
 

Supplementary Figure 1: Genome of Paplionanthe Miss Joaquim ‘Agnes’
a Genome survey of PMJ using GenomeScope Profile
b Dovetail Omni-C chromatin interation post scaffolding showing linkages across 19 chromosomal scaffolds visualized using Juicebox.
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Supplementary Figure 2: RNA-Seq libraries prepared from the tissues of PMJ
a PCA plot of RNA-Seq libraries showing tissue specific clustering of RNA-Seq libraries for the first two principal components.
b Correlation plot with hierarchical clustering of RNA-Seq libraries
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Supplementary Figure 3: GO pathway enrinchment across tissues of PMJ using tissue specific markers from (a) 
Terete Leaf (b) Root
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Supplementary Figure 4: GO pathway enrinchment across floral tissue of PMJ using tissue specific markers from 
(a) Perianth (b) Gynostemium (c) Labellum
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Plot of features detected by LC-HRMS in both ionization modes (m/z vs Retention Time)
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Supplementary Figure 7 : Compounds of anthocyanin derivatives and their abundance in PMJ
a Table showing the associated colors of metabolites detected in the flowers and leaves of PMJ.
b Color pigment distribution aggregrated through the associated abundance of metabolites detected and their 
associated color across the various leaf and floral tissues of PMJ. 
(LS = Lateral Sepal , LP = Lateral Petal, GY= Gynostemium , DS = Dorsal Sepal)
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Supplementary Figure 6: GC-HRMS chromatogram for PMJ volatiles in the flower and terete leaf of Ple Miss Joaquim ‘Agnes’

Flower Terete leaf
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