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CCCAGAGCTCCCAGTTGGTAGCCTGAAGGCCGTTG

gRNAS: CCCAGTTGGTAGCCGGAAGGCCC

52 Fig Reads of the NA12878 DNA, sequenced on a MinlON flow cell, mapped on the GRCh38 reference genome. The positions of the gRNAs
are indicated with vertical lines and the sequencing direction is indicated with arrows on top of the vertical lines. Reads are split by allele.

The position where gRNA9 binds off-target is zoomed in. This recognition site shows one mismatch (red) and one mutation (green).




