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Supplementary Figures and Figure legends
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Figure S1. Transient expression of variant species ACE2. Western blotting of
V5-tagged ACE2 proteins belonging to different species using Anti-V5 Tag antibody.
Cellular control is y-actin.
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Figure S2. The detection of purified soluble human ACE2. A. Commassie staining
of purified soluble ACE2 (sACE2-8XHis) protein. B. Western blotting of SACE2-8XHis
protein using Anti-6xHis Tag antibody.



