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Figure S2. Abundance of CYP2C9, CYP3A4, UGT1A9, UGT2B7, P-gp, MRP3, MCTL1, and OATP2BL1 in histologically

normal (graphs on the top, blue bars) and tumour (graphs at the bottom, purple bars). Abundance is expressed in pmol of target

protein per mg of microsomal protein on the left y-axis (darker bars), and as pmol of target protein per g of liver on the right

y-axis (lighter bars).



