Supplementary Data 2

Related to Figures 3 and 4.

Intra-RNA and Intermolecular restraints used to calculate the Dnd1 RRM12:CUUAUUUG complex
ensemble.

Intra-RNA restraints

Resl Atoml Res2 Atom2 Distance Weight
1 RCYT H6 1 RCYT HS 2.4
1 RCYT H6 1 RCYT H1' 4.5
1 RCYT H6 1 RCYT H3' 4.5
1 RCYT H6 1 RCYT H2' 3.5
1 RCYT H6 1 RCYT H5' 5

1 RCYT H6 1 RCYT H5" 5

1 RCYT H6 1 RCYT H4' 4.5
1 RCYT HS5 1 RCYT H5' 5

1 RCYT HS5 1 RCYT H5" 5

1 RCYT HS5 1 RCYT H3' 5.5
1 RCYT HS5 1 RCYT H2' 5

1 RCYT H1' 1 RCYT H5' 5

1 RCYT H1' 1 RCYT H5" 5

1 RCYT H1' 1 RCYT H4' 4.5
1 RCYT H1' 1 RCYT H2' 4.5
1 RCYT H1' 1 RCYT H3' 4.5
1 RCYT H2' 1 RCYT H5' 5

1 RCYT H2' 1 RCYT H5" 5

1 RCYT H2' 1 RCYT H4' 4.5
1 RCYT H3' 1 RCYT H5' 4.5
1 RCYT H3' 1 RCYT H5" 4.5
1 RCYT H3' 1 RCYT H4' 4.5
1 RCYT H3' 1 RCYT H2' 4.0
1 RCYT H4" 1 RCYT HS5' 4

1 RCYT H4' 1 RCYT H5" 4

1 RCYT H6 2 URA H5" 6

1 RCYT H1' 2 URA HS' 6

1 RCYT H1' 2 URA H5" 6

1 RCYT H3' 2 URA Ho6 5

1 RCYT H3' 2 URA H5 5

1 RCYT H3' 2 URA H1' 6

1 RCYT H6 2 URA H6 5.0
1 RCYT HS5 2 URA H5 5.0
1 RCYT H1' 2 URA Ho6 5.0
1 RCYT H4" 2 URA H5" 5

2 URA H6 2 URA H1' 4.5
2 URA H6 2 URA H2' 4.0
2 URA H6 2 URA H3!' 4.5
2 URA H6 2 URA H4' 4.5
2 URA H6 2 URA H5 2.4
2 URA H6 2 URA HS' 4.5
2 URA H6 2 URA H5" 4.5
2 URA HS5 2 URA H3' 4.5
2 URA HS5 2 URA H2' 4.5
2 URA H1' 2 URA H5' 5

2 URA H1' 2 URA H5" 5

2 URA H1' 2 URA H2' 4.0
2 URA H1' 2 URA H4' 4

2 URA H1' 2 URA H3' 4

2 URA H2' 2 URA H3' 3.5
2 URA H3' 2 URA HS' 4.5
2 URA H3' 2 URA H5" 4.5
2 URA H3' 2 URA H4' 4.5
2 URA H3' 2 URA H5 4.5
2 URA H4' 2 URA H5' 3.5
2 URA H4' 2 URA H5" 3.5
2 URA H4' 2 URA H3' 3.5
2 URA H5' 2 URA H5" 3.5
3 URA H6 3 URA HS' 4.5
3 URA H6 3 URA H5" 5

3 URA H6 3 URA H2' 4

3 URA H6 3 URA H3' 4.5
3 URA H6 3 URA H5 2.4
3 URA H6 3 URA H1' 4.5
3 URA H1' 3 URA H5" 5

3 URA H1' 3 URA HS' 5

3 URA H1' 3 URA H2' 4.0
3 URA H1' 3 URA H4' 4.5
3 URA H1' 3 URA H3' 4.5
3 URA H2' 3 URA H5' 4.5
3 URA H2' 3 URA H5" 4.5
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Intermolecular restraints

Resl
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H1'

Res2
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