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MG948626 Mycoplasma wenyonii

DQ825452 Candidatus Mycoplasma haematominutum

KC512403 Mycoplasma sp.

EU367963 Mycoplasma wenyonii

EU165509 Mycoplasma ovis

KC920439 Mycoplasma sp.

MF377464 Mycoplasma wenyonii

KU645931 Candidatus Mycoplasma haematominutum

DQ825440 Candidatus Mycoplasma haematominutum

FJ824847 Mycoplasma sp.

KF743738 Candidatus Mycoplasma haematominutum

EU165510 Mycoplasma ovis

HQ197743 Mycoplasma sp.

MN543630 Mycoplasma sp.

HQ197747 Mycoplasma sp.

FJ375309 Mycoplasma wenyonii

KC920442 Mycoplasma sp.

HQ197744 Mycoplasma sp.

HQ634379 Mycoplasma sp.

KU645934 Candidatus Mycoplasma haematominutum

KU645932 Candidatus Mycoplasma haematominutum

KU978337 uncultured bacterium

EU170604 Candidatus Mycoplasma haematominutum

MF377463 Mycoplasma ovis

GU230142 Mycoplasma ovis

AF306346 Candidatus Mycoplasma haemolamae

GU124600 Candidatus Mycoplasma haemozalophi

GU230143 Mycoplasma ovis

MN543628 Mycoplasma sp.

GU047355 Candidatus Mycoplasma haemolamae

KC920448 Mycoplasma sp.

DQ825456 Candidatus Mycoplasma haematominutum

HQ197746 Mycoplasma sp.

KC936280 Mycoplasma sp.

KU645935 Candidatus Mycoplasma haematominutum

GU124614 Candidatus Mycoplasma haemozalophi

DQ825439 Candidatus Mycoplasma haematominutum

EU828582 Mycoplasma ovis

MN543623 Mycoplasma sp.

HQ197745 Mycoplasma sp.

AF178676 Candidatus Mycoplasma haemodidelphidis

HQ197742 Mycoplasma sp.

KF306249 Candidatus Mycoplasma haemocervae

KF743717 Mycoplasma sp.

NR041751 Mycoplasma pneumoniae

KR905457 Candidatus Mycoplasma haematominutum

HQ634380 Mycoplasma sp.

KF306247 Candidatus Mycoplasma erythrocervae

EU839984 Candidatus Mycoplasma haematominutum

AY150980 Candidatus Mycoplasma haematominutum

EF221880 Mycoplasma wenyonii

AY297712 Candidatus Mycoplasma haematominutum

AY532390 Candidatus Mycoplasma haematoparvum

AF338268 Mycoplasma ovis

DQ157148 Candidatus Mycoplasma haematominutum

DQ825443 Candidatus Mycoplasma haematominutum

KM275257 Candidatus Mycoplasma haematominutum

FJ004275 Candidatus Mycoplasma haematominutum

DQ825446 Candidatus Mycoplasma haematominutum

JF931138 Mycoplasma ovis

MG948627 Mycoplasma wenyonii

JF931134 Mycoplasma ovis

KU983740 Mycoplasma ovis

KU978344 uncultured bacterium

U88564 Candidatus Mycoplasma haematominutum

GU230144 Mycoplasma ovis

KF306246 Candidatus Mycoplasma haemocervae

AY837724 Mycoplasma sp.

HQ634377 Mycoplasma sp.

AY946266 Mycoplasma wenyonii

EF416569 Candidatus Mycoplasma haematoparvum

KF743739 Candidatus Mycoplasma haematominutum

AB558899 Candidatus Mycoplasma haemocervae

MG948624 Mycoplasma wenyonii

KU983742 Mycoplasma ovis

GQ129114 Candidatus Mycoplasma haematoparvum

HQ634378 Mycoplasma sp.

KX171205 Mycoplasma wenyonii

AF338269 Candidatus Mycoplasma kahanei

AB558897 Candidatus Mycoplasma erythrocervae

AM691834 Candidatus Mycoplasma haematominutum

DQ825444 Candidatus Mycoplasma haematominutum

AY769937 Mycoplasma wenyonii

AF271154 Candidatus Mycoplasma haematominutum
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Supplement 1. Bayesian interference (BI) tree featuring 16S rRNA sequences (969 nucleotide positions) of selected Mycoplasma spp. Nodes are marked with BI posterior 
probabilities and ML bootstrap values. Clades which are marked in red were used for calculation of the median-joining haplotype networks containing the sequences obtained 
in this study. Scale bar indicates the expected mean number of substitutions per site according to the model of sequence evolution applied.
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