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Supplementary Methods 

Exclusion Criteria 

 Relevant exclusion criteria included positive test results for active hepatitis B, hepatitis 

C, alanine aminotransferase levels >2⨯ the upper limit of normal, and bilirubin levels >1.5⨯ the 

upper limit of normal. Individuals were excluded if they had a history of psychiatric disorders; 

received an immunomodulatory or anti-HIV agent within 30 days; or had primary HIV infection, 

ongoing nonlocalized malignancy, or any active Centers for Disease Control and Prevention 

category C disease. 

Sample Collection Times 

 Plasma HIV-1 RNA was assessed predose at each visit in parts 1 and 2 and quantified 

using polymerase chain reaction assay. Blood samples collected predose on Days 1 and 11 in 

part 1 and Days 1 and 8 in part 2 were analyzed for HIV-1 genotypic and phenotypic testing 

conducted by Monogram Biosciences (South San Francisco, CA). Genotype was assessed 

using next-generation sequencing. Blood samples were collected predose for a single PK 

assessment on Days 3 or 4 in parts 1 and 2; Days 5, 6, or 7 in part 1; and Days 5 or 6 in part 2. 

Blood samples for intensive PK sampling were collected predose and 1, 2, 3, 4, 5, 6, 8, 12, and 

24 hours postdose on Days 1 and 8, 9, or 10 in part 1 and Days 1 and 7 in part 2. 


	Supplementary Methods

