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Figure S1, Related to Figure 1: Principal component analysis of linkage disequilibrium-pruned
directly genotyped SNPs in FinnGen demonstrating no evidence of population stratification
between FinnGen participants with BMI recorded versus not recorded. As individual-level PCA
coordinates cannot be shared for FinnGen participants, data are displayed as a histogram where

the color of each hexagon reflects the proportion of subjects with available BMI data.
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Figure S2, Related to Figure 1: Manhattan plot summarizing results of genome-wide association

study for GWAS recorded/not recorded in FinnGen.



Supplemental Tables

Table S1, Related to Figure 1: Summary statistics from logistic regression between Z-scored CyC-production PGS in four cohorts (UK
Biobank, FinnGen, GenOMICC and Columbia COVID-19 Biobank). Tables summarizes the features of each regression, including
case/control cohorts, numbers of cases/controls, patient ancestry, number of SNPs matched between the CyC-production PGS and
the relevant cohort, the covariates included in the analysis and the summary statistics for the mild-moderate control and population

control analyses. Black cells refer to missing data.
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