Supplementary Figures

Figure S1 MR results of AS on TC.

Figure S2 MR results of AS on LDL.

Figure S3 MR results of AS on HDL.

Figure S4 MR results of RA on TC.

Figure S5 MR results of RA on LDL.

Figure S6 MR results of RA on HDL.

Figure S7 MR results of SLE on TC.

Figure S8 MR results of SLE on LDL.

Figure S9 MR results of SLE on HDL.

(MR: Mendelian Randomization, SNPs: single-nucleotide polymorphisms; AS:
Ankylosing Spondylitis; RA: rheumatoid arthritis; SLE: systemic lupus erythematosus;
TC: Total cholesterol; LDL: low density lipoprotein; HDL: high density lipoprotein)
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Figure S1 MR results of AS on TC. A: Scatter plot of SNPs associated with AS and TC,;
B: Forest plot of SNPs associated with AS and TC; C: Funnel plot of SNPs associated
with AS and TC; D: Leave-one-out analysis of SNPs associated with AS and TC.
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Figure S2 MR results of AS on LDL. A: Scatter plot of SNPs associated with AS and
LDL; B: Forest plot of SNPs associated with AS and LDL; C: Funnel plot of SNPs
associated with AS and LDL; D: Leave-one-out analysis of SNPs associated with AS
and LDL.
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Figure S3 MR results of AS on HDL. A: Scatter plot of SNPs associated with AS and
HDL; B: Forest plot of SNPs associated with AS and HDL; C: Funnel plot of SNPs
associated with AS and HDL; D: Leave-one-out analysis of SNPs associated with AS
and HDL.
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Figure S4 MR results of RA on TC. A: Scatter plot of SNPs associated with RA and TC,;
B: Forest plot of SNPs associated with RA and TC; C: Funnel plot of SNPs associated

with RA and TC; D: Leave-one-out analysis of SNPs associated with RA and TC.
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Figure S5 MR results of RA on LDL. A: Scatter plot of SNPs associated with RA and
LDL; B: Forest plot of SNPs associated with RA and LDL; C: Funnel plot of SNPs
associated with RA and LDL; D: Leave-one-out analysis of SNPs associated with RA
and LDL.
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Figure S6 MR results of RA on HDL. A: Scatter plot of SNPs associated with RA and
HDL; B: Forest plot of SNPs associated with RA and HDL; C: Funnel plot of SNPs
associated with RA and HDL; D: Leave-one-out analysis of SNPs associated with RA
and HDL.
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Figure S7 MR results of SLE on TC. A: Scatter plot of SNPs associated with SLE and
TC; B: Forest plot of SNPs associated with SLE and TC; C: Funnel plot of SNPs
associated with SLE and TC; D: Leave-one-out analysis of SNPs associated with SLE
and TC.
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Figure S8 MR results of SLE on LDL. A: Scatter plot of SNPs associated with SLE and
LDL; B: Forest plot of SNPs associated with SLE and LDL; C: Funnel plot of SNPs
associated with SLE and LDL; D: Leave-one-out analysis of SNPs associated with SLE
and LDL.
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Figure S9 MR results of SLE on HDL. A: Scatter plot of SNPs associated with SLE and
HDL; B: Forest plot of SNPs associated with SLE and HDL; C: Funnel plot of SNPs
associated with SLE and HDL; D: Leave-one-out analysis of SNPs associated with SLE
and HDL.



