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Supplementary Table 1: Primer used for target detection

Primer sequence (5 >3’)

IL1b(Fwd) GGTGTGTGACGTTCCCATTA
IL1b(Rev) ATTGAGGTGGAGAGCTTTCAG
Ccr2 (Fwd) TCCACTCTACTCCCTGGTATTC
Ccr2 (Rev) TGGCCAAGTTGAGCAGATAG
Ccl2(Fwd) GTCCCTGTCATGCTTCTGG
Ccl2(Rev) GCTCTCCAGCCTACTCATTG
Cd74(Fwd) CCCAGAGAATCTGAAGCATCTTA
Cd74(Rev) CAGGGAGTTCTTGCTCATCTC
Mrap (Fwd) CCACCAAGGTACACAGTAGAAC
lIMrap (Rev) GACCATCTCCAGCCAGTAAAC
IL1r1(Fwd) TGAGGAATGTGGCTGAAGAG
IL1r1(Rev) ACTCGTGTGACCGGATATTG

human-CCR2 (Fwd)
human-CCR2 (Rev)
human-IL1B (Fwd)
human-IL1B (Rev)

CGAAACGAGAAGAAGAGGCATAG
CTGGAAGGTGTTCAGGAGAATG
ATGGACAAGCTGAGGAAGATG
CCCATGTGTCGAAGAAGATAGG
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