S1 Fig. The library procedure, thermal cycle settings, and primer sequences of the MiFish method in this study.
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1 PCR(repeat 4 times)
reaction system:

10xEx Buffer 1.0ul
dNTPs(each 2.5mM) 0.8ul
10pM Forward primer 0.5ul
10pM Reverse primer 0.5u1
Template DNA(max 2ng/pl) 2.0ul
ExTaq[TaKaRa](5U/ul) 0.1ul
Double distilled water 5.1l
Total 10.0pd
2" PCR

reaction system:

10xEx Buffer 1.0ul
dNTPs(each 2.5mM) 0.8ul
10pM Forward primer 0.5ul
10pM Reverse primer 0.5ul
products from 1% PCR(max 2ng/ul) 2.0ul
ExTaq[TaKaRa](5U/ul) 0.1ul
Double distilled water 5.1l
Total 10.0pd

Thermal cycles setting:

95°C 3min
98°C 20s
65°C 15s
72°C 20s
72°C Smin

Thermal cycles setting:

94°C 2min
94°C 30s
60°C 30s
72°C 30s
72°C Smin

35 cycles

12 cycles

Primer sequence:

primer name

Sequence(5°—3")

1*-MiFish U-F

ACACTCTTTCCCTACACGACGCTCTTCCGATC
TNNNNNNGTCGGTAAAACTCGTGCCAGC

1*-MiFish E-F

ACACTCTTTCCCTACACGACGCTCTTCCGATC
TNNNNNNGTTGGTAAATCTCGTGCCAGC

1*-MiFish U-R

GTGACTGGAGTTCAGACGTGTGCTCTTCCGAT
CTNNNNNNCATAGTGGGGTATCTAATCCCAGT
ITG

1%-MiFish E-R

GTGACTGGAGTTCAGACGTGTGCTCTTCCGAT
CTNNNNNNCATAGTGGGGTATCTAATCCCAGT
TITG

Primer sequence:

primer name

Sequence(5°—3")

2" F AATGATACGGCGACCACCGAGATCTACAC-
Index2*-ACACTCTTTCCCTACACGACGC
2“R CAAGCAGAAGACGGCATACGAGAT-Index1*-

GTGACTGGAGTTCAGACGTGTG

*Recorded in S3 Table.
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