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Cytokine—citokine receptor interaction
NF-kappa B signaling pathway
Viral protein interaction with cytokine (-receptor)
ECM_receptor interaction
©) Rheumatoid arthritis
L Inflammatory bowel disease
X MAPK signaling pathway
) Fat%acid metabolism
Terpenoid backbone biosynthesis
DNA replication
Steroid biosynthesis
Interleukin10 signaling
o Interleukind and Interleukin13 signaling
Regulation of TNFR1 signaling
€ Integrin cell surface interactions
ie] Extracellular matrix organization
] Mismatch Repair
8 Fatty acyl_CoA biosynthesis
o Metabolism of steroids
DNA strand elongation
Regulation of cholesterol biosynthesis by SREBP (SREBF
Activation of gene expression by SREBF §SREBP;
Cholesterol biosynthesis
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