
 
 
Supplementary Figure S7. Differential expression of long capped RNAs (as observed in the 
CAGE libraries) during the time course, and differential expression of short capped RNAs (as 
observed in the single-end libraries) originating from the same gene-associated transcription 
initiation peak. Log2 expression fold changes were calculated using the variance stabilizing 
transformation (see Methods). 
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