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OD98  Cardiovascular anoxia F 60 40.8
OD101 Cerebrovascular/Stroke F 64 27.5
OD103 Head Trauma M 12 14.4
OD104 Anoxia F 15 29.7
OD105 Cerebrovascular/Stroke M 11 13.7
OD107 Cerebrovascular/Stroke M 67 253
OD111 Anoxia F 22 22.5
OD112 Cerebrovascular/Stroke F 60 33:5
OD113 Cerebrovascular/Stroke M 69 224
OD114 Cerebrovascular/Stroke M 56 17.6
OD116 Anoxia M 10 17.3
OD117 Cerebrovascular/Stroke F 67 32.1
OD119 Cerebrovascular/Stroke F 58 26.4
0OD120 Anoxia F 39 16.9
OoD121 Anoxia F 6 20.7
OD123 Cerebrovascular/Stroke M 39 29.3
OD126 Cerebrovascular/Stroke M 22 18.6
OD128 Cerebrovascular/Stroke F 62 28.2
OD133 Anoxia M 31 31
OD144 Cardiovascular anoxia M 51 325

Supplemental Table 1. Pacific Northwest Transplant Bank donors provide lung tissue for
single T cell analyses. Donor lung tissue was accepted for our study based on criteria detailed
in the methods section. OD103, 104, 105, and 107 were used for RNA-seq analysis. The

remaining lung donors were used for validation experiments.
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Supplemental Figure 1. Lung MAIT cells express CD8 and CD4. Flow cytometry on lung
samples to measure CD4 and CD8 co-receptor expression. Lung cells were rested overnight

and expression on all CD3* T cells are shown.
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Genes upregulated in human CD8* tissue resident memory T cells

Supplemental Figure 2. Lung MAIT cells express genes associated with human tissue-
resident memory CD8* T cells. Transcripts per million (TPM) reads from MR1/5-OP-RU* CD8*
T cells derived from lung samples (Lung MAIT, blue filled circles), and MR1/5-OP-RU negative
CD8" T cells derived from lung samples (Lung non-MAIT CD8", blue open squares). The mean
of each group of samples is shown as a black bar. Genes listed on the x-axis are grouped by
whether they have been observed as upregulated (A) in human CD8" tissue-resident memory T

cells compared to non-tissue resident memory T cells.
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Supplemental Figure 3. Differentially expressed genes of CD8:CD4" MAIT cells in the lung.
A. A volcano plot displays the differentially expressed genes between lung derived CD8-CD4-
MAIT cells (on the right) and lung-derived CD8-CD4- lymphocytes (left) . Significantly
differentially expressed genes (log2 fold change >1 or <-1, and FDR p-value < 0.05) are
represented as red. B. Box plots of transcript per million (TPM) reads of genes commonly
associated with MAIT cells, from RNA-seq samples of CD8+ MAIT cells or non-MAIT CD8+ T
cells derived from four lung samples. Box plots indicate the median and range of the TPM RNA-

seq reads. FDR *P < 0.05, **P < 0.01, ****P < 0.0001.
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Supplemental Figure 4. Poised expression of cytolytic proteins by subset of human T
cells in the lung compared to the blood. Cells derived from PBMC or lung samples were
either rested (black squares) overnight or in the presence of IL-12 cytokine (white squares, 10
ng/mL) and then stained intracellularly for (A) granzyme A, (B) granzyme K, (C) perforin, (D)
granulysin. The frequency of cells staining positively for each protein is plotted from 5 PBMC

donors (left) and 5 lung donors (right). Representative results of three experiments are shown, n

= 5 biological replicates.
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Supplemental Figure 5. Intracellular levels of granzyme B in MAIT cells in the context of
TCR stimulation or IFN+y. Cells derived from PBMC were either rested (gray histograms)
overnight or in the presence of IFN-y (blue histograms, 10 ng/mL), SEB (red histograms), or
IFN-y and Staphylococcus enterotoxin B (SEB) (green histograms) and then stained
intracellularly for granzyme B. The frequency of granzyme B* MR1-tetramer* MAIT cells (A) or
non-MAIT CD8* T cells (B) from one of five representative donors is plotted. Representative

results of two experiments are shown.



