140 -
NES Molecular and Cellular Functions

120 F
TNFA SIGNALING VIA NFKB

UV RESPONSE DN

HYPOXIA 100 |

TGF BETA SIGNALING
APOPTOSIS

INFLAMMATORY RESPONSE
KRAS SIGNALING UP

IL2 STAT5 SIGNALING

NOTCH SIGNALING

EPITHELIAL MESENCHYMAL TRANSITION
COAGULATION

ESTROGEN RESPONSE EARLY
ALLOGRAFT REJECTION
MYOGENESIS

HEDGEHOG SIGNALING

MITOTIC SPINDLE

INTERFERON GAMMA RESPONSE
WNT BETA CATENIN SIGNALING
P53 PATHWAY

IL6 JAK STAT3 SIGNALING
INTERFERON ALPHA RESPONSE
COMPLEMENT

ANDROGEN RESPONSE

APICAL JUNCTION
ANGIOGENESIS

CHOLESTEROL HOMEOSTASIS
HEME METABOLISM

MYC TARGETS V2

-log(p-value)

40 -

20

o]
>

uossdadxy duon -: =

JudwdopaAd( IeR) |

UONEIDN[0L] PUE YIMOLD) JB[N[PD |

[BAIAING pue yea( 2D !
IPAD 9D |

JUDUWIAOIA] JB[N[PD |
A3ojoydiaopy 19D
SupeusdiS 9D -

uoneziueSiQ pue A[quiassy tempe) I
IUBUIUILIA] PUB UOHIUN] IB[N[[D) -
sapnadeaay |, 03 dsuodsay JempR)

uonBIYIPOIA [euonesuei-)soq I

uonEdPOI [euondiiasues ) -s0d VNY |

Supplementary Figure S1. Functional analysis of (-)-SDS-1-021 upregulated genes. Polysome-bound mRNA from U251 cells treated with vehicle or (-)-SDS-1-021 (10nM, 6 h) was
collected and analyzed by RNA-seq (three biological replicates per treatment group). A. GSEA hallmarks enriched in (-)-SDS-1-021 upregulated genes. B. IPA defined significant molecular
and cellular functions in (-)-SDS-1-021 upregulated genes (adjusted p-value < 0.05).



