Supplemental figure 1
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Supplemental figure 1: gating strategy as used to determine cell influx into BALF
of MRSA-infected mice. Beads were used to quantify absolute cell influx and were fluorescent
in all channels.
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Supplemental figure 2: gating strategies as used in a full blood ROS assay (A) and neutrophil
degranulation assay (B). In both unstimulated and MRSA-stimulated samples were included.
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Supplemental figure 4
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Supplemental figure 4: CSY5669 does not affect neutrophil chemotaxis in vitro. Isolated
neutrophils were treated with 0.01-10uM CSY5669 or DMSO and seeded in a transwell

insert to determine chemotaxis towards medium, IL-8 or N-formylmethionyl-leucyl-
phenylalanine (fMLP) after 1 hour (n=3). Data are presented as mean = SD. Statistical
relevance was tested using one-way ANOVA.
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