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Supplementary Figure S8A. Transcript size of short capped RNAs aligning to mature mRNA
transcripts versus the size of the mRNA transcript, colored by local density, using the paired-end
sequencing data. The peak consists of transcripts aligning to mature IncRNA transcripts, but with a
premature 3’ end (see Figure 3A). Dashed red lines indicate the transcript sizes that were selected by
library size selection. The solid red line is the identity line.



104-: )

103 4

transcript size [nucleotides]

IncRNA size Inucleotides]

Supplementary Figure S8B. Transcript size of short capped RNAs aligning to mature IncRNA
transcripts versus the size of the IncRNA transcript, colored by local density, using the paired-end
sequencing data. The peak consists of transcripts aligning to mature IncRNA transcripts, but with a
premature 3’ end (see Figure 3B). Dashed red lines indicate the transcript sizes that were selected by
cDNA size selection. The solid red line is the identity line.



