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Figure S1: Photographs of A) nymph and B) adult 17-year periodical cicadas (Magicicada 
spp. Brood X). 
 
 
 

 
 
Figure S2: Image of gut tissue dissected from nymphal Magicicada septendecium.  
Shown are A) Complete gut, B) Filter chamber, C) Midgut, D-E) Malpighian tubules and hindgut, 
and F) Rectum. Adult gut anatomy and other Magicicada spp., appears identical to that of the 
M. septendecium nymph. 



 
 
Figure S3: Stacked bar plot showing relative abundance of reads classified as bacteria 
relative to the total number of reads generated in each sample. 



 
 
Figure S4: Violin plots showing alpha diversity comparison between MTP sets of soil 
samples. 



 
 
Figure S5: Stacked bar plot showing relative abundance of reads classified as Hodgkinia 
relative to the total number of reads profiled as Alphaproteobacteria in each sample. 
 
 
 
 
 

 
 
Figure S6: Krona plot showing relative abundance of bacteria profiled in the wash fluid of 
the OH Brood X nymph. 



 
Figure S7: Comparison of bacterial populations residing in different gut organs of CT 
Brood II nymphs. 


