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PCR electrophoretic bands



M: DL5000 DNA marker. From bottom to top is: 100bp, 250bp, 500bp, 750bp,
1,000bp, 1,500bp, 2,000bp, 3,000bp and 5,000bp.

Red arrow: PCR product selected for sequencing with bright electrophoretic
bands of targeted sizes
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We have designed extra primers for
events 11, 20, 23, 52, 60, 62 and 78.




Gepard visualization of validated
CSVs
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