs related to prognosis in KIRC



Figure S2: Overall survival for the DEmRNAs related to prognosis in KIRC



Figure S3: Overall survival for the DElncRNAs related to prognosis in KIRC



Figure S4: Association between each RNA in the RP11-478C19.2/E2F7 axis and the immune cell 
infiltration levels. (* p < 0.05, ** p < 0.01)



Figure S5: GO and KEGG analysis of the DEmRNAs of 
the two clusters.



Figure S6: GSEA analysis between E2F7high and E2F7low  groups. 



Figure S7: the mRNA  expression of E2F7 in OSRC-2 and 786-O cells after siRNA transfection.
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Figure S8: Colony formation assay



Figure S9: (A) Immune cell infiltration levels in different pathologic stages of KIRC. (B) Expression of 
immune checkpoint genes in different pathologic stages of KIRC. 



Figure S10: Correlation between drug sensitivity and the expression of E2F7 in KIRC



Figure S11: Relationship between E2F7 expression and PI3K/AKT1/mTOR signaling pathway
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Figure S12: The drug sensitivities of sunitinib, pazopanib, and cabozanitinib in 786-O and 
OSRC-2 cell lines at 48 h after transfection under different concentration. (relative cell viability = 
[(At-Ab) / (Ac-Ab)]× 100%; As: absorbance of treatment; Ac: absorbance of control; Ab: 
absorbance of blank)


