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Suppl. Figure 8

B
Fusion-V5 Fusion-FLAG
. . ) | . .
TRIM25_3 PKCS_49
C
Vemurafenib PLX8394 Trametinib VTX-27 Tadalafil Belvarafenib

DMSO

10 IM

Vemurafenib PLX8394 Trametinib Tadalafil Belvarafenib
5uM 5uM 1uM 5uM 5uM 1uM

10 uM 5uM 10 pM 5uM




Suppl. Figure 9
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