S2 Fig.
(A) (B)

qPCR quantity/(copies/ul) qPCR quantity/(copies/ul)
(5) : : 21.5 (5) ; : 2.00
19 ® MiFish-1%-sardine 19k ® MiFish-1 A:-Scor:nber
15 15 :
25 25
30 30 :
18.5 1.75
50 ......................... 50
y \\
115.5 & Ry 1.50
80 80 i‘\
100 po]o) mmmm——>" S L pee———
412.5 11.25
125 125
= =
E <
5 150 ......................... — 9 5 -‘_C-J 150 = 100
o o
() ()
()] ()]
6.5 0.75
200 Picsrieuiminst 4 200 e 4 . Eicsnnuammanning
3.5 0.50
0.5 0.25
0.0 : 0.00
3001 2 3 4 5 6 7 8 9 3001 2 3 4 5 6 7 8 9

Station Station



(C) (D)

gPCR quantity/(cs%pges/ul) qPCR quantity/(cl%pies/ul)
15 . L < ® o MiFish-1%-Scomber - ' 15 8 e WiFsh-1%-sardine |
3 B *
35
50 50
—111
80 80
: 3.0
100 ...................... 100
5 19
125 s 125
= =
S~ S~
<150 < 150 {7
o o
(O] (O]
[m)] o0 [m)]
200} 200p
1.5
0.5
300, 1 ) 3 4 5 6 7 8 9 00 3005 1 2 3 4 5 6 7 8 9
Station Station

S2 Fig. Comparison between the spatial distribution of presence detection samples found by MiFish and the eDNA quantity obtained from the qPCR results.

A) Results of chub/blue mackerel(Scomber japonicus and Scomber australasicus), and B) results of sardine(Sardinops melanostictus) in the B-line vertical section, C) results of chub/blue
mackerel(Scomber japonicus and Scomber australasicus) and D) results of sardine(Sardinops melanostictus) in the C-line vertical section. Filled circles represent the presence detection
samples found by the MiFish method. Background colors represent the eDNA quantity from the qPCR method.
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