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Figure S2

Figure S2 Representative IHC staining image for normal lung tissue. A,TFAP2A. B, TFAP2B.



Supplementary Table 1 Primers used in this study

Primers for qPCR

Gene F/R |sequence
USP22 F CTGGAGCTGGACATGACCCCTT
R GTAGTGGCCACTCTCCAAGGTCC
TEAP2A F ACTCCTTACCTCACGCCATC
R TTGCTGTTGGACTTGGACAG
TEAP2B F CGTCCAGTCAGTTGATGC
R CCCAGGCCGTCTTTATT
PPAPA F CAGCTGCAAGATCCAGAAAA
R AGATCTTGGCATTCGTCCAA
cMyc F CCTGGTGCTCCATGAGGAGAC
R CAGACTCTGACCTTTTGCCAGG
NEYA F CCCAGCAGATCATCCA
R CAGTCTGTGCCACTTGCTGT
sp1 F CAGGTGCACCCAATTCAA
R TCCACCTGCTGTGTCATCAT

Primers for clone USP22 promoter
USP22PO F1 CCGGGTACCCCTATTGGCCAGGTCCCTTTTTC

F2 CCGGGTACCACCTTCAGTGATCCACCCACCTTG

F3 CCGGGTACCTTCTTTCTTCCAGGGCTTCCAT

F4 CCGGGTACCGAAGTTCAAAACCAGGCTGACG

F5 CCGGGTACCCACGGAAAAGGAGGTGTGTGAT

F6 CCGGGTACCTCTCAGTTTGGCTTGGGTCAGT

F7 CCGGGTACC TGCAAACAGCTCCCGATTA

R1 CCGCTCGAGACTCGCGCGCCCGTTAGGCTCT

RO CCGCTCGAGCGCGGAGGCCGGACAAAGATG

primers for clone overexpression plasmids

FLAG-cMyc CCGGGTACCACCATGGACTACAAGGATGACGATGACAAGGGACCCCTCAACGTTAGCTTCACCACA

CCGCTCGAGCCTTACGCACAAGAGTTCCGTAGCTG

FLAG-TFAP2A GGCAAGCTTCCACCATGGACTACAAAGACGATGACGACAAGTCCATACTTGCCAAAATGGE

GCCGAATTCTCACTTTCTGTGCTTCTCCT

FLAG-TFAP2B GCCGGATCCACCATGGACTACAAAGACGATGACGACAAGCACTCACCTCCTAGAGAC

ol imnipzvl innl P=v] bapl

GCCGG GAATTC TCATTTCCTGTGTTTCTCCTCC




Supplementary Table 2 siRNAs used in this study

SS;%?)I Full Gene Name Gene ID Sense siRNA Sequence Antisense siRNA Sequence
AHR aryl hydrocarbon receptor 196 GGCUCUUUCAAGAUAGUAAtt JUUACUAUCUUGAAAGAGCCct
JUN jun proto-oncogene 3725 GGCACAGCUUAAACAGAAAtt JUUUCUGUUUAAGCUGUGCCac
TEAP2A |binding protein 2 alpha) 7020 AGAGAAAAACUGGACAAAALt JUUUUGUCCAGUUUUUCUCUta
TEAP2B |protein 2 beta) 1021 AGUUCAACUUCGAAGUACAtt JUGUACUUCGAAGUUGAACUga
KLF12 Kruppel-like factor 12 11278 [CAACUAUCCCGAUAUGGAAtt |UUCCAUAUCGGGAUAGUUGtg
ZEB1 zinc finger E-box binding homeobox 1 6935 |GGAAGAACGUGACAGCACAtt |UGUGCUGUCACGUUCUUCCgc
ATF1 activating transcription factor 1 466 GAAUGUCGCAGAAAGAAGAtt |UCUUCUUUCUGCGACAUUCtc
ATF2 activating transcription factor 2 1386 |GUGAUACUGUCAAAGGUCAtt |UGACCUUUGACAGUAUCACca
ATF activating transcription factor 3 467 GCAAAGUGCCGAAACAAGALtt JUCUUGUUUCGGCACUUUGCag
CEBPA |CCAAT/enhancer binding protein (C/EBP), alpha 1050 |CCGCUCCAAUGCCUACUGAtt |UCAGUAGGCAUUGGAGCGGtg

EBPB  |CCAAT/enhancer binding protein (C/EBP), beta 1051 |CCGCCUGCCUUUAAAUCCAtt |JUGGAUUUAAAGGCAGGCGGcg
CEBPG |CCAAT/enhancer binding protein (C/EBP), gamma 1054 |CGGAAUUAGUGUUAUCCAUtt |JAUGGAUAACACUAAUUCCGtt
ETS1 (avian) 2113 GGACUCUUUUGAAAGCAUAtt JUAUGCUUUCAAAAGAGUCCtg
ETS2 (avian) 2114 GACAGAAGAUCAAUAUGAAtt JUUCAUAUUGAUCUUCUGUCtt
EQS v-fos FBJ murine osteosarcoma viral oncogene homolog 2353 CACUCCAAGCGGAGACAGAtt [UCUGUCUCCGCUUGGAGUGta
MYB v-myb avian myeloblastosis viral oncogene homolog 4602 |GAAUUGCUCCUAAUGUCAAtt |UUGACAUUAGGAGCAAUUCta
MYC v-myc myelocytomatosis viral oncogene homolog (avian) 4609 |AGACCUUCAUCAAAAACAUtt |AUGUUUUUGAUGAAGGUCUcg
NR2F1 |nuclear receptor subfamily 2, group F, member 1 7025 JUCUCAUCCGCGAUAUGUUAtt |JUAACAUAUCGCGGAUGAGAgt
CREB1 cAMP responsive element binding protein 1 1385 [CAUUAGCCCAGGUAUCUAUtt [AUAGAUACCUGGGCUAAUGtg
E2F1 E2F transcription factor 1 1869 GUCACGCUAUGAGACCUCALtt JUGAGGUCUCAUAGCGUGACtt
EGR1 early growth response 1 1958 [CAACGACAGCAGUCCCAUUtt |JAAUGGGACUGCUGUCGUUGga
ELK1 ELK1, member of ETS oncogene family 2002 |GGCCUUGCGGUACUACUAUtt |AUAGUAGUACCGCAAGGCCcg
ESR1 estrogen receptor 1 2099 [ACAUCAUCUCGGUUCCGCAtt JUGCGGAACCGAGAUGAUGUag
TEAD2 |TEA domain family member 2 8463 CCGUUCACCUUGUCACUGALtt [UCAGUGACAAGGUGAACGGtg
FOXA1 |forkhead box Al 3169 GCAAUACUCUUAACCAUAAtt |UUAUGGUUAAGAGUAUUGCca
EOXA2 |forkhead box A2 3170 GGACCUCAAGGCCUACGAAtt JUUCGUAGGCCUUGAGGUCCat
FOXA3 [forkhead box A3 3171 ACUCCUACAUGACCCUGAAtt |JUUCAGGGUCAUGUAGGAGUtg
EOXC1 |forkhead box C1 2296 ACUCUCCAGUGAACGGGAAtt |JUUCCCGUUCACUGGAGAGUtg
FOXC2 |forkhead box C2 (MFH-1, mesenchyme forkhead 1) 2303 [AGAAGGACGUGUCCAAGGAtt |UCCUUGGACACGUCCUUCULtt
EOXD1 |forkhead box D1 2297 GAAAAAUGGUUAACAUGUUtt |JAACAUGUUAACCAUUUUUCCct
FOXD3 |[forkhead box D3 27022 |GCCACUCUCCGGACAGUUUtt |JAAACUGUCCGGAGAGUGGCac
EOXE1l |forkhead box E1 (thyroid transcription factor 2) 2304 |GCAAUUAUAUCAUAACUUAtt |UAAGUUAUGAUAUAAUUGCtg




FOXE forkhead box E3 2301 |GGACACUUCUUGGAGAUUUtt [AAAUCUCCAAGAAGUGUCCtc

EOXE2  [forkhead box F2 2295 |GAAAAGAUUUCGUCCUCAAtt |UUGAGGACGAAAUCUUUUCtg
FOXG1 |[forkhead box G1 2290 |GCAUCUACGAGUUCAUCAUtt [AUGAUGAACUCGUAGAUGCcg
EOXJ1  |forkhead box J1 2302 |CUAAUUAGAUGACAGCAAAtt JUUUGCUGUCAUCUAAUUAGca
FOXJ2  [forkhead box J2 55810 |GGAAGAAUUCAAUACGGCAtt [UGCCGUAUUGAAUUCUUCCaa
EOXJ3  |forkhead box J3 22887 |GGAUGGUAGUGAUAGCCCAtt JUGGGCUAUCACUACCAUCCtg

FOXK1 |[forkhead box K1 221937 |GUCGCUCUAUCACAAAGAAtt [UUCUUUGUGAUAGAGCGACgt
EOXK2 [forkhead box K2 3607 |CACCAGCUACCAAUAAAAAtt |JUUUUUAUUGGUAGCUGGUGtt
FOXL1 [forkhead box L1 2300 |ACAUGUUUGAGAACGGCAAtt [UUGCCGUUCUCAAACAUGUcc
EOXL2 [forkhead box L2 668 CGAAGUUCCCGUUCUACGAtt |[UCGUAGAACGGGAACUUCGcg
FOXM1 [forkhead box M1 2305 |GCUCAUACCUGGUACCUAUtt [AUAGGUACCAGGUAUGAGCtg
EOXN2 [forkhead box N2 3344  |GCAUUGAUCCAAAAGAAGAtt |UCUUCUUUUGGAUCAAUGCtg
FOXN3 [forkhead box N3 1112  |CAUUUUCCGUAUUUUGCAAtt [UUGCAAAAUACGGAAAAUGLE

EOXO1 [forkhead box O1 2308 |GGUGGAUGCUCAAUCCAGAtt |UCUGGAUUGAGCAUCCACCaa
FOXO3 |[forkhead box O3 2309 |CUCACUUCGGACUCACUUAtt [UAAGUGAGUCCGAAGUGAGca
EOXO4 [forkhead box O4 4303 |CCGCGAUCAUAGACCUAGAtt |UCUAGGUCUAUGAUCGCGGca
EOXO6 |forkhead box O6 100132074|ACGACUUCAUGGACAGCGAtt [UCGCUGUCCAUGAAGUCGUtg
EOXP1 [forkhead box P1 27086 |AGCUAACACUAAAUGAGAUtt |AUCUCAUUUAGUGUUAGCUgc
FOXP4 [forkhead box P4 116113 |GCCUAUUUCCGCAGAAACAtt [UGUUUCUGCGGAAAUAGGCga
EOXQ1 |forkhead box Q1 94234 |CACUAUAAAUGAUAUGACUtt |AGUCAUAUCAUUUAUAGUGtg
FOXR2 [forkhead box R2 139628 |GGAUGAAGAUAAUGCAAGALtt [UCUUGCAUUAUCUUCAUCCtt

C20rf3  |chromosome 2 open reading frame 3 6936 |GGAGUAUGAAAAAUACGUAtt |UACGUAUUUUUCAUACUCCct

NR3C1 |(glucocorticoid receptor) 2908 |GCAGGAUCAGAAGCCUAUUtt |AAUAGGCUUCUGAUCCUGCtg
HOXD9 |homeobox D9 3235 |GCUGUUCGCUGAAGGAGGAtt |UCCUCCUUCAGCGAACAGCct

IKZF1 IKAROS family zinc finger 1 (Ikaros) 10320 |UGUGCUCAUGGUUCACAAAtt [UUUGUGAACCAUGAGCACALt

IRF1 interferon regulatory factor 1 3659 |CCUCUGAAGCUACAACAGAtt |UCUGUUGUAGCUUCAGAGGtg
IRF2 interferon regulatory factor 2 3660 [GAGGAAUAUUGAAGGCAAAtt [UUUGCCUUCAAUAUUCCUCTtt

NEE211 |nuclear factor (erythroid-derived 2)-like 1 4779 |GCUGCGAGAUGAGAACGGALtt |UCCGUUCUCAUCUCGCAGCcg
LEF1 lymphoid enhancer-binding factor 1 51176 |GUUGCUGAGUGUACUCUAAtt [JUUAGAGUACACUCAGCAACga
MAZ transcription factor) 4150 |CAAUCUCCGGAGGCACGAAtt |JUUCGUGCCUCCGGAGAUUGta
MEF2A  |myocyte enhancer factor 2A 4205 |CCAACUCGGAUAUUGUUGAtt |[UCAACAAUAUCCGAGUUGGtt

NFIC nuclear factor I/C (CCAAT-binding transcription factor) 4782 [AAAUUAGAGUGAACAAGAAtt [UUCUUGUUCACUCUAAUUUtC
NFEIX nuclear factor I/X (CCAAT-binding transcription factor) 4784 |GAAUCCGGACAAUCAGAUAtt [UAUCUGAUUGUCCGGAUUCcg
NEKB1 |B-cells 1 4790 |GGCUCAUGUUUACAGCUUUtt |AAAGCUGUAAACAUGAGCCgc
NFYA nuclear transcription factor Y, alpha 4800 [CAAUACCACCGUAUUCUUAtt JUAAGAAUACGGUGGUAUUGtt

I1P53 tumor protein p53 7157 |GUAAUCUACUGGGACGGAAtt |UUCCGUCCCAGUAGAUUACca




PAXS paired box 5 5079 |GGCUCGUCGUACUCCAUCAtt |UGAUGGAGUACGACGAGCCgg
POU2F1 |POU class 2 homeobox 1 5451 |CGCAAAAUCUUCUAACGCAtt |UGCGUUAGAAGAUUUUGCGct
PPARA |peroxisome proliferator-activated receptor alpha 5465 GAUCAAGUGACAUUGCUAAtt JUUAGCAAUGUCACUUGAUCgt
RARA retinoic acid receptor, alpha 5914 |GAAGAUUACUGACCUGCGAtt |UCGCAGGUCAGUAAUCUUCat
RARB retinoic acid receptor, beta 5915 [GAACCGACAAAAGUAGAUAtt JUAUCUACUUUUGUCGGUUCct
RBPJ kappa J region 3516 |GGGAAGCUAUGCGAAAUUAtt |UAAUUUCGCAUAGCUUCCCta
RELA (avian) 5970 |CCCUUUACGUCAUCCCUGAtt |UCAGGGAUGACGUAAAGGGat
RXRA retinoid X receptor, alpha 6256 JUCGUCCUCUUUAACCCUGAtt JUCAGGGUUAAAGAGGACGALtg
ALL sal-like 3 (Drosophila) 27164 |CGCGGUUUAUCGAGGAUAAtt [UUAUCCUCGAUAAACCGCGtg
SP1 Spl transcription factor 6667 |GCAACAUGGGAAUUAUGAAtt |UUCAUAAUUCCCAUGUUGCtg
SRY sex determining region Y 6736 |CAACAGCGAUGAUUACAGUtt |ACUGUAAUCAUCGCUGUUGaa
STAT1 |signal transducer and activator of transcription 1, 91kDa 6772 |CCUACGAACAUGACCCUAUtt |JAUAGGGUCAUGUUCGUAGGtg
TAF1B polymerase |, B, 63kDa 9014 |CAUUUGAUCCUAUAGCUAAtt |UUAGCUAUAGGAUCAAAUGtc
ICF3 binding factors E12/E47) 6929 |CCUGCAGAGUAAGAUAGAAtt |UUCUAUCUUACUCUGCAGGce
TCF4 transcription factor 4 6925 |GAAGGAUAUCAAAUCAAUUtt |AAUUGAUUUGAUAUCCUUCt
USF1 upstream transcription factor 1 7391 |JAGGUGGAAGAUCUUAAAAAtt |UUUUUAAGAUCUUCCACCUgt
USF2 upstream transcription factor 2, c-fos interacting 7392 |[CCCUUACUCUCCAAAAAUUtt [AAUUUUUGGAGAGUAAGGGtg
VDR vitamin D (1,25- dihydroxyvitamin D3) receptor 7421 |AGUUCAUUCUGACAGAUGAtt |UCAUCUGUCAGAAUGAACUcc
WT1 Wilms tumor 1 7490 |GGACUGUGAACGAAGGUUUtt |AAACCUUCGUUCACAGUCCtt
XBP1 X-box binding protein 1 7494  |CCUGCCUACUGGAUGCUUAtt |UAAGCAUCCAGUAGGCAGGaa
YY1 YY1 transcription factor 7528 |AGCUUUUGUUGAGAGUUCAtt |JUGAACUCUCAACAAAAGCULtt
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