GenomeScope Profile b

oMmB

len:2,058,325,691bp uniq:29.1%
aa:95.1% ab:4.9% -
kcov:27.5 err:0.17% dup:0.892 k:21 p:2

200 MB

omB 200 MB 400 MB 600 MB 800 MB 1,000 MB. 1,200 MB 1,400 MB 1,600 MB.

1,800 MB 2,000 MB 2,200 MB
| | | | | | |

Hi-C
interaction
277

| —
observed
B full model -
unique sequence
errors )
B > _
o kmer-peaks
+ .
I
S : N
> : £
(@] | E
c ' _
(] — |
> [ 2
o I
Y ~ ! )
L o ! 2
+ :
(] i _
o~ i .
| =
| 8-
! g
I
_ ! -
| o
:
o : _
o | .
a'.) —] | %7
o | | _
100 120 140

Coverage

Supplementary Figure 1: Genome of Paplionanthe Miss Joaquim ‘Agnes’
a Genome survey of PMJ using GenomeScope Profile
b Dovetail Omni-C chromatin interation post scaffolding showing linkages across 19 chromosomal scaffolds visualized using Juicebox.
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Supplementary Figure 2: RNA-Seq libraries prepared from the tissues of PMJ
a PCA plot of RNA-Seq libraries showing tissue specific clustering of RNA-Seq libraries for the first two principal components.
b Correlation plot with hierarchical clustering of RNA-Seq libraries
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Supplementary Figure 3: GO pathway enrinchment across tissues of PMJ using tissue specific markers from (a)
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Supplementary Figure 4: GO pathway enrinchment across floral tissue of PMJ using tissue specific markers from
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Supplementary Fig 5: Features detected by LC-HRMS in flower and leaves of Ple. Miss Joaquim ‘Agnes’
a. Bar chart indicating the number of features detected by LC-HRMS across both ionization modes
b. Features detected by LC-HRMS in both positive (top) and negative (bottom) modes in the flower and leaves




Color Compound b

Color Pigment Distribution by lon Abundance

Green (chlorophyll) Pheophytin-a (degradation product of chlorophyll a)
Green (chlorophyllide) Phaeophorbide b (degradation product of chlorophyllide det?
Yellow Apigenin 7-0-(6"-0-acetylglucoside) 3e+7 EESuUm(LS) 2.7e+7
Yellow Apiin (Apigenin 7-O-[beta-D-apiosyl-(1->2)-beta-D- Sum(LP)
Yellow Cosmosin (Apigenin 7-O-beta-D-glucoside) 2e+7 mm Sum(Leaves)
Yellow Astragalin (Kaempferol 3-O-glucoside) = Sum(GY) 1.1e+7 . 1.3e+7 be+7
Yellow Astragalin 7-rhamnoside 1e+7- HE Sum(DS) le+7 le+7 o6
Yellow Kaempferin (Kaempferol 3-O-alpha-L-rhamnoside} —~ 7e+s. 1 Sum(Labellum) 6.6e 4e+6
Yellow Kaempferol 3-rhamnoside-7-glucoside QD 6e+6 e
Yellow Kaempferol 3-sophoroside 7-rhamnoside 8 i:::
Yellow quercetin (/2] 3046
Yellow Quercetin 3-0-(6"-malonyl-glucoside) 7-O-glucoside g’
Yellow Quercetin 3-0O-rhamnoside 7-O-glucoside —1 2e+6
Yellow Kaempferol 3-O-beta-D-glucosyl-(1->2)-beta-D-glucoside ;’ 1.3e
Yellow Trifolin (Kaempferol-3-0-galactoside) g 1e+6
Yellow-orange Quercitrin © 6.7e+5
Yellow-orange isorhamnetin (Quercetin 3'-methyl ether) © Zgig
Yellow-orange Isorhamnetin 3-rhamnoside Se+5
Yellow-orange Isorhamnetin 3-rhamnoside-7-glucoside g de+5
Yellow-orange Isorhamnetin 7-glucoside E Se+5
Yellow-orange Quercetin 3,3'-dimethyl ether 7-glucoside O 2et5 2e+ 3
Reddish purple Cyanidin 3-(6"-malonylglucoside)-5-glucoside
Reddish purple Cyanidin 3-(6-malyl glucoside) 5-glucoside D 1e+5
Reddish purple Cyanidin 3-(6"-sinapylsophoroside)-5-glucoside
Reddish purple Cyanidin 3-(disinapoylsophoroside) 5-glucoside g::ﬁ
Reddish purple Cyanidin 3-glucoside 5-caffeoylglucoside S5e+4
Reddish purple Cyanidin 3-0-beta-D-glucoside 5-0-(6-coumaroyl-beta-D- deta 3.2e+4
Reddish purple Cyanidin 3-O-glucoside 3e+4
Reddish purple Cyanidin 3-sophoroside-5-glucoside 2e+4
Magenta Peonidin 3,5-diglucoside
Magenta Peonidin 3-sophoroside 5-glucoside le+d 8.9e
Green Magenta Yellow-orange Reddish purple Yellow

Supplementary Figure 7 : Compounds of anthocyanin derivatives and their abundance in PMJ

a Table showing the associated colors of metabolites detected in the flowers and leaves of PMJ.
b Color pigment distribution aggregrated through the associated abundance of metabolites detected and their
associated color across the various leaf and floral tissues of PMJ.

(LS = Lateral Sepal , LP = Lateral Petal, GY= Gynostemium , DS = Dorsal Sepal)
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Supplementary Figure 6: GC-HRMS chromatogram for PMJ volatiles in the flower and terete leaf of Ple Miss Joaquim ‘Agnes’
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