Supplementary 1. The flowchart of the whole study

Extracted data of IncRNA, miRNA and mRNA in CC from TCGA

Identified the differentially expressed IncRNA (DEIncRNA), miRNA (DEmiRNA),
and mRNA (DEmRNA)

Constructed a ceRNA network

Identified both ferroptosis-related genes and immune-related genes in ceRNA network
and analysed prognosis of target genes

Detected the expression of target genes via TIMER, GEPIA. TCGA databases, and
qRT-PCR in CC and normal colon tissues

GO, KEGG and GSEA analyses revealed tumor-related functions and signaling
pathways of target genes

Used CIBERSORT and spearman correlation analysis to explore the correlation
between target genes and tumor immune infiltrating

NOX4 is associated with both ferroptosis and tumor immunity, and may be a
biomarker related to the prognosis of CC and a potential target for immunotherapy of
cC




symbol
RPL8
IREB2

CS
EMC2
ACSF2
NOX1
CYBB
NOX3
NOX4
NOX5
DUOX1
DUOX2
G6PD
PGD
VDAC2
PIK3CA
FLT3
SCP2
TP53
ACSL4
LPCAT3
NRAS
KRAS
HRAS
TF
TFRC
TFR2
SLC38A1
SLCIAS
GLS2
GOT1
CARSI
TP53
ALOX5
KEAPI
HMOX1
TP53
TP53
GLS2
ATGS
ATG7
NCOA4
TF
ALOXS

PHKG2
TFRC
ACOl1
IREB2
SLC38A1
GLS2
G6PDX
ULK1

name
Ribosomal protein L.8

Supplementary 2.1 ferroptosis-related genes

hgncid evidence testmethod testin
HGNC:103Required in erast shRNA screening, qPC Human

iron responsive element binding prote HGNC:611Required in erast shRNA screening, qPC Human
ATP5MC3 ATP synthase membrane subunit ¢ locHGNC:843 Required in erast shRNA screening, qPC Human

Citrate synthase

HGNC:242Required in erast shRNA screening, qPC Human

ER membrane protein complex subun HGNC:289 Required in erast shRNA screening, qPC Human
Acyl-CoA synthetase family member HGNC:261 Required in erastshRNA screening, qPC Human
Nicotinamide adenine dinucleotide phHGNC:788 Suppresses erasti Inhibition test by diph¢ Human

Cytochrome b-245 beta chain

HGNC:257 Suppresses erasti Inhibition test by diph¢ Human

Nicotinamide adenine dinucleotide phHGNC:789 Suppresses erasti Inhibition test by diph¢ Human
Nicotinamide adenine dinucleotide phHGNC:789 Suppresses erasti Inhibition test by diph¢ Human
Nicotinamide adenine dinucleotide phHGNC:148 Suppresses erasti Inhibition test by diphe Human

Dual oxidase 1
Dual oxidase 2

HGNC:306 Suppresses erasti Inhibition test by diph¢ Human
HGNC:132 Suppresses erasti Inhibition test by diph¢ Human

Glucose-6-phosphate dehydrogenase HGNC:405Required in erast shRNA silencing, RT-cHuman

Phosphoglycerate dehydrogenase

HGNC:889Required in erast shRNA silencing, RT-« Human

Valtage-dependent anion channels 2 HGNC:126 Required in erast shRNA silencing, RT-c Human
Phosphatidylinositol-4,5-bisphosphatt HGNC:897 Inhibitor blocked Cell survival assays = Mice

Fms related tyrosine kinase 3
Sterol carrier protein 2

Tumor protein p53

HGNC:376Inhibitor blocked Cell survival assays Mice
HGNC:106 SCP-2 inhibitors Cell viability test, siRM Mice

testsetting pathway proteinfullr uniprotac
NRAS mut:RPLS :+: F 60S ribosor P62917
NRAS mut:IREB2 :+: lIron-respon P48200
NRAS mut: ATPSMC3 ATP synthz P48201
NRAS mut:CS :+: Ferr Citrate synt 075390
NRAS mut:EMC?2 :+: ITER membr: Q15006
NRAS mut:ACSF2 :+: Medium-ch Q96CMS8
KRAS mut:NOX1 :+: INADPH ox Q9Y5S8
KRAS mut:CYBB :+: ICytochrom P04839
KRAS mut:NOX3 :+: INADPH ox Q9HBY0
KRAS muttNOX4 :+: INADPH ox QINPHS5
KRAS mut:NOXS5 :+: INADPH ox Q96PH1
KRAS mut:DUOX1 :+ Dual oxida: Q9INRD9
KRAS mut:DUOX2 :+ Dual oxida: Q9INRDS
KRAS mut:G6PD :+: FGlucose-6-1P11413
KRAS mut:PGD :+: Fe6-phosphog P52209
KRAS mut:VDAC?2 :+: Voltage-de; P45880
HT22 cells PIK3CA :-:Phosphatid: P42336
HT?22 cells FLT3 :+: L Receptor-ty P36888
PZL cells SCP2 :+: FiNon-specifiP22307

HGNC:119Inhibits cystine uCell death kinetics, shEHuman, miH1299, U2(TP53 :-: SI Cellular tur P04637

Acyl-CoA synthetase long chain fami HGNC:357 Deletion of this gRetroviral-mediated in Human
Lysophosphatidylcholine acyltransfer HGNC:302 Deletion of this gRetroviral-mediated in Human

NRAS proto-oncogene, GTPase
KRAS proto-oncogene, GTPase
HRas proto-oncogene, GTPase

Transferrin
Transferrin receptor
Transferrin receptor 2

Solute carrier family 38 member 1
Solute carrier family 1 member 5

Glutaminase 2

HGNC:798 NRAS12V mutaiCell viability assessed Human
HGNC:640KRAS12V mutaiCell viability assessed Human
HGNC:517HRAS12V mutaiCell viability assessed Human

HGNC:117Essential for the 1Killing activity Mice
HGNC:117RNAL1 of transfers RNA1 Mice
HGNC:117RNAL1 of transfer: RNA1 Mice

HGNC:134RNA1i knockdow RNAi knockdown, cell Mice
HGNC:109Pharmacological RNAi knockdown, cell Mice
HGNC:295Both inhibitor inlshRNA, western blot, ( Mice

Glutamic-oxaloacetic transaminase 1 HGNC:443RNAi reduced fe shRNA, qPCR, cell vie Mice

Cysteinyl-tRNA synthetase 1

Tumor protein p53

Arachidonate 5-lipoxygenase
Kelch like ECH associated protein 1

Heme oxygenase 1
Tumor protein p53
Tumor protein p53
Glutaminase 2
Autophagy related 5
Autophagy related 7

Nuclear receptor coactivator 4

Transferrin

Arachidonate 5-lipoxygenase
ALOX12 Arachidonate 12-lipoxygenase, 125 tyHGNC:429 Silencing ALOX qPCR
ALOX12B Arachidonate 12-lipoxygenase, 12R ttHGNC:430 Silencing ALOX qPCR
ALOXI15 Arachidonate 15-lipoxygenase
ALOX15B Arachidonate 15-lipoxygenase type BHGNC:434 Silencing ALOX qPCR, siRNA
ALOXE3 Arachidonate lipoxygenase 3

HGNC:149Required for ferrsiRNA screen, sShRNA Human,

HGNC:119Wild type p53 caCell death quantificatic Human
HGNC:435The 5-LipoxygenCell Viability Assay, R Mice

HGNC:231Knockdown of KWestern blot, ShRNA IHuman,
HGNC:501 Zinc protoporphyCell viability assay, qRHuman,

HGNC:119p5373KR/3KR XWestern blot, qRT-PClMice

HGNC:119Incubation with eCell viability assay, ph Human,

HGNC:295 Upregulated in e1Cell viability assay,we Mice
HGNC:589Knockout or knoishRNA
HGNC:169Knockout or knoishRNA
HGNC:767 Inhibition suppre shRNA, gene transfect Human
HGNC:117Involved in sirar Western blot, densitorr Human

HGNC:435 Silencing ALOX qPCR Human
Human
Human
HGNC:433 Silencing ALOX qPCR Human
Human
HGNC:137Silencing ALOX qPCR, siRNA Human

Phosphorylase kinase catalytic subuniHGNC:893 U-2-OS cells becshRNA suppressor scr¢ Human

Transferrin receptor HGNC:117The gene targets RNAI screening Mice
Aconitase 1 HGNC:117The gene targets RNAI screening Mice
iron responsive element binding prote HGNC:611 The gene targets RNAi screening Mice
Solute carrier family 38 member 1  HGNC:134The gene targets RNAIi screening Mice
Glutaminase 2 HGNC:295The gene targets RNAI screening Mice

NA NA The gene targets RNAI screening Mice

Unc-51 like autophagy activating kineHGNC:125 Potential positiveRNAi screening, gene Mice

Human,
Human,

Chronic myACSL4 :+: Long-chain 060488
Chronic myLPCAT3 :4Lysophospl Q6P1A2
RMS13 cel NRAS :+: IGTPase NRPO1111
RMS13 cel KRAS :+: IGTPase KRP01116
RMSI13 cel HRAS :+: IGTPase HRPO1112
Mouse emtTF :+: FerriSerotransfe P02787
Mouse emt TFRC :+: FTransferrin P02786
Mouse emt TFR2 :+: F Transferrin Q9UP52
Mouse emt SLC38A1 : Sodium-cot Q9H2H9
Mouse emt SLC1AS5 :+Neutral am: Q15758
Mouse emtGSL2 :+: GGlutaminas Q9UI32
Mouse emtGOT1 :+: aAspartate a P17174
ratHT-1080 fi CARSI :-: 'Cysteine--t| P49589
H1299 cellsTP53 :-: SI Cellular tur P04637
HT22 mous ALOXS5 :+:Arachidona P09917
miHepG2, HeKEAP1 :-: Kelch-like Q14145
miHT-1080 fi HMOX1 :+Heme oxyg P09601
p5373KR/3TP53 :-: SLCellular tur P04637
miMouse emtTP53 :-: SI Cellular tur P04637
Mouse emtGLS2 :+: F Glutaminas Q9UI32
miMouse emt ATGS5 :+: FAutophagy Q9H1Y0
miMouse emt ATG7 :+: FUbiquitin-1: 095352
PANCI1 or NCOA4 :-: Nuclear rec Q13772
MDA MB (TF :+: LipiiSerotransfe P02787
G-401 cellsALOXS :+:Arachidona P09917
G-401 cellsALOX12 :- Arachidona P18054
G-401 cellsALOX12B Arachidona 075342
G-401 cellsALOX15 :- Arachidona P16050
G-401, BJe ALOX15B Arachidona 015296
G-401, BJe ALOXE3 :-Hydropero>: Q9BYJ1
U-2-0S, H'PHKG?2 :+:Phosphoryl P15735
Mouse emt TFRC :+: [ Transferrin P02786
Mouse emt ACO1 :+: ICytoplasmi P21399
Mouse emtIREB?2 :+: IIron-respon P48200
Mouse emt SLC38A1 : Sodium-cor Q9H2H9
Mouse emtGLS2 :+: L Glutaminas Q9UI32
Mouse emtG6PDX :+: NA NA
Mouse emtULK1 :+: [ Serine/threcO75385

uniprotid pmid

RL8 HUM
IREB2_HU
AT5G3_HI
CISY_HUM
EMC2_HU
ACSF2_Ht
NOX1 HU
CY24B_HI
NOX3_HU
NOX4 HU
NOX5 HU
DUOX1 H
DUOX2 H
G6PD_HU!
6PGD_HU!
VDAC2 H
PK3CA_HI
FLT3_HUM
NLTP_HU]
P53 HUM.
ACSL4 HI
MBOA5_H
RASN HU
RASK_HU
RASH_HU
TRFE_HUI
TFR1_HU!
TFR2_HU}
S38A1 HU
AAAT HU
GLSL HU!
AATC_HU
SYCC_HU
P53 HUM.
LOX5 _HU
KEAPI HI
HMOX1 _F
P53 HUM.
P53 HUM.
GLSL_HU!
ATG5_HU
ATG7 HU
NCOA4 H
TRFE_HUI
LOX5 HU
LOX12_HT
LX12B_HU
LOX15_Ht
LX15B_HU
LOXE3_HI
PHKG2_H!
TFR1_HU}
ACOC_HU
IREB2_HU
S38A1 HU
GLSL _HU!

ULK1 _HU

22632970
22632970
22632970
22632970
22632970
22632970
22632970
22632970
22632970
22632970
22632970
22632970
22632970
22632970
22632970
22632970
24739485
24739485
25402683
25799988
25965523
25965523
26157704
26157704
26157704
26166707
26166707
26166707
26166707
26166707
26166707
26166707
26184909
26218928
26235588
26403645
26405158
26943586
27034505
27034505
27245739
27245739
27245739
27441659
27506793
27506793
27506793
27506793
27506793
27506793
27506793
27514700
27514700
27514700
27514700
27514700
27514700
27514700

Supplementary 2.2 immune-related genes

Symbol
AZGP1
B2M
CALR
CANX
CDIA
CDI1B
CDI1C
CDID
CDIE
CD4
CD8A
CD8B
CD74
CREBI
CTSB
CTSE
CTSL
CTSS
FCER1G
FCGRT
PDIA3
HFE
HLA-A
HLA-B
HLA-C

Name
alpha-2-glyZA2G|ZAC
beta-2-mict IMD43
calreticulin CRT|HEL-!
calnexin  CNX|IP90|l
CDla mole CD1|FCB6|
CD1b moleCD1|CD1A
CDIc mole BDCAI1|CL
CD1d moleCD1A|R3|E
CDle mole CD1A|R2
CD4 molec CD4mut
CD8a mole CDS8|Leu2t
CD8b moleCDSB1|LE
CD74 moleDHLAGIHI
cAMP resp CREB|CRE
cathepsin BAPPS|CPSI
cathepsin ECATE
cathepsin LCATL|CTS
cathepsin S -

Fc fragmen FCRG

Fc fragmen FCRN|alph
protein dist ER60|ERp?
homeostatiHFE1|HH|t
major histo HLAA
major histo AS|B-4901|
major histo D6S204[HL

HLA-DMAmajor histo D6S222E|C
HLA-DMBmajor histo D6S221E|R
HLA-DOAmajor histo HLA-DNA
HLA-DOBmajor histo DOBJHLA
HLA-DPA major histo DP(W3)|DlI
HLA-DPB Imajor histo DPB1|HLA
HLA-DQA major histo CELIACI1]|I
HLA-DQA major histo DC-alpha|C
HLA-DQB major histo CELIACI1|}
HLA-DRA major histo HLA-DRA
HLA-DRB major histo DRB1|HLA
HLA-DRB:major histo DRB3|HLA
HLA-DRB:major histo DR4|DRB4
HLA-DRB:major histo -

HLA-E
HLA-F
HLA-G
HLA-H
MRI1
HSPA1A
HSPA1B
HSPAIL
HSPA2
HSPA4
HSPAS
HSPAG6
HSPAS

major histo HLA-6.2|Q
major histo CDA12|HL
major histo MHC-G
major histo HLAHP
major histo HLALS
heat shock HEL-S-103
heat shock ‘HSP70-1/H
heat shock ‘HSP70-1L|
heat shock ‘HSP70-2|H
heat shock - APG-2|HEI
heat shock ‘BIP|GRP7¢&
heat shock -HSP70B'
heat shock HEL-33|/HE

HSP90AA Theat shock EL52|HEL-
HSP90AB 1heat shock D6S182|HS

ICAMI1
IFNA1
IFNA2
IFNA4

intercellula BB2|CD54|
interferon alFL[IFN|IF]
interferon alFN-alpha-.
interferon alFN-alpha4

Synonyms Chromoson Category
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ATG3 Autophagy related 3 HGNC:209Potential positiveRNAI screening, gene Mice
ATG4D  Autophagy related 4D cysteine peptid HGNC:207 Potential positive RNAIi screening Mice
ATGS Autophagy related 5 HGNC:589Potential positive RNAi screening Mice
BECN1  Beclin 1 HGNC:103 Potential positive RNAi screening Mice
MAPI1LC3.Microtubule associated protein 1 light HGNC:683 Potential positive RNAi screening Mice
GABARAFGABA type A receptor associated proHGNC:132 Potential positive RNAi screening Mice
GABARAFGABA type A receptor associated proHGNC:406 Potential positive RNAi screening Mice
ATG16L1 Autophagy related 16 like 1 HGNC:214Potential positive RNAI screening Mice
WIPI1 WD repeat domain, phosphoinositide HGNC:254 Potential positive RNA1 screening Mice
WIPI2 WD repeat domain, phosphoinositide HGNC:322 Potential positive RNAi screening Mice
SNX4 Sorting nexin 4 HGNC:111Potential positive RNAi screening Mice
ATG13  Autophagy related 13 HGNC:290Knockout of AT(Gene knockout Mice
ULK2 Unc-51 like autophagy activating kineHGNC:134 Knockout of ULI Gene knockout Mice
NCOA4  Nuclear receptor coactivator 4

ACSL4  Acyl-CoA synthetase long chain fami HGNC:357 Knockdown inhilshRNA, gene transfect Human

TP53 Tumor protein p53
SATI
ALOXI15 Arachidonate 15-lipoxygenase HGNC:433SATI1- and ROS-Cell death count, qRT- Human
ACSL4  Acyl-CoA synthetase long chain fami HGNC:357 Inhibition of AC{Cell death count, LC-N Mice
LPCAT3 Lysophosphatidylcholine acyltransfer HGNC:302 Knockdown of L shRNA Mice
ALOX15 Arachidonate 15-lipoxygenase HGNC:433 Liproxstatin-1 inlIdentification of oxyge Mice

ACSL4  Acyl-CoA synthetase long chain fami HGNC:357 An essential prof Cell viability, immuno Human, mi Mouse emt ACSL4 :+: Long-chain 060488
KEAP1  Kelch like ECH associated protein 1 HGNC:231Keap 1 silencing Cell viability assay, we Mice Head and nKEAP1 :-: Kelch-like Q14145
EGFR Epidermal growth factor receptor =~ HGNC:323 Cell death in acti Fluorescence-activated Human ~ Human maiEGFR :+: NEpidermal { P00533
NOX4 NADPH oxidase 4 HGNC:789Inhibition of NAIFluorescence-activated Human ~ Human maiNOX4 :+: INADPH ox QINPHS5
MAPK3  Mitogen-activated protein kinase 3 ~HGNC:687 Inhibiting EGFR Immunoblots, lucifer y Human =~ Human maiMAPK :-: (Mitogen-ac P27361
MAPKI1 Mitogen-activated protein kinase | ~ HGNC:687 Inhibiting EGFR Immunoblots, lucifer y Human = Human maiMAPK :-: (Mitogen-ac P28482
BID BH3 interacting domain death agonistHGNC:105BID deletion pre'Cell viability, western Mice HT-22 cellsBID :+: FetBH3-intera P55957
ACSL4  Acyl-CoA synthetase long chain fami HGNC:357Knockout of Acs CRISPR/Cas9, westerr Human, mi NIH3T3, HACSL4 :+: Long-chain 060488
ZEBI Zinc finger E-box binding homeobox HGNC:116Knockout of ZEEsgRNA, cell viability Human KP4 pancreZEBI :+: L Zinc finger P37275
KEAP1  Kelch like ECH associated protein 1 HGNC:231Keap1 inhibition Cell viability analysis Human, ratF98, U87 g KEAP1 :+: Kelch-like Q14145
DPP4 Dipeptidyl peptidase 4 HGNC:300Required for ferrCell death, RNAi, westHuman, mi TP53-/- HCDPP4 :+: L Dipeptidyl P27487

ALOX15 Arachidonate 15-lipoxygenase HGNC:433 Suppression of fesiRNA, transfection, w Human
ALOX12 Arachidonate 12-lipoxygenase, 12S tyHGNC:429 12-LOX inhibitosiRNA, transfection, w Human

Mouse emt ATG3 :+: LUbiquitin-li QINT62
Mouse emt ATG4D :+:Cysteine pr Q86TLO
Mouse emt ATGS :+: [ Autophagy Q9H1YO

Mouse emt BECNI :+: Beclin-1 Q14457

Mouse emt MAP1LC3.Microtubul Q9H492

Mouse emt GABARAFGamma-anr P60520

Mouse emt GABARAFGamma-amr Q9HORS
Mouse emtATG16L1 : Autophagy- Q676US5
Mouse emt WIPI1 :+: IWD repeat QSMNZ9
Mouse emt WIPI2 :+: IWD repeat Q9Y4P8

Mouse emt SNX4 :+: LSorting nex 095219
Mouse emt ATG13 :+: Autophagy- 075143

Mouse emt ULK?2 :+: [ Serine/threc Q8IYT8
HGNC:767Elimination of NNRNAi knockdown, wesHuman, mi Mouse emt NCOA4 :+:Nuclear rec Q13772

LNCaP (huACSL4 :+: Long-chain 060488

HGNC:119p53 acetylation hMass spectrometry scriHuman, mi H1299 cellsTP53 :-: SL Cellular tur P04637
Spermidine/spermine N1-acetyltransfiHGNC:105p53-mediated actqRT-PCR, siRNA, CR Human, miH1299, U2(SAT1 :+: ADiamine ac P21673

H1299, U2(ALOX15 :- Arachidona P16050
Mouse emt ACSL4 :+: Long-chain 060488

Mouse lungLPCAT3 :+Lysophospl Q6P1A2

Kidney of (ALOX15 :- Arachidona P16050

HT1080, P:ALOX15 :- Arachidona P16050
HT1080, P:ALOX12 :- Arachidona P18054

CDKN2A Cyclin dependent kinase inhibitor 2A HGNC:178 Combination of ARNA1, immunoblot, pt Human, miH1299, SacCDKN2A : Cyclin-dep«P42771

PEBPI Phosphatidylethanolamine binding prctHGNC:863 Elevated levels o Western blot, siRNA, (Human, miHK2, HAE (PEBP1/15 Phosphatid: P30086
SOCS1 Suppressor of cytokine signaling 1 ~ HGNC:193 Expression of SCCell death assay, cell vHuman  U20S or INSOCS1 :+: Suppressor 015524
CDOl1 Cysteine dioxygenase type 1 HGNC:179CDOL1 suppressicsiRNA, western blot, NHuman  Gastric can CDO1 :-: GCysteine di Q16878
MYB MYB proto-oncogene, transcription f:tHGNC:754 Erastin-induced f Western blot, siRNA, (Human  Gastric can MYB :+: C Transcriptic P10242
HMOX1 Heme oxygenase 1 HGNC:501 Inhibiting HO-1 (Cell viability assay, gqR Human =~ MDA-MB-HMOXI1 :+Heme oxyg P09601
MAPKS8  Mitogen-activated protein kinase 8 HGNC:688JNK1/2 inhibitor MitoSOX probe, lumir Rat PC12 cells MAPKS :+ Mitogen-ac P45983
MAPK9  Mitogen-activated protein kinase 9 HGNC:688 JNK1/2 inhibitor MitoSOX probe, lumir Rat PC12 cells MAPKO :+ Mitogen-ac P45984
MAPKI1 Mitogen-activated protein kinase 1 ~HGNC:687 ERK1/2 inhibitotMitoSOX probe, lumir Rat PC12 cells MAPK1 :+ Mitogen-ac P28482
MAPK3  Mitogen-activated protein kinase 3 ~HGNC:687 ERK1/2 inhibitotMitoSOX probe, lumir Rat PC12 cells MAPK3 :+ Mitogen-ac P27361
SLC1AS Solute carrier family 1 member 5 HGNC:1090verexpression cCell viability assay, lipHuman =~ Melanoma SLC1AS :+Neutral am: Q15758
CHAC1 ChaC glutathione specific gamma-gluHGNC:286 CHAC]1 degradatWestern blot, real-time Human =~ MDA-MB-CHACI :-: Glutathionc Q9BUX1

MAPK14 Mitogen-activated protein kinase 14 HGNC:687 Ferroptosis was tCell viability assay, lip Mice
LINCO0047-Long intergenic non-protein coding RHGNC:213 Increases erastin- Bisulfite sequencing, R Human

NOX4 NADPH oxidase 4 HGNC:789 Activated Nox4 Western blot, LDH reli Human, ratRat C6, hurNOX4 :+: INADPH ox QINPHS5
GOT1 Glutamic-oxaloacetic transaminase 1 HGNC:443 Overexpression cImmunoblotting, lucife Human
BECN1  Beclin 1 HGNC:103 Knockdown inhilshRNA, western blot, (Human, miHCT116, CBECNI1 :-: Beclin-1

PRKAA2 Protein kinase AMP-activated catalytiHGNC:937 Inhibition of PREksiRNA, western blot, c Human
PRKAA1 Protein kinase AMP-activated catalytiHGNC:937 Inhibition of PREksiRNA, western blot, c Human
ELAVL1 ELAYV like RNA binding protein 1

BAPI1 BRCAT1 associated protein 1 HGNC:950 Suppresses SLC7Flow cytometry, cell v-Human
TP53 Tumor protein p53 HGNC:119Facilitates ART-iWestern blot, immunoi Rat
ABCC1  ATP binding cassette subfamily C me HGNC:51 Accelerates ferro Western blot, GSH ass Human
ACSL4

MIR6852 microRNA 6852
ACVRIB Activin A receptor type 1B

HGNC:499 Promotes ferroptiqRT-PCR, gene knock Human
HGNC:172Inhibition attenu: Western blot, siRNA, ¢ Human

TM4 SertolMAPK 14 :-Mitogen-ac Q16539

Lung cance LINC0047-Putative un Q9HEW?2

A375 and C(GOT]1 :+: aAspartate a P17174
Q14457
HCT116 anPRKAA?2 :-5'-AMP-act P54646
HCT116 anPRKAA1 :-5'-AMP-act Q13131

HGNC:331ELAVL1 siRNA Immunohistochemistry Human, mi Human liveELAVL1 :-ELAV-like Q15717

HEK-293T BAP1 :-: SIUbiquitin ¢ Q92560
Hepatic ste TP53 :+: FeCellular tur P04637
HAP1, HI2ABCCI :-: Multidrug r P33527

Acyl-CoA synthetase long chain fami HGNC:357 Inhibition suppresiRNA, western blot, nHuman, miMale C57BACSL4 :+: Long-chain 060488

A549 and SMIR6852 ;- NA NA
HK-2 cells ACVRIB :-Activin reci: P36896

ATG3_HU
ATG4D H
ATG5_HU
BECNI_HI
MLP3A_H
GBRL2_HI
GBRL1 HI
Al6L1_HU
WIPI1 _HU
WIPI2_HU
SNX4 HU]
ATGI3 HI
ULK2 HU
NCOA4 H
ACSL4 HI
P53 HUM.
SATI _HU!
LOX15_Ht
ACSL4_HI
MBOA5 H
LOX15_HU
ACSL4_HI
KEAPI_HI
EGFR_HU
NOX4 HU
MKO03_HU
MKO01_HU
BID_HUM
ACSL4 HI
ZEB1 HUI!
KEAPI_HI
DPP4_HU!
LOX15 HT
LOX12_Ht
CDN2A_H
PEBP1_HU
SOCS1_HU
CDO1_HU
MYB_HUD
HMOX1_E
MKO08 HU
MK09 HU
MKO01_HU
MKO03_HU
AAAT HU
CHACI H
MK 14 HU
CF155_HU
NOX4 HU
AATC_HU
BECNI_HI
AAPK2 HI
AAPKI H
ELAVI HI
BAP1_HUI
P53 HUM.
MRP1_HU
ACSL4 Ht

ACVIB_H

27514700
27514700
27514700
27514700
27514700
27514700
27514700
27514700
27514700
27514700
27514700
27514700
27514700
27514700
27565726
27705786
27698118
27698118
27842066
27842066
27842066
27842070
28012440
28297659
28297659
28297659
28297659
28384611
28551825
28678785
28805788
28813679
28837253
28837253
28985506
29053969
29081404
29144989
29144989
29274359
29330409
29330409
29330409
29330409
29348676
29383104
29436589
29588351
29702192
30035324
30057310
30057310
30057310
30081711
30202049
30321484
30726737
30737476
30787392
30804470

IFNAS
IFNAG6
IFNA7
IFNAS
IFNA10
IFNA13
IFNA14
IFNA16
IFNA17
IFNA21
IFNG
KIR2DL1
KIR2DL2
KIR2DL3
KIR2DL4
KIR2DSI1
KIR2DS3
KIR2DS4
KIR2DS5
KIR3DL1
KIR3DL2
KLRC1
KLRC2
KLRC3
KLRDI
LTA
CIITA
MICA
MICB
NFYA
NFYB
NFYC
LGMN
PSMB8
PSMC1
PSMC2
PSMC3
PSMC4
PSMC5
PSMC6
PSMD1
PSMD2
PSMD3
PSMD4
PSMDS5
PSMD7
PSMDS8
PSMD10
PSMD11
PSMD13
PSMEI
PSME1
PSME2
PSME2
RELB
RFX5
RFXAP
SLC10A2
TAPI
TAP2

interferon alFN-alpha-:
interferon alFN-alphak
interferon alFN-alphal
interferon alFN-alphaF
interferon alFN-alphaC
interferon a -

interferon alFN-alphak
interferon alFN-alpha-
interferon alFN-alphal|
interferon alFN-alphal|
interferon g [FG|IFI
killer cell itCD158A|K
killer cell itCD158B1|(
killer cell itCD158B2|(
killer cell itCD158D|G
killer cell itCD158H|C
killer cell it NKAT7
killer cell itCD158I|KL
killer cell itCD158G|N
killer cell itCD158E1]|k
killer cell i13DL2|CD1:
killer cell tkCD159A|N
killer cell eCD159¢|NF
killer cell tNKG2-E|N
killer cell le CD94
lymphotoxi LT|TNFBJ1
class I majC2TA|CIIT
MHC class MIC-A|PE}
MHC class PERB11.2
nuclear trar CBF-A|CB
nuclear trar CBF-A|CB
nuclear trar CBF-C|CB]
legumain AEP|LGM!
proteasome ALDD|D6S
proteasome P26S4|S4/p
proteasome MSS1|Nbla
proteasome TBP1
proteasome MIP224|RP
proteasome S§|SUG-1|<
proteasome SUG2|p42
proteasomeP112[Rpn2|
proteasome P97|RPN1|{
proteasome PS8|RPN3|
proteasome AF|AF-1|A
proteasome S5B
proteasome MOV 34|P4
proteasome HEL-S-91n

proteasomedJ889IN15.2 X

proteasome Rpn6|S9|p4
proteasome HSPCO027|k
proteasome HEL-S-129
proteasome HEL-S-129
proteasome PA28B|PA!
proteasome PA28B|PA!
RELB protd-REL|IMD
regulatory 1-

regulatory {-

solute carri ASBT|IBA’
transporter ABC17|AB
transporter ABC18/AB
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TGFBR1 Transforming growth factor beta recefHGNC:117 Inhibition attenu: Western blot, siRNA, ¢ Human
BAP1 BRCALI associated protein 1 HGNC:950Promotes ferropt Immunoprecipitation, vHuman
EPASI Endothelial PAS domain protein 1 ~ HGNC:337 A driver of ferrofCRISPR, sgRNA, shRI Mice
HILPDA Hypoxia inducible lipid droplet associHGNC:288 Promotes ferropttRNA-Seq, western blo Mice
HIFIA  Hypoxia inducible factor 1 subunit alfHGNC:491 Re-sensitized HIIcDNA screenin, cell vi Mice

ALOX12 Arachidonate 12-lipoxygenase, 12S tyHGNC:429 An essential facttRNAi, qRT-PCR, westHuman,

ACSL4  Acyl-CoA synthetase long chain fami HGNC:357Required for ferr Western blot, cell deatl Human
HMOX1 Heme oxygenase 1 HGNC:501 Enhances the fer1iGene transfection, wes Human
IFNG Interferon gamma HGNC:543 Interferon gamm:BODIPY-C11, liperflu Human,
ANOG6 Anoctamin 6

LPIN1 Lipin 1 HGNC:133 Overexpression cEnzyme-linked immur Mice
HMGB1 High mobility group box 1 HGNC:498Required for erasGene transfection, RN.Human,

TNFAIP3 TNF alpha induced protein 3 HGNC:118Overexpression i Lentivirus transductior Human

TLR4 Toll like receptor 4 HGNC:118 Knockdown inhitimmunohistochemistry Rat
NOX4 NADPH oxidase 4 HGNC:789Knockdown inhillmmunohistochemistry Rat
ATF3 Activating transcription factor 3 HGNC:785Promotes ferroptiCell viability assay, tra Human

ATM ATM serine/threonine kinase HGNC:795Essential for ferrisiRNA, western blot, n Human

YY1AP1 YY1 associated protein 1 HGNC:309Makes cells moreCell death, cell viabilit Human,

EGLN2  Egl-9 family hypoxia inducible factor HGNC:146 Inhibiting EGLN Cytotoxicity assays, wiHuman,

MIOX Myo-inositol oxygenase HGNC:145Overexpression eMTT assay, measurem Human, mi HK-2 cells, MIOX :-: CInositol oxyQ9UGB7
TAZ Tafazzin HGNC:115TAZ removal coiCell viability, cell deat Human, mit RCC4, 78¢TAZ :+: ENTafazzin

MTDH  Metadherin HGNC:296 Can enhance sen:Cell viability, qRT-PC Human,

IDH1 Isocitrate dehydrogenase (NADP(+)) HGNC:538 Deletion of the mr Cell transfection, cell v Human

HK-2 cells TGFBR1 :-TGF-beta 1 P36897
HEK293T (BAP1 :-: SIUbiquitin ¢ Q92560
786-0 cellsEPAS1 :+: Endothelial Q99814
786-0 cellsHILPDA :4+Hypoxia-in Q9Y5L2
786-0 cellsHIF1A :+: Hypoxia-in Q16665
miH1299 cell: ALOX12 :- Arachidona P18054
U20S ACSL4 :+: Long-chain 060488
H1299 celltHMOX1 :+Heme oxyg P09601
miHT-1080, AIFNG :-: SlInterferon g P01579

HGNC:252Essential for ferrdmmunocytochemistry Human, miA549, Cal2 ANOG6 :+: FAnoctamin- Q4KMQ2

C57BL/6 n LPIN1 :+: IPhosphatid: Q14693
miHL-60 cell, HMGBI1 :+High mobil P09429
HUVEC ce TNFAIP3 : Tumor nect P21580
Sprague DaTLR4 :+: F Toll-like re 000206
Sprague DaNOX4 :+: INADPH ox QINPHS5
HT1080 ce ATF3 :-: SICyclic AM P18847
MDA-MB-ATM :-: M'Serine-prot Q13315
miMouse emt YAP :+: A(YY1-associ QIHE69
miCalu-1, THEGLN?2 :-: Egl nine ho Q96KS0

Q16635
miCell lines AMTDH :-: (Protein LY. Q86UE4
HEK293T, IDH]1 :-: Gllsocitrate d Q75874

SIRT1 Sirtuin 1 HGNC:149Knockout partiallLipid peroxidation, iro Mice Mice in C5 SIRT1 :+: INAD-depe1 Q96EB6
TAZ Tafazzin HGNC:115TAZ removal coisiRNA, qRT-PCR, wesHuman  TOV-21G, TAZ :+: Al Tafazzin Q16635
BECN1  Beclin 1 HGNC:103 Overexpression aCell viability, RNAi, RHuman = SH-SYS5Y «(Beclinl1/SI Beclin-1 Q14457
FBXW7 F-box and WD repeat domain contain HGNC:167 FBXW7 plasmid Cell viability, lipid per Human, mi Hepatic ste FBXW?7 :+ F-box/WD Q969H0
PANX1  Pannexin 1 HGNC:859 Deletion protects Cell viability, cell deat Human, miHK-2 cells, PANX1 :-: Pannexin-1 Q96RD7

DNAJB6 Dnal heat shock protein family (Hsp4HGNC:148 Promotes ferroptt Western blot, immunolHuman,

mi Cell lines TDNAJB6 :- DnalJ homo 075190

BACH1 BTB domain and CNC homolog 1  HGNC:935Promotes ferropt: Western blotting, qPCl Mice C57BL/6J 1IBACHI1 :+:TranscripticO14867
ACSL4  Acyl-CoA synthetase long chain fami HGNC:357 Overexpression i Western blotting, immi Human ~ HEB, T98CACSL4 :-: (Long-chain 060488
LONP1  Lon peptidase 1, mitochondrial HGNC:947 Inhibition of LOICell viability, western Human  PANCI1, B>LONP1 :-: Lon proteas P36776
CD82 CD82 molecule HGNC:621 This study identitwestern blotting, cck-8 Human  PC cell line KAI1 :+: Ferroptosis

IL1B interleukin 1 beta HGNC:599 We observed that NA Human, michondrocytIL1B :+: Rt _NA NA
CTSB cathepsin B HGNC:252 Cathepsin B is ar NA NA_ NA_ CTSB :+:F _NA _NA_
POR cytochrome p450 oxidoreductase HGNC:920The oxidoreducte CRISPR-Cas9, immun Human, miHeLa, HT- POR :+: hy NA NA_
CYB5R1 cytochrome b5 reductase 1 HGNC:133 The oxidoreducteshRNA, gene expressicHuman  HeLa cells CYB5R1 :4 NA NA
ELOVLS5 ELOVL fatty acid elongase 5 HGNC:213Biochemical and Cysteine/Methionine L Human ~ YCC-16 ce ELOVLS :- NA NA
FADS1  fatty acid desaturase 1 HGNC:357Biochemical and Cysteine/Methionine L Human  YCC-16 ce FADSI1 :+: NA NA_

ALOX12 arachidonate 12-lipoxygenase, 12S tyjHGNC:429 Hydrogen sulfideCell viability assay, M Mice

myoblasts :ALOX12 - NA _NA

FBW7 F-box and WD repeat domain contain HGNC:167 Results revealed Cell viability and cell c(Human  cell lines P.FBW7 :-: (1_NA _NA_
PTEN phosphatase and tensin homolog HGNC:958 Notably, we foun Cell death Human  BT474, MIPTEN :-: P. NA NA
NRID1  nuclear receptor subfamily 1 group D HGNC:796 Targeted inhibitic NA Mice NA (NRID1/Rt_NA NA
NR1D2  nuclear receptor subfamily 1 group D HGNC:796 Targeted inhibitic NA Mice NA (NRID2/R(_NA NA_
TBK1 TANK binding kinase 1 HGNC:115hTBK1-¢.978T>, NA Mice NA TBK1-c.97 NA NA
IL6 interleukin 6 HGNC:6011L-6 exposure cai NA Human, mir NA IL-6 :-: miF NA NA
USP7 ubiquitin specific peptidase 7 HGNC:126 USP7 promotes f NA Rat NA USP7 :+:p:_NA NA_
miR-182-5; NA NA_ In conclusion, we NA Human, rat NA miR-182-51 NA _NA_
miR-378a-> NA _NA In conclusion, we NA Human, rat NA miR-378a-> NA NA_
CTSB cathepsin B HGNC:252Mechanistically, NA Human, mir NA CTSB:+:L NA NA
ACSL4  acyl-CoA synthetase long chain famil HGNC:357 Inhibition of AC! NA Human, mi. NA ACSL4 -2« NA _NA_
ATF4 activating transcription factor 4 HGNC:786 We identify ATF _NA Human, mir NA ATF4 -+ F NA NA_
BECNI  Beclin 1 HGNC:103Beclinl haploinsi NA Mice NA BECNI1 +: NA NA
AQP3 aquaporin 3 (Gill blood group) HGNC:636Further, we obser NA _NA_ NA_ (AQP3/NO NA _ _NA_
AQP5 aquaporin 5 HGNC:638Further, we obser NA NA NA (AQP5/NO _NA NA
AQPS aquaporin 8 HGNC:642Further, we obser NA NA_ NA_ (AQPS/NO NA _ _NA_
LINCO0061¢long intergenic non-protein coding RPHGNC:201 LINC00618 also NA Human, mir NA LINC0061¢ NA NA
IREB2 iron responsive element binding prote HGNC:611 Further studiesh NA Human  NA_ IRP2 :+: Fe NA NA
MTIDP  metallothionein 1D, pseudogene HGNC:739We found that ec  NA Human  NA MTIDP :+: NA NA
ACSL4  acyl-CoA synthetase long chain famil HGNC:357 NA NA Human  NA_ ACSL4 :+: NA NA_

TGFR1_HT
BAP1_HUI
EPASI_HU
HLPDA H
HIF1A_HU
LOX12_HT
ACSL4 HU
HMOX1_E
IFNG_HU}
ANO6_HU
LPINI_HU
HMGBI1 H
TNAP3_HI
TLR4 HU!
NOX4 HU
ATF3 HU!
ATM_HUM
YYAP1_HI
EGLN2_HI
MIOX_HU
TAZ_HUM.
LYRIC_HU
IDHC_HUI
SIR1_HUM
TAZ _HUM.
BECNI_HI
FBXW7 H
PANX1 HI
DNJB6_HU
BACHI H
ACSL4_HI
LONM_HU

30804470
30907299
30962421
30962421
30962421
30962574
30962574
31036877
31043744
31060306
31061954
31105999
31160087
31196626
31196626
31273299
31320750
31341276
31355331
31437128
31484063
31527591
31591388
31610175
31641008
31650158
31679460
31694915
31701262
31740582
31789401
31822343
33655331
33376672
33340545
33321093
33321093
33288688
33288688
33290842
33271455
33229547
33068011
33068011
33312375
33166496
33157209
33116120
33116120
33268027
33070393
33055209
33058849
33017631
33017631
33017631
33002417
32947011
32929075
32939090

TAPBP
THBSI1
SEM1
KLRC4
AP3B1
RFXANK
PSMD6
PSME3
PSMD14
CLEC4M
IFI30
PROCR
ADRMI1
ECPAS

TAP bindinNGS17|TA
thrombospc THBS|THE
SEM1 26S C7orf76/DS
killer cell eNKG2-F|N.
adaptor relet ADTB3|AL
regulatory {ANKRA1|E
proteasomeRpn7|S10|S
proteasome HEL-S-283
proteasome PAD1|POH
C-type lectiCD209L|CI
IF130 lysos GILT|IFI-3
protein C rcCCCA|CCI
adhesion re ARM-1|AR
Ecm29 prolECM29|KL

TRPC4AP transient reiC200rf188|

CD209
UBXNI1
ERAPI1
TAPBPL

CD209 molCDSIGN|C
UBX doma2B2§|SAK!
endoplasmi A-LAP|AL.
TAP bindinTAPBP-R|"

KIR2DL5Akiller cell itCD158F|KI

ERAP2
ULBP3
ULBP2
ULBPI1
KIR3DL3
RAETIE
RAETIL
UBRI1
RAETIG
PDIA2
HAMP
P13
CAMP
DEFB4A
PPBP
REG3G
CXCL14
CXCL16
SLPI
CXCLS8
CXCL10
CXCL9
CXCL5
CXCL11
CXCL6
CXCL1
CXCL12
CXCL13
CXCL2
PF4
XCL1
CXCL3

endoplasmiL-RAP|LR,
UL16 bindiN2DL-3|N}
UL16 bindiALCAN-al
UL16 bindiN2DL-1|N}
killer cell itCD158Z|K]
retinoic aciLETALIN2
retinoic acit ULBP6
ubiquitin pt JBS
retinoic acictULBPS5
protein dist PDA2|PD]|
hepcidin anHEPC|HFE
peptidase ir ESI|SKALI
cathelicidinCAP-18|CA
defensin be BD-2|DEF1
pro-platelet B-TG1|Bet:
regeneratin LPPM429|1
C-X-C mot BMAC|BR.
C-X-C mot CXCLG16|
secretory leALK1|ALP
C-X-C mot GCP-1|GCI
C-X-C mot C7|IFI10|IN
C-X-C mot CMK|Hum
C-X-C mot ENA-78|SC
C-X-C mot H174|I-TA«
C-X-C mot CKA-3|GC
C-X-C mot FSP|GROT1|
C-X-C mot IRH|PBSF|;
C-X-C mot ANGIE|AN
C-X-C mot CINC-2a|G
platelet factCXCL4|PF-
X-C motif (ATAC|LPT
C-X-C mot CINC-2b|G

DEFB103Bdefensin be BD-3|DEFI

CCL13
CCL1
DEFB1
CCLS8
ELANE

C-C motif «CKb10|MC
C-C motif I-309/P500]
defensin be BD1|DEFB
C-C motif (HC14|MCP
elastase, ne ELA2|GE|F

DEFB103Adefensin be BD-3|DEF

DEFA3

defensin alfDEF3|HNP
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PEX10  peroxisomal biogenesis factor 10 HGNC:885Genome-wide CI_NA
KEAP1  kelch like ECH associated protein 1 HGNC:231 NA NA
AGPAT3 [l-acylglycerol-3-phosphate O-acyltraiHGNC:326 NA NA_
PEX12  peroxisomal biogenesis factor 12 HGNC:885Genome-wide CI_NA
CHP1 calcineurin like EF-hand protein I  HGNC:174 NA _NA_
GPAT4  glycerol-3-phosphate acyltransferase <HGNC:208 NA _NA_
BRPF1  bromodomain and PHD finger contair HGNC:142 NA _NA
OSBPL9 oxysterol binding protein like 9 HGNC:163 NA NA_
INTS2 integrator complex subunit 2 HGNC:292 NA NA
MMD monocyte to macrophage differentiati HGNC:715 NA NA_
CYP4F8 cytochrome P450 family 4 subfamily HGNC:264 NA NA_
MLLT1  MLLTI super elongation complex sutHGNC:713 NA NA
TTPA alpha tocopherol transfer protein HGNC:124 NA _NA
GRIA3  glutamate ionotropic receptor AMPA HGNC:457 NA NA_
EPT1 NA_ NA_ NA_ NA_
POMI121L1POM121 transmembrane nucleoporin HGNC:253 NA NA_
LIG3 DNA ligase 3 HGNC:660 NA NA
AEBP2  AE binding protein 2 HGNC:240 NA _NA_
AGPS alkylglycerone phosphate synthase = HGNC:327 Genome-wide CI_ NA
CDCA3  cell division cycle associated 3 HGNC:146 NA NA_
PEX2 peroxisomal biogenesis factor 2 HGNC:971 Genome-wide CI_NA
LPCAT3 lysophosphatidylcholine acyltransferaHGNC:302 NA NA
PEX6 peroxisomal biogenesis factor 6 HGNC:885 NA _NA_
TIMMY translocase of inner mitochondrial me HGNC:118 NA NA_
DCAF7 DDBI1 and CUL4 associated factor 7 HGNC:309 NA NA
LCE2C late cornified envelope 2C HGNC:294 NA NA
FARI fatty acyl-CoA reductase 1 HGNC:262Genome-wide CI_NA
PHF21A PHD finger protein 21A HGNC:241 NA NA
SMAD7 SMAD family member 7 HGNC:677 NA_ NA_
LYRMI1 LYR motif containing 1 HGNC:250 NA NA
AMN amnion associated transmembrane prcHGNC:146 NA NA_
PEX3 peroxisomal biogenesis factor 3 HGNC:885Genome-wide CE NA
MTCH1  mitochondrial carrier 1 HGNC:175 NA NA
ZEBI zinc finger E-box binding homeobox HGNC:116 CDHI1 silencing « NA
SIRT1 sirtuin 1 HGNC:149Histone deacetyl: NA
ACADSB acyl-CoA dehydrogenase short/branct HGNC:91 Overexpression ¢ NA
PVTI Pvtl oncogene HGNC:970PVTI silencing ¢ NA

hsa circ 0( NA
SLC39A14 solute carrier family 39 member 14 HGNC:208 Loss of hepatic S NA

NCOA4

nuclear receptor coactivator 4

NA These evidences NA

HGNC:767 Additionally, NC_NA

MAP3K11 mitogen-activated protein kinase kina HGNC:685 Inhibition of ML NA

GSK3B
MAPKS
BRD7
TP53

glycogen synthase kinase 3 beta
mitogen-activated protein kinase 8
bromodomain containing 7

tumor protein p53

HGNC:461 Silence of GSK-2_NA
HGNC:688 Knockdown of T _NA
HGNC:143 Upregulated BRI NA
HGNC:119 Additionally, p52 NA

SLC25A28 solute carrier family 25 member 28 HGNC:234 As expected, shR_ NA
acyl-CoA synthetase long chain famil HGNC:357 Inhibition of ACY NA

ACSL4
MFN2
ACSL4
SLCI1A2
ZFAS1
SLC38A1
TSC1
PEBP1
TGFB1
SNCA
SIRT3
PRKAA2
TFRC
CGAS

mitofusin 2

HGNC:168 Thus, Mfn2 appe NA

acyl-CoA synthetase long chain familHGNC:357Knockdown of A NA

solute carrier family 11 member 2
ZNFX1 antisense RNA 1

solute carrier family 38 member 1
TSC complex subunit 1

HGNC:1090verexpression ¢ NA
HGNC:331IncRNA ZFAS1 | NA _
HGNC:134Mechanistically, NA

HGNC:123 Haploinsufficient NA

phosphatidylethanolamine binding prctHGNC:863 We found that PE NA

transforming growth factor beta 1
synuclein alpha
sirtuin 3

HGNC:117 Therefore, PLC/F NA
HGNC:111 Alpha synuclein: NA
HGNC:149SIRT3 deficiency NA

protein kinase AMP-activated catalytiHGNC:937 Suppression of A NA

transferrin receptor
cyclic GMP-AMP synthase

HGNC:117Knockdown of T NA
HGNC:213The CGAS-STIN NA

Human, mi.NA

Human  NA
Human  NA_
Human  NA_
Human  NA_

Human  NA_
Human  NA_

Human  NA
Human  NA_
Human  NA_
Human  NA_
Human  NA_
Human  NA
Human  NA_
Human  NA
Human  NA_
Human, mic NA
Human  NA_
Human  NA_
Human  NA_
Human  NA
Human  NA_
Human  NA_
Human  NA_
Human  NA_
Human  NA
Human  NA_
Human  NA
Human  NA_
Human  NA_
Human  NA_
Human  NA

Human  NA_
Human, mir NA
Human, mii NA
Human  NA
Human, mir NA
Human  NA_

Mice NA
Human  NA_
Mice NA_
Human  NA

Human  NA_
Human, mir NA
Human, mii NA
Human, mi. NA

Rat NA
Rat NA_
Human  NA
Human NA

Human, rat NA
Human, rat NA
Human, mir NA
Human  NA_

Human  NA
Human  NA_
Human, por NA
Human, por NA
Human  NA_
Human  NA

PEX10 +: NA_ _NA_
KEAP1 :+: NA NA_
AGPAT3 :- NA NA
PEXI12 :+: NA NA_
CHP1 :+: F _NA_ NA_
AGPAT6 :- NA _NA_
BRPF1 :+: NA _NA_
OSBPL9 :+ NA NA
INTS2 :+:1 NA _NA_
MMD :+: F NA NA_
CYP4F8 -+ NA NA
MLLTI +: NA NA_
TTPA :+: F _NA NA
GRIA3 :+: NA_ NA_
EPTI1 :+: Fi_ NA _NA
POMI21L1 NA NA
LIG3 :+: F¢_NA NA_
AEBP2 :+: NA NA_
AGPS i+ F NA NA_
CDCA3 :+: NA NA_
PEX2 :+:P NA NA_
LPCAT3 :+ NA _NA_
PEX6 :+: F NA NA
TIMMO +: NA NA
DCAF7 i+ NA NA_
LCE2C :+: NA NA_
FARI1 :+:P_NA _NA_
PHF21A :+ NA NA_
SMAD7 :+ NA _ NA
LYRMI :+ NA _NA_
AMN +:F _NA _NA
PEX3 :+:P NA NA
MTCHI :+ NA NA_
ZEB1 :+:F NA NA
SIRT1 :+:F NA _NA_
ACADSB: NA NA_
PVTI :(+:F NA NA
hsa circ_ 0(_NA _NA_
SLC39A14 NA NA

NCOA4 :-: Nuclear rec Q13772
MAP3K11 Mitogen-ac Q16584
GSK3B :+: Glycogen s P49841
MAPKS :+ Mitogen-ac P45983
BRD7 :+: IBromodom Q9NPI1
TP53 :+: LiCellular tur P04637
SLC25A28 Mitoferrin- Q96A46
ACSLA4 :+: Long-chain 060488
MFN2 :+: {Mitofusin-z 095140
ACSL4 :+: Long-chain 060488
SLC11A2 :Natural resi P49281
ZFAS1 +: NA _NA
SLC38A1 : Sodium-cot Q9H2H9
TSC1 :+: F Hamartin Q92574
PEBP1 :+: Phosphatid: P30086
TGFBI :-: :Transformi PO1137
SNCA :+: [ Alpha-synu P37840
SIRT3 :-: CNAD-depe1 QINTG7
PRKAA2 :-5'-AMP-act P54646
TFRC :+: FTransferrin P02786
CGAS :+: ICyclic GM Q8N8&84

NCOA4 H
M3K11 HI
GSK3B_HI
MKO08 HU
BRD7_HU
P53 HUM.
MFRN2_H
ACSL4 Ht
MFN2_HU
ACSL4_HU
NRAM2 H
NA_

S38A1 HU
TSC1_HU}
PEBP1_HU
TGFBI_HU
SYUA HU
SIR3_HUM
AAPK2 H
TFR1_HU}
CGAS_HU

32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32939090
32896720
32896720
32776663
32827544
32802409
32374849
32810738
32710001
32642794
32782585
32863216
32863216
32863216
32593899
32593899
32541921
32535745
32453709
32453709
32404875
32513718
32471991
32341450
32329068
32329068
32283255
32186434

DEFA1  defensin aljDEF1|DEF.
TMSB10 thymosin bMIG12|TB

DEFA6  defensin aljDEF6[HD-(
DEFAS  defensin aljDEF5|HD-!
DEFA4  defensin alfDEF4/HNP

LCN2 lipocalin 2 24p3|MSFI
LCNI1 lipocalin 1 PMFA|TLC
COLECI10 collectin su3MC3|CL-:

BPI bactericidal BPIFD1|rB
S100A9  S100 calciu60BSAG|C.
S100A8  S100 calciu60B8AG|C.

DCD dermcidin AIDD|DCL
LCN6 lipocalin 6 LCNS5[UN(C
S100A12 S100 calciuCAAF1|CA
HTN3 histatin 3 HIS2|HTN:
LCN8 lipocalin 8 EP17|LCN!
DEFAI1B defensin alfHNP-1|HP-
CCR10  C-C motif ¢GPR2

CELA1  chymotryps ELA1

DEFB106Adefensin be BD-6|DEFI
PENK proenkephaPE|PENK-/

BPIFC BPI fold co BPIL2
MMP12  matrix met: HME|ME|N
BPIFB6  BPI fold coBPIL3|LPL
LEAP2  liver enrich LEAP-2
SFTPD  surfactant fCOLEC7|P

LCNO9 lipocalin 9 HEL129
BPIFB2  BPI fold coBPIL1|C20
PTGDS  prostaglandL-PGDSILI

TMSB4X  thymosin bFX[PTMB4 X

PGLYRP1 peptidoglycPGLYRP|P
ZC3HAV1 zinc finger ARTD13|F

TMSBI15A thymosin b TMSB15|T X

S100B S100 calciuNEF|S100j¢
S100A13 S100 calciu-

S100A6  S100 calciu2A9|5B10|(
DEFB119 defensin be DEFB-19|C
DEFB107Adefensin be BD-7|DEFI
DEFB105Adefensin be BD-5|DEFI
SERPIND1serpin fami D225673|H
DEFB129 defensin be C200rf87|C
DEFB127 defensin be C200r{73|C
S100P S100 calciu MIG9
S100A7  S100 calciuPSOR1|S1(
DEFB104Adefensin be BD-4|DEFI
DEFB126 defensin be C200r{8|DE
DEFB106Bdefensin be BD-6|DEFI
DEFB104Bdefensin be BD-4|DEF1
DEFB107Bdefensin be HsT21816
PGLYRP3 peptidoglycPGLYRPIa
PGLYRP2 peptidoglycHMFTO0141
S100A10 S100 calciu42C|ANX2
S100A2  S100 calciuCAN19|S1(
DEFB125 defensin be DEFB-25
DEFB123 defensin be DEFB-23|C
DEFB105Bdefensin be BD-5|DEFI
DEFB132 defensin be BD-32|DE}
BPIFB3  BPI fold coC200rf185]
LCN12  lipocalin 1Z-
PGLYRP4 peptidoglycPGLYRPIb
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STING1
HDDC3
MIR761
MDM2
MDM4
ALOX15
POR
MIR214
DLD
LONP1
ACSL4
BACHI1
DNAIJB6
WWTRI
SIRT1
ATM
PRKCA

stimulator of interferon response cGAHGNC:279The CGAS-STIN NA

HD domain containing 3
microRNA 761

MDM2 proto-oncogene

MDM4 regulator of p53
arachidonate 15-lipoxygenase
cytochrome p450 oxidoreductase
microRNA 214
dihydrolipoamide dehydrogenase
lon peptidase 1, mitochondrial

HGNC:305Ferroptosis-induc NA
HGNC:373 Additionally, circ NA
HGNC:697MDM?2 and MD! NA
HGNC:697MDM2 and MDD} NA
HGNC:433 Indeed, knocking NA
HGNC:920These data indica NA
HGNC:315MicroRNA-214- NA
HGNC:289DLD links to fert NA
HGNC:947Inhibition of LOI NA

acyl-CoA synthetase long chain famil HGNC:357 ACSL4 suppressc NA

BTB domain and CNC homolog 1

HGNC:935 These results sho NA

Dnal heat shock protein family (Hsp4 HGNC:148§ DNAJB6 Promot NA
WW domain containing transcription HGNC:240TAZ removal cot_NA

sirtuin 1
ATM serine/threonine kinase
protein kinase C alpha

HGNC:149Intestinal SIRT1 NA
HGNC:795 Taken together, v. NA
HGNC:939 Similarly, genetic NA

Human
Human
Human
Human
Human
Mice

Human
Human
Human
Human
Human
Mice

Human
Human
Mice

Human
Human

NA
_NA_
NA
_NA_
_NA_
NA
_NA_
NA
_NA_
_NA_
NA
_NA_
NA
_NA_
_NA_
NA
_NA_

STINGTI :+ Stimulator Q86 WV6
HDDC3 :-: Guanosine- Q8N4P3
MIR761 :-: NA NA
MDM2 :+: E3 ubiquiti Q00987
MDM4 :+: Protein Md 015151
ALOX15 :-Polyunsatui P16050
POR :+: LiNADPH--c P16435
miR-214 :+ NA NA
DLD :+: LiDihydrolip« P09622
LONP1 :-: 'Lon proteas P36776
ACSLA4 :-: (Long-chain 060488
BACHI1 :-: TranscripticO14867
DNAJB6a :DnaJ homo O75190
WWTRI :#WW domai Q9GZV5
SIRTT1 :+: INAD-depet Q96EB6
ATM :-: FFSerine-prot: Q13315
PRKCA :+:Protein kin: P17252

STING_HU
MESHI_H
NA_

MDM2_HU
MDM4_H{
LOX15_HU
NCPR_HU
NA_

DLDH_HU
LONM_HtU
ACSL4_Ht
BACHI H
DNJB6_HU
WWTRI1_F
SIR1_HUM
ATM_HUN
KPCA HU

32186434
32462112
32196629
32079652
32079652
32080625
32080622
31960438
31931284
31822343
31789401
31740582
31701262
31641008
31610175
31320750
31173656

S100A11 S100 calcivHEL-S-43|1

S100A5  S100 calciuS100D
S100A3  S100 calciuS100E
S100A1  S100 calciuS100|S100-

DEFB128 defensin be DEFB-28|LC
DEFB108Bdefensin be DEFB-8|hE
HTNI1 histatin 1 HISI
LMBRIL limb develc LIMR
S100A7A S100 calciuNICE-2|NIt
DEFB118 defensin be C200rf63|C
COLECI12 collectin suCLP1|NSR
TMSB4Y thymosin bt TB4Y
DEFB131Adefensin be DEFB-31|C
DEFB134 defensin be -
DEFB130Adefensin be DEFB-30|C
DEFB124 defensin be DEFB-24
DEFB121 defensin be DEFB21|E¥
DEFB116 defensin be DEFB-16

DEFB115 defensin be DEFB-15
DEFB114 defensin be DEFB-14|C
DEFB113 defensin be DEFB-13
DEFB112 defensin be DEFB-12
DEFB110 defensin be DEFB-10|C

TMSB15B thymosin b TMSB15A| X

DEFB133 defensin be -

S100Z S100 calciuGm625|S1(
MAVS  mitochondr CARDIF|IF
TMSB4XP TMSB4X ¢ TMSL3
S100A14 S100 calciuBCMP84|S
LCN10  lipocalin 1C-

S100A16 S100 calciuAAGI13|DT
DEFB136 defensin be DEFB137
DEFB135 defensin be DEFB136
DEFB117 defensin be DEFB-17
DEFB110 defensin be DEFB-10|C
ZC3HAVizinc finger C70rf39
S100A7L2 S100 calciuS100a7b
MBL3P  mannose-biCOLEC2|V
DEFB4B defensin be DEFB4P
BPIFB4 BPI fold coC200rf186|
IFNAR1 interferon aAVP|IFN-a
AZUI azurocidin AZAMP|A.
DEFB131Bdefensin be -
DEFA1A3 defensin aljDEFA1|DE
LCNI1PI1 lipocalin 1 ' LCNI1L1|b:
S100G
DEFA7P defensin alf DEFA7
DEFB130Bdefensin be -
DEFB108F defensin be DEFB108P
DEFB131Cdefensin be -

TCHHLI1 trichohyalirS100A17|T
TINAGLI1 tubulointersARG1|LCN
IFNGR1 interferon gCD119|IFN
SLC22A17solute carri24p3R/BOC
WFIKKN1 WAP, follisC160rf12|R
WFDC2 WAP four-EDDM4/H]I

IL6 interleukin BSF-2|BSF
UMODLI uromodulin -

TGFB1  transforminCED|DPDI
PF4V1 platelet factCXCL4L1|s

S100 calciuCABP|CAEX
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MMP9
ANOSI1
TLR4
IFNG
SPAGI11B
A2M
CTSL
NFKBI1

matrix met:CLG4B|GE

anosmin 1 ADMLX|H X

toll like rec ARMD10]|C
interferon g [FG|IFI

sperm assocEDDM2B]1
alpha-2-ma A2MD|CP/
cathepsin LCATL|CTS
nuclear faciCVID12|El

APOBEC3tapolipoprot A3G|ARCI

FABP6
NOD2
MBL2
SFTPA1
RBP1
TLR2
SLC40A1
PLAU
IL1B
PAEP
HIV
MUCSAC
CTSS
OBP2A
PLTP
MX1
DDX58
IFNL1
IRF3
SFTPA2
LPA
LBP
RBP4
SFTPA1
NOX4
LTF
IFNB1
RBP5
FABP7
FABP5
FABP3
FABP2
FABP4
R3HDML
BPIFA3
BPIFBI
OASL
CRABP2
CRABP1
RBP7
DUOX1
OBP2B
RBP2
LCNI15
CETP
FABP12
FABP9
BPIFA1
LCNLI
C8G

fatty acid b I-15P|I-BA.
nucleotide IACUG|BL:
mannose bi COLEC1|H
surfactant pCOLEC4/|P
retinol bind CRABP-I|C
toll like rec CD282|TIL
solute carri FPN1|HFE:-
plasminoge ATF|BDPL
interleukin IL-1[IL1-B]
progestager GD|GdA|G
hemojuveli HFE2|HFE!
mucin SACMUCS5|TB}
cathepsin S -

odorant bin LCN13|0OB
phospholipiBPIFE[HDI
MX dynam IFI-78K|IF]
DExD/H-bRIG-I|RIG]
interferon L: [L-29|1L.29
interferon r IIAE7
surfactant pCOLECS|P
lipoprotein(AK38|APO
lipopolysac BPIFD2
retinol bind MCOPCB1
surfactant pCOLEC4|P
NADPH 0xKOX|KOX
lactotransfe GIG12|HEI
interferon tIFB|IFF|IF?
retinol bind CRBP-II1|C
fatty acid b B-FABP|BI
fatty acid b E-FABP|E}
fatty acid b FABP11|H-
fatty acid b FABPI|I-F/
fatty acid b A-FABP|A
R3H domaidJ881L.22.3
BPI fold coC200rf71|S
BPI fold coC200rf1 14|
2'-5"-o0ligoa OASL1|OA
cellular reti CRABP-II|
cellular reti CRABP|CE
retinol bind CRABP4|C
dual oxidas LNOX1|NC
odorant bin LCN14|OB
retinol bind CRABP-II|s
lipocalin 1:PRO6093|U
cholesteryl BPIFF|HDI
fatty acid b -

fatty acid b PERF|PERI
BPI fold coLUNX|NA!
lipocalin ik -
complemen C8C

SPAG11A sperm assocEDDM2A|I
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PI1S
NOX1
PMP2
APOD
ORM2
ORMI
TNF
CTSG
PRTN3
MAPK 1
PML
AEN
CYBB
BPIFA2
1SG20
BCL3
ISG20L2
NOX5
NOX3
DUOX2
TLR3
TFRC
IFIHI
LRPI
TRIMS
IDO1
GDF15
NEDD4
ADIPOQ
STAT3
STATI
IFNL2
SOCS3
SEMG]
TNFSF10
CCL20
SOCS1
RNASEL
IRF1
IL15

peptidase ir CRISP8|P2

NADPH o0xGP91-2|M(X

peripheral tCMTI1G|F2
apolipoprot -

orosomucoiAGP-B|AG
orosomucoiAGP-A|AG
tumor necr(DIF|TNF-a
cathepsin C CATG|CG
proteinase :ACPA|AGI
mitogen-ac ERK|ERK-
PML nucle:MYL|PP86
apoptosis el[SG20L1|pj

cytochrome AMCBX2|(X

BPI fold coC200rf70|P
interferon s CD25|HEMN
BCL3 transBCL4|D19¢
interferon s HSD38
NADPH ox -

NADPH 0xGP91-3|M(
dual oxidas LNOX2|N(
toll like rec CD283|ITA
transferrin 1CD71|IMD
interferon 1AGS7[Hlcd
LDL recept AZMR|AP(
tripartite mRNF88|TR]
indoleamin IDO|IDO-1
growth diff GDF-15|M]
NEDD4 E3NEDD4-1]1
adiponectin ACDC|ACI
signal trans ADMIOJ|AI
signal trans CANDF7|II
interferon LIL-28A|IL2
suppressor ATOD4|CI
semenogeli CT103|SEN
TNF superf APO2L|Ap
C-C motif «CKb4|Exod
suppressor CIS1|CISH
ribonucleasPRCA1|RN
interferon r IRF-1MAF
interleukin IL-15

APOBEC3lapolipoprot A3F|ARPS]

PLAAT4
CHIT1
IFNALI
CD40
TLR7
PPIA
HFE
7YX
NLRX1
PGC
VEGFA
IKBKE
ISG15
DHX58
TNFAIP3
TFR2
FCN2
MUC4
F2R

phospholipiHRASLS4|
chitinase 1 CHI3|CHIT
interferon alFL[IFN|IF]
CD40 moleBp50|CDW

toll like rec TLR7-like X

peptidylproCYPA|CYE
homeostatiHFE1|HH|t
ZyXin ESP-2|HEL
NLR familyCLR11.3|D
progastricsi PEPC|PGII
vascular en MVCDI1|V]
inhibitor of IKK-E[IKK
ISG15 ubiqG1P2|IFI15
DExH-box D11LGP2|I
TNF alpha A20|AISBL
transferrin iIHFE3|TFR(
ficolin2 EBP-37|FC
mucin 4, cce ASGP|HSA
coagulationCF2R|HTR
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ELN elastin ADCL1|SV

1L27 interleukin IL-27(1L-27
MAPT microtubulDDPAC|FT
LYZ lysozyme LYZF1|LZ]
CCLS C-C motif (D17S136E|
LEP leptin LEPD|OB|(

CYLD CYLD lysuiBRSS|CDM
KLKB1  kallikrein EKLK3|PKK
CST4 cystatin S -

CSRP1  cysteine aniCRP|CRP1|
MAPK14 mitogen-ac CSBP|CSB

JUN Jun proto-o AP-1|AP1|c
ITGAV  integrin sutCD51|MSK
IRF5 interferon r SLEB10

CCR6 C-C motif (BN-1|C-C (
IL12B interleukin CLMF|CLM
TLRS toll like rec CD288 X
GNLY granulysin D2S69E|L/
CDs1 CD81 moleCVID6|SS.
EIF2AK2 eukaryotic 1EIF2AKI1|L
APOM  apolipoprot G3a|HSPC:
CACYBP calcyclin biGIG5|PNA
NOD1 nucleotide ICARD4|CL
MAPKS  mitogen-ac INK|JNK-4
MAPK3  mitogen-ac ERK-1|ERI
BST2 bone marro CD317|TE”
BPHL biphenyl hyBPH-RP|M
PLA2G2A phospholipiMOM1|PL.
GRN granulin pre«CLN11|GE
NEWENTE - - -
PDGFRA platelet der CD140A|PI
GNAIl G protein s1Gi
WNTS5A  Wnt family hWNTSA
FURIN  furin, pairel FUR|PACE
ADAR  adenosine cADARI1|A(
TYK2 tyrosine kir IMD35|JTk
NOS2 nitric oxide HEP-NOS|]
TRAF3  TNF recept CAP-1|CAl
TPT1 tumor prote HRF|TCTP
TPM2 tropomyosi AMCD1|D.
NEOI neogenin 1 IGDCC2|N
AHNAK AHNAK mtAHNAKRS
TLR1 toll like rec CD281|TIL
TK2 thymidine kMTDPS2|M
PRDX2  peroxiredosHEL-S-2a[t
MX2 MX dynam MXB
FGF2 fibroblast g BFGF|FGF
FGA fibrinogen : Fib2
TCF7L2 transcriptio TCF-4|TCF
F2RL1 F2R like tryGPR11|PA]
TKFC triokinase aDAK|NET¢
MSRI1 macrophagiCD204|SC:
NFKBIZ NFKB inhilIKBZ|INAI
LMBR1 limb develcACHP|C70
EPPIN  epididymal CT71|CT7zZ
SRC SRC proto- ASV|SRC1
MPO myeloperos -

ELAVL1 ELAV like ELAVIHU
ROBO3  roundabout HGPPSHC
SP1 Sp1 transcr -
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SOD1
PDF
DLL4
ECD
SLC11Al
DMBTI1
STINGI
SKIV2L
SEMG?2
LTA
DES
DCK
DAXX

superoxide ALS|ALS1
peptide defi-

delta like c:AOS6|delta
ecdysonele:GCR2|HSC
solute carri LSH|NRAD
deleted in nGP340|SA(
stimulator cERIS|MIT/
Ski2 like R 170A|DDX
semenogeli SGII
lymphotoxi LT|TNFB/1
desmin  CDCD3|CS
deoxycytid -

death domaBING2|DA

TNFRSF10TNF recept APO2|CD2
TNFRSF10TNF recept CD262|DR.

EED
CCL4
LIMSI
LALBA

embryonic COGISHE
C-C motif cACT2|AT7
LIM zinc fiPINCH|PIN
lactalbumir LYZG

APOBEC3lapolipoprot A3H|ARP-
TMPRSS6 transmembi IRIDAMT:

SPINKS5
MARCO
BECNI1
TNFSF11
KNG1
CSK
KLRK1
KCNH2
JUND
JAK1
CREBI
CLDN4
CCL28
RNASE3
RN7SLI
IRF7
IREB2
ILK
IL18
IL17A
LTB4R

serine pepti LEKTI|LE"
macrophagiSCARA2|S
beclin1  ATG6|VPS
TNF superfCD254|0D
kininogen 1BDK|BK|H
C-terminal -

killer cell eCD314|D1%
potassium YERG-1|ER(
JunD proto- AP-1

Janus kinas JAK1A|JAI
cAMP resp CREB|CRE
claudin 4 CPE-R|CPI
C-C motif «CCK1|ME(
ribonucleasECP|RAF1|
RNA comp7L1a|7SL|R
interferon r IMD39|IRF
iron respon ACO3|IRE-
integrin linlHEL-S-28§]]
interleukin IGIF|IL-18]
interleukin CTLA-8|C”
leukotriene BLT1|BLT

APOBEC3.apolipoprot A3A|ARP3

MASP2
TRIM27
RELA
IL7R
IL1A
PTX3
IFNAR2
IFN1@
SYTLI

mannan binMAP19|M/
tripartite mRFP|RNF7(
RELA prott CMCUINF]
interleukin CD127|CD
interleukin IL-1 alpha]l
pentraxin 3 TNFAIPS|1
interferon alFN-R|IFN-
- IFNA

synaptotagt JFC1|SLP1

APOBEC3(apolipoprot A3C|APOE

DDX17
PTGS2
HTRI1A
SEPTIN7
CD40LG
CD14
CDSA

DEAD-box P72|RH70

prostagland COX-2|CO
5-hydroxyti5-HT-1A|5-
septin7  CDCI10|CD

CD40 liganCD154/CD- X

CD14 mole -
CD8a mole CDS8|Leu2t
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CD4
MASP1
PROC
MAP2K2
MAP2K 1
HRG
NDRG1
IRF9
TRIM22
LANCLI
PPP4C
HMOX1
HMGBI
HLA-B
RNASE7
ABCC4
HGF
HDAC!
IFNLR1
PLSCRI1
B2M
BACH2
TANK
PIK3CG
ARRBI
RSAD2
STAB2
TBK1
PDYN
PDGFRB
PDCDI
PCSK2
PCSK 1
ARG2
AQP9
FASLG
APOH
BIRCS
ANXAG6
IL22
VIN
VIM
VCAMI
PRDX1
GFAP
GBP2
ALB
SLC29A3
OAS1
AGER
UNC93B1
TNFSF4
NOS1
ACTGI
ACTALI
ACO1

CD4 molec CD4mut
mannan bin3MC1|CRA
protein C, i APC|PC|PR
mitogen-ac CFC4MAF
mitogen-ac CFC3|MAF
histidine ricHPRGJHR(
N-myc dowCAP43|CM
interferon r IRF-9|ISGF
tripartite mGPSTAF5(
LanC like 1GPR69A |p«
protein pho PP-X|PP4|F
heme oxygcHMOXI1D|
high mobiliHMG-1[HNM
major histo AS|B-4901|
ribonucleas RAE1

ATP bindinMOAT-B|N
hepatocyte DFNB39|F-
histone dea GON-10[H]I
interferon :CRF2/12|IF
phospholipiMMTRA 11
beta-2-mict IMDA43
BTB domaiBTBD25(IM
TRAF famil-TRAF|ITI
phosphatidyPI3CGJPI3]
arrestin bet: ARB1|ARE
radical S-ac2510004L0
stabilin 2 FEEL2|FEI
TANK bincFTDALS4|
prodynorph ADCA|PE}
platelet der CD140B|IE
programme CD279|PD-
proprotein (NEC 2|NE(
proprotein (BMIQ12|N
arginase 2 -
aquaporin SAQP-9HsT
Fas ligand ALPSIBJ|A
apolipoprotB2G1/B2G
baculoviral API4|EPR-
annexin A6ANX6|CBF
interleukin IL-21[IL-2Z2
vitronectin V75|VN|V?
vimentin -

vascular ce CD106|INC
peroxiredos MSP23|NK
glial fibrille ALXDRD
guanylate b -

albumin  HSA|PROO
solute carri ENT3|HCL
2'-5'-oligoa E18/E16|IF
advanced g RAGE|SC2
unc-93 hon ITAE1|UNC
TNF superf CD134L|CI
nitric oxide IHPS1|N-N
actin gammACT|ACT(
actin alpha ACTA|AS)
aconitase 1 ACONS|HI

SERPINA3serpin fami AACT|AC"

CXCR1
CCLI15
CCL14

C-X-C mot C-C|C-C-C
C-C motif (HCC-2|HM
C-C motif (CC-1|CC-3
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CCL4
CCL16
CCL19
CCL13
CCL18
CCL17
CCL26
CCL22
CCR3
CCL28
CCLA4L1
ACKR2
CCR7
CCL27
CCR8
ACKR4
CCR10
CCL2
CCL21
CCL7
CCL5
CCL3
CCL20
CCL11
CCRS5
CCL23
CCL25
CCLI1
CCL3L3
CCLA4L2
CXCL12
XCL1
CCLS8
CCL3L1
CCR1
CCL24
XCL2
CXCL1
CXCL10
CXCR4
CXCL2
CXCR6
CCR4
CXCL11
TAFAS
TAFA3
TAFA4
TAFAI
TAFA2

C-C motif cACT2|AT7
C-C motif «CKb12[HCi
C-C motif ¢«CKb11|EL(
C-C motif «CKb10|MC
C-C motif c(AMAC-1|A
C-C motif cA-152ES5.3|
C-C motif (IMAC|MIP
C-C motif (A-152ES5.1|
C-C motif «C C CKR3|
C-C motif «CCK1|ME(
C-C motif (AT744.2|Ci
atypical chc CCBP2|CC
C-C motif (BLR2|CC~(
C-C motif cALP|CTAC
C-C motif (CC-CKR-8
atypical ch¢CC-CKR-1
C-C motif ¢ GPR2

C-C motif ¢cGDCF-2[H
C-C motif ¢6Ckine|CK
C-C motif (FICIMARC
C-C motif (D17S136E|
C-C motif ¢«GOS19-1|L]
C-C motif ¢CKb4|Exod
C-C motif ¢SCYAI11
C-C motif (CC-CKR-5
C-C motif «CK-BETA-
C-C motif (Ckb15|SCY
C-C motif I-309/P500]
C-C motif (464.2|D17S
C-C motif (AT744.2|Ci
C-X-C mot IRH|PBSF|;
X-C motif (ATAC|LPT
C-C motif (HC14MCF
C-C motif (464.2|D17S
C-C motif «CD191|CK
C-C motif (Ckb-6|MPL
X-C motif (SCM-1b|SC
C-X-C mot FSP|GROI|
C-X-C mot C7|IFI10[IN
C-X-C mot CD184|D2¢
C-X-C mot CINC-2a|G
C-X-C mot BONZO|CI
C-C motif «CC-CKR-4
C-X-C mot H174|I-TA«
TAFA cherFAM19AS5|
TAFA cherFAMI19A3|
TAFA cherFAM19A4|
TAFA cherFAM19A1|
TAFA cherFAMI19A2|

CCL15-CCCCL15-CCCCL15/HC

IL6
TNF
IL1B
IL18
PTK2B
VEGFA
1L4
CDH1
CD40

interleukin BSF-2|BSF
tumor necr(DIF|TNF-a
interleukin IL-1|IL1-B]
interleukin IGIF|IL-18|
protein tyrc CADTK|C:
vascular en MVCD1|V]
interleukin BCGF-1|B(
cadherin 1 Arc-1|BCD
CD40 moleBp50|CDW

DEFB103Bdefensin be BD-3|DEFI
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F2RL1
MMP9
LTBP1
DEFB4A
TNFSF10
IL13
IL10

IL2
PPARG
FGR
MIF
CRP
JAK2
IL1A
PTK2
PTGDR
CD86
HCK
ARRBI1
GNAII
VDR
OLRI1
GRK2
TXK
RNASE2
CD79A
CD79B
LYN
SYK
BTK
BLNK
VAV3
VAV1
VAV2
RACI1
RAC2
RAC3
PPP3CA
PPP3CB
PPP3CC
CHP1
PPP3R1
PPP3R2
CHP2
NFATS
NFATC1
NFATC2
NFATC3
NFATC4
HRAS
KRAS
NRAS
FOS
JUN
CARD11
BCL10
MALTI1
CHUK
IKBKB
IKBKG

F2R like tryGPR11|PA]
matrix met:CLG4B|GE
latent transi -

defensin be BD-2|DEF1
TNF superf APO2L|Ap
interleukin IL-13|P600
interleukin CSIF|GVH
interleukin IL-2|TCGF
peroxisome CIMT1|GL
FGR proto-SRC2|c-fgr
macrophagiGIF|GLIF
C-reactive | PTX1
Janus kinas JTK10|TH(
interleukin IL-1 alpha]l
protein tyrcFADK|FAF
prostagland AS1|/ASRT
CD86 moleB7-2|B7.2|t
HCK proto- JTK9|p59H
arrestin bet: ARB1|ARE
G protein s1Gi

vitamin D rNR1I1|PPP
oxidized lo CLEC8A|L
G protein-c ADRBK1|E
TXK tyrosiBTKL|PSC
ribonucleasEDN|RAF3
CD79a mol IGAMB-1
CD79b molAGM6|B2S
LYN proto-JTK8|p53L
spleen asso p72-Syk
Bruton tyro AGMX1]|A' X
B cell linke AGM4|BA!
vav guanin -

vav guanint VAV

vav guanint VAV-2
Rac family MIG5MRI
Rac family EN-7|Gx|H
Rac family -

protein pho ACCIID|C:
protein pho CALNA2|C
protein pho CALNA3|C
calcineurin CHP|SLC9.
protein pho CALNB1|C
protein pho PPP3RL
calcineurin -

nuclear faciNF-ATS5|NI
nuclear faciINF-ATC|N
nuclear faciINFATI|NF
nuclear faciINF-AT4c|M
nuclear faciNF-AT3|NI
HRas proto C-BAS/HA
KRAS prot'C-K-RAS|(
NRAS prot ALPS4|CM
Fos proto-o AP-1|C-FO
Jun proto-o AP-1|AP1|c
caspase rec BENTA|BI
BCL10 imr CARMEN]:
MALTI paIMD12|ML
component IKBKA|IK]
inhibitor of IKK-beta|I}
inhibitor of AMCBX1|1 X
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NFKB1  nuclear faciCVID12|El
RELA RELA prott CMCUINF]
NFKBIA NFKB inhilEDAID2|Ik
NFKBIB NFKB inhilIKBB|TRIF
NFKBIE NFKB inhil IKBE
CDs1 CD81 moleCVIDG6|SS.
CD19 CD19 mole B4|CVID3
CR2 complemenC3DR|CD2
PIK3RS5  phosphoinoF730038I1:
PIK3R1 phosphoincAGM7|GR]
PIK3R2  phosphoinoMPPH|MPI
PIK3R3  phosphoinop55|p55-G#
PIK3CA phosphatid: CLAPO|CL
PIK3CB phosphatidiP110BETA
PIK3CD phosphatidt APDS|IMD
PIK3CG phosphatidPI3CGIPI3I]
AKT3 AKT serineMPPH|MPI
AKTI AKT serine AKT|CWSi
AKT2 AKT serineHIHGHH|P
GSK3B  glycogen sy-

INPPSD  inositol pol SHIP|SHIP
CD22 CD22 moleSIGLEC-2|
CD72 CD72 moleCD72b|LY]
PTPN6  protein tyrc HCPHCPE
LILRB3 leukocyte 1ICD85A|HL
FCGR2B Fc fragmen CD32|CD3:
RASGRP3 RAS guany GRP3
PLCG2  phospholip:APLAID|FI
PRKCB  protein kin: PKC-beta|P
IFITM1  interferon 19-27|CD22:
IGH immunogloIGD1|IGH.
IGHA1  immunogloIgAl
IGHA2  immunoglo -

IGHD immunoglo -

IGHDI-1 immunoglo IGHDI11
IGHD1-14 immunoglo DM2|IGHL
IGHD1-20 immunoglo IGHD120
IGHD1-26 immunoglo IGHD126
IGHD1-7 immunogloDM1|IGHL
IGHD2-15 immunoglo D2|IGHD2
IGHD2-2 immunoglo IGHD22
IGHD2-21 immunoglo IGHD221
IGHD2-8 immunogloDLRI1[IGH
IGHD3-10 immunogloDXP'1|{IGH
IGHD3-16 immunoglo IGHD316
IGHD3-22 immunoglo IGHD322
IGHD3-3 immunoglo DXP4|IGH
IGHD3-9 immunogloDXP1|IGH
IGHD4-11 immunogloDA1|IGHD
IGHD4-17 immunoglo IGHD417
IGHD4-23 immunoglo IGHD423
IGHD4-4 immunogloDA4|IGHD
IGHD5-12 immunoglo DK 1]IGHD
IGHD5-18 immunoglo IGHD518
IGHD5-24 immunoglo IGHD524
IGHD5-5 immunoglo DK4|/IGHD
IGHD6-13 immunogloDN1|IGHD
IGHD6-19 immunoglo IGHD619
IGHD6-25 immunoglo IGHD625
IGHD6-6 immunoglo D(N4)[IGH
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IGHD7-27 immunoglo DHQ52|IG]
IGHE immunoglo IgE
IGHG1  immunoglo -

IGHG2  immunoglo -

IGHG3  immunoglo IgG3
IGHG4  immunoglo -

IGHJ1 immunoglo JH1

IGHJ2 immunoglo JH2

IGHJ3 immunoglo JH3b
IGHJ4 immunoglo JH4b
IGHJ5 immunoglo JH5b
IGHJ6 immunoglo JH6b
IGHM immunoglo AGM1|MU
IGH immunogloIGD1|IGH.
IGHV1-18 immunoglo IGHV118
IGHVI1-2 immunogloIGHV12|V:
IGHV1-24 immunogloIGHV124|\
IGHV1-3 immunogloIGHV13|V]
IGHV1-45 immunogloIGHV 145\
IGHV1-46 immunoglo IGHV146
IGHV1-58 immunogloIGHV 158\
IGHV1-69 immunogloIGHV1-E|I
IGHV1-8 immunoglo IGHV18
IGHV1-38-immunogloIGHV1-C|I
IGHV1-69-immunogloIGHV 1-F|I1
IGHV2-26 immunogloIGHV226/\
IGHV2-5 immunogloIGHV25|V]
IGHV2-70 immunogloIGHV270\
IGHV3-11 immunogloIGHV311|
IGHV3-13 immunoglo IGHV313
IGHV3-15 immunogloIGHV315)\
IGHV3-16 immunogloIGHV316|\
IGHV3-20 immunogloIGHV320\
IGHV3-21 immunogloIGHV321\
IGHV3-23 immunoglo DP47|IGHY
IGHV3-30 immunogloIGHV330|\
IGHV3-30-immunogloIGHV3-3|I(
IGHV3-30-immunogloIGHV3-3|I(
IGHV3-33 immunogloIGHV333\
IGHV3-35 immunogloIGHV335)\
IGHV3-38 immunogloIGHV338\
IGHV3-43 immunogloIGHV343|\
IGHV3-48 immunogloIGHV348\
IGHV3-49 immunogloIGHV349)\
IGHV3-53 immunogloIGHV353\
IGHV3-64 immunogloIGHV364/\
IGHV3-66 immunogloIGHV366/\
IGHV3-7 immunogloIGHV37|V]
IGHV3-72 immunogloIGHV372\
IGHV3-73 immunogloIGHV373|\
IGHV3-74 immunogloIGHV374\
IGHV3-9 immunogloIGHV39|V]
IGHV3-38-immunogloIGHV3-D|I
IGHV3-69-immunoglo IGH|IGHM
IGHV4-28 immunogloIGHV428|\
IGHV4-30-immunoglo IGHV4-3
IGHV4-30-immunogloIGHV4-3|I(
IGHV4-30-immunogloIGHV4-3|I(
IGHV4-31 immunoglo IGHV431
IGHV4-34 immunogloIGHV434\
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IGHV4-39 immunogloIGHV439\
IGHV4-4 immunogloIGHV44|V]
IGHV4-59 immunogloIGHV459|\
IGHV4-61 immunogloIGHV461|\
IGHV4-38-immunogloIGHV4-B|I
IGHV5-51 immunogloIGHV551|\
IGHV5-10-immunogloIGHV5-A|l
IGHV6-1 immunogloIGHV61|V]
IGHV7-4-1immunogloIGHV7-41|
IGHV7-81 immunoglo IGHV781
IGK immunoglo IGK@
IGKC immunogloHCAK1|IG
IGKDEL immunoglo IGKDE
IGKJ - IGKJ@
IGKIJ1 immunoglo J1

IGKJ2 immunoglo J2

IGKJ3 immunoglo J3

IGKJ4 immunoglo J4

IGKJ5 immunoglo J5

IGKV@ - IGKVI|IGK
IGKV1-12 immunogloIGKV112|L
IGKV1-13 immunogloIGKV113]L
IGKV1-16 immunogloIGKV116|L
IGKV1-17 immunoglo A30[IGKV
IGKV1-27 immunoglo A20[IGKV
IGKV1-33 immunogloIGKV133|(
IGKV1-37 immunogloIGKV137|(
IGKV1-39 immunogloIGKV139|(
IGKVI1-5 immunogloIGKV|IGK
IGKV1-6 immunogloIGKV16|L]
IGKV1-8 immunogloIGKV18|L¢
IGKV1-9 immunogloIGKV19|L¢
IGKV1D-1 immunogloIGKV1D12
IGKV1D-1 immunogloIGKV1D13
IGKVI1D-1 immunogloIGKV1D1¢
IGKV1D-1 immunogloIGKV1D17
IGKV1D-3 immunogloIGKV1D33
IGKV1D-3 immunogloIGKV1D37
IGKV1D-3 immunogloIGKV1D36
IGKV1D-4 immunogloIGKV1D42
IGKV1D-4 immunogloIGKV1D43
IGKVI1D-8immunogloIGKV1D§|]
IGKV2-24 immunoglo A23|IGKV:
IGKV2-28 immunoglo A19|]IGKV:
IGKV2-30 immunogloA17|IGKV:
IGKV2-40 immunogloIGKV240|(
IGKV2D-2 immunoglo A7|]IGKV2]
IGKV2D-2 immunoglo A3|IGK V2]
IGKV2D-2 immunoglo A2a|A2c|IC
IGKV2D-3 immunogloA1|IGKV2]
IGKV2D-4 immunogloIGKV2D4(
IGKV3-11 immunogloIGKV311]L
IGKV3-15 immunogloIGKV315]|L
IGKV3-20 immunoglo 13K 18|A27
IGKV3-7 immunogloIGKV37|L]
IGKV3D-1 immunogloIGKV3D11
IGKV3D-1 immunogloIGKV3D1£
IGKV3D-2 immunogloA11|Al1a]l
IGKV3D-7immunogloIGKV3D7|]
IGKV4-1 immunogloB3[IGKV4
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2 BCRSignalingPathway
2 BCRSignalingPathway
2 BCRSignalingPathway
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2 BCRSignalingPathway
2 BCRSignalingPathway



IGKV5-2 immunogloB2|IGKVS:
IGKV6-21 immunoglo A26[IGK V1
IGKV6D-2 immunoglo A10|[IGK V1
IGKV6D-4 immunoglo A14

IGL immunoglo IGL@|[IGL!
IGLC1 immunoglo IGLC
IGLC2 immunoglo IGLC
IGLC3 immunoglo IGLC
IGLC6 immunoglo IGLC
IGLC7 immunoglo C7

IGLJ - IGLI@
IGLJ1 immunoglo J1

IGLJ2 immunoglo J2

IGLJ3 immunoglo J3

IGLJ4 immunoglo -

IGLJ5 immunoglo -

IGLJ6 immunoglo -

IGLJ7 immunoglo J7

IGLV@ - IGLV
IGLV1-36 immunogloIGLV136[V
IGLV1-40 immunogloIGLV140[V
IGLV1-44 immunogloIGLV144}\
IGLV1-47 immunogloIGLV 147V
IGLV1-50 immunogloIGLV150}V
IGLV1-51 immunogloIGLV151}V
IGLV10-54immunogloIGLV1054|
IGLV11-55%immunogloIGLV1155|
IGLV2-11 immunogloIGLV211[}
IGLV2-14 immunogloIGLV214}V
IGLV2-18 immunogloIGLV218|V
IGLV2-23 immunogloIGLV223|}
IGLV2-33 immunogloIGLV233|}
IGLV2-8 immunogloIGLV28§|V]
IGLV3-1 immunogloIGLV31|V:
IGLV3-10 immunogloIGLV310[V
IGLV3-12 immunogloIGLV312[V
IGLV3-16 immunogloIGLV316[V
IGLV3-19 immunogloIGLV319[}
IGLV3-21 immunogloIGLV321[}
IGLV3-22 immunogloIGLV322[V
IGLV3-25 immunogloIGLV325[V
IGLV3-27 immunogloIGLV327V
IGLV3-32 immunogloIGLV332[}
IGLV3-9 immunogloIGLV39|V:
IGLV4-3 immunogloIGLV43|V!
IGLV4-60 immunogloIGLV460[V
IGLV4-69 immunogloIGLV469|V
IGLV5-37 immunogloIGLV537|V
IGLV5-39 immunoglo IGLV539
IGLV5-45 immunogloIGLV545]V
IGLV5-48 immunogloIGLV548|V
IGLV5-52 immunogloIGLV552[V
IGLV6-57 immunogloIGLV657|V
IGLV7-43 immunogloIGLV743|V
IGLV7-46 immunogloIGLV746[V
IGLVS8-61 immunogloIGLV861|V
IGLV9-49 immunogloIGLV949|V
C3 complemen AHUSS5|AR
C5 complemenC5D|C5a|C
CAMP cathelicidin CAP-18|CA
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19 Chemokines

9 Chemokines

3 Chemokines



CCL1

CCLI11
CCL13
CCL14

C-C motif I-309|P500]
C-C motif ¢SCYAL1

C-C motif (CKb10|MC
C-C motif (CC-1|CC-3

CCL15-CCCCL15-CCCCL15HC

CCL15
CCL16
CCL17
CCL18
CCL19
CCL2
CCL20
CCL21
CCL22
CCL23
CCL24
CCL25
CCL26
CCL27
CCL28
CCL3
CCL3L1
CCL3P1
CCL3L3
CCL4
CCLA4L2
CCLA4L1
CCLS
CCL7
CCL8
CKLF
CMA1
CTSG
CX3CLI1
CXCL1
CXCL10
CXCL11
CXCL12
CXCL13
CXCL14
CXCL16
CXCL17
CXCL2
CXCL3
CXCL5
CXCL6
CXCL9
CCNI1
DEFA1
DEFA3
DEFA5S
DEFBI1

C-C motif (HCC-2|HM
C-C motif «CKb12|HCi
C-C motif (A-152E5.3|
C-C motif (AMAC-1|A
C-C motif ¢«CKb11|EL(
C-C motif ¢cGDCF-2|H(
C-C motif (CKb4|Exod
C-C motif ¢6Ckine|CKI
C-C motif cA-152ES5.1|
C-C motif «CK-BETA-
C-C motif (Ckb-6|MPL
C-C motif (Ckb15|SCY
C-C motif (IMAC|MIP
C-C motif cALP|CTAC
C-C motif ¢« CCK1|ME(
C-C motif ¢<GOS19-1|L]
C-C motif (464.2|D17S
C-C motif ¢« CCL3L2|G!
C-C motif (464.2|D17S
C-C motif cACT2|AT7
C-C motif (AT744.2|Ci
C-C motif (AT744.2|Ci
C-C motif (D17S136E|
C-C motif (FICIMARC
C-C motif c(HC14MCF
chemokine C32|CKLF
chymase 1 CYHMCT
cathepsin C CATGI|CG
C-X3-C mcABCD-3|C.
C-X-C mot FSP|GROI]|
C-X-C mot C7|IFI10[IN
C-X-C mot H174/|I-TA«
C-X-C mot IRH|PBSF|;
C-X-C mot ANGIE|AN
C-X-C motBMAC|BR.
C-X-C mot CXCLG16|
C-X-C mot DMC|Dcip
C-X-C mot CINC-2a|G
C-X-C mot CINC-2b|G
C-X-C mot ENA-78|SC
C-X-C mot CKA-3|GC
C-X-C mot CMK|Hum:
cellular conCYR61|GI(
defensin alfDEF1|DEF.
defensin alfDEF3|HNP
defensin alfDEF5/HD-!
defensin be BD1|DEFB

DEFB103Bdefensin be BD-3|DEFI
DEFB104Adefensin be BD-4|DEF1
DEFB4A defensin be BD-2|DEFI

EDNI1
EDN2
EDN3
FGF10
FGF2

endothelin ARCND3|E
endothelin 'ET-2|ET2|F
endothelin .ET-3|ET3|k
fibroblast g -

fibroblast gBFGF|FGF
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10 Chemokines
4 Chemokines
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17 Chemokines
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4 Chemokines
4 Chemokines
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4 Chemokines
4 Chemokines
1 Chemokines
8 Chemokines
8 Chemokines
8 Chemokines
8 Chemokines
8 Chemokines
8 Chemokines
8 Chemokines
6 Chemokines
1 Chemokines
20 Chemokines
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HTN3
CXCLS8
LECT2
PF4
PF4V1
PLAU
PPBP
PPBPPI
PROK2
RNASE2
SAA1
SAA2
SBDS
SEMA3A
SEMA3B
SEMA3C
SEMA3D
SEMA3E
SEMA3F
SEMA3G
SEMA4A
SEMA4B
SEMAA4C
SEMA4D
SEMA4F
SEMA4G
SEMASA
SEMASB
SEMA6A
SEMA6B
SEMA6C
SEMA6D
SEMA7A
SLITI
SLIT2
TNC
TYMP
XCL1
XCL2
C5AR1
ACKR2
CCR1
CCR10
CCR3
CCR4
CCR5
CCR6
CCR7
CCR8
CCR9
ACKR4
CCRL2
CMKLR1
CX3CR1
CXCR3
CXCR4
CXCRS
CXCR6
ACKR3

histatin 3 HIS2|HTN:
C-X-C mot GCP-1|GCl
leukocyte c chm-IIjchm
platelet fact CXCL4|PF-
platelet factCXCL4L1|s
plasminoge ATF|BDPL
pro-platelet B-TG1|Bet:
pro-platelet PPBPL1|T(
prokineticit BVS|HH4|k
ribonucleas EDN|RAF3
serum amylPIG4[SAA|
serum amylSAA|SAALI
SBDS ribosCGI-97|SD
semaphorinCOLL1|HH
semaphorin LUCA-1|SI
semaphorinSEMAE|Se
semaphorinSema-Z2|cc
semaphorinM-SEMAH
semaphorin SEMA-IV{
semaphorin sem?2
semaphorinCORD10[R
semaphorinSEMAC]|Se
semaphorinM-SEMA-1
semaphorinA8BB18|C
ssemaphori M-SEMA|F
semaphorin -
semaphorin SEMAF|sei
semaphorin SEMAG]Se¢
semaphorinHTO18|SED
semaphorinEPM11|SE]
semaphorinSEMAY|m
semaphorin -
semaphorinCD108|CDr
slit guidancMEGF4|SL
slit guidanc SLIL3|Slit-
tenascin C 150-225|D}
thymidine {f ECGF|ECC
X-C motif (ATAC|LPT
X-C motif (SCM-1b|SC
complemenC5A|C5AR
atypical ch« CCBP2|CC
C-C motif «CD191|CK
C-C motif ¢ GPR2

C-C motif «C C CKR3|
C-C motif «CC-CKR-4
C-C motif (CC-CKR-5
C-C motif (BN-1|C-C (
C-C motif (BLR2|CC~(
C-C motif (CC-CKR-8
C-C motif «CC-CKR-9
atypical ch¢ CC-CKR-1
C-C motif cACKRS5|CK
chemerin cICHEMERI
C-X3-C mcCCRL1|CM
C-X-C motCD182|CD X
C-X-C mot CD184|D2¢
C-X-C motBLR1|CD1
C-X-C mot BONZO|CI
atypical chc CMKOR1|(

CYSLTRI1 cysteinyl leCYSLT1|C X
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19 Chemokine Receptors
3 Chemokine Receptors
3 Chemokine Receptors
17 Chemokine Receptors
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6 Chemokine Receptors
17 Chemokine Receptors
3 Chemokine Receptors
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3 Chemokine Receptors
12 Chemokine Receptors
3 Chemokine Receptors
Chemokine Receptors
2 Chemokine Receptors
11 Chemokine Receptors
3 Chemokine Receptors
2 Chemokine Receptors
Chemokine Receptors



CYSLTR?2 cysteinyl e CYSLT2|C

ACKR1
EDNRA
EDNRB
FPR1
FPR2
FPR2
GPR17
GPR32
GPR33
PTGDR2
C5AR2
CXCRI1
CXCR2
LTB4R
LTB4R2
PLAUR
PLXNALI
PLXNA2
PLXNA3
PLXNA4
PLXNBI
PLXNB2
PLXNB3
PLXNCI
PLXNDI
PTAFR
ROBOI
ROBO2
ROBO3
RXFP3
XCR1
ADIPOQ
ADM
ADM2
AGRP
AGT
AMBN
AMELX
AMH

atypical ch« CCBP1|CD
endothelin JET-A[ETA|
endothelin ]ABCDSIET
formyl pept FMLP|FPR
formyl pept ALXR|FMI
formyl pept ALXR|FMI
G protein-c -

G protein-c RVDR1

G protein-c -
prostaglandCD294|CR’
complemenC5L2|GPF’
C-X-C mot C-C|C-C-C
C-X-C motCD182|CD
leukotriene BLT1|BLT
leukotriene BLT2BLT
plasminoge CD87|U-P#
plexin Al NOV|NOV
plexin A2 OCT|PLXM
plexin A3 6.3JHSSEX X
plexin A4 FAYV282(
plexin B1 PLEXIN-B
plexin B2 MMI1|Nblal
plexin B3 PLEXB3|PIX
plexin C1 CD232|PL2
plexin DI PLEXDI
platelet acti PAFR
roundabout DUTT1|SA
roundabout SAX3
roundabout HGPPS|HC
relaxin fam GPCR 1351
X-C motif (CCXCR1|C
adiponectin ACDC|ACI
adrenomedi AM|PAMP
adrenomediAM2|dJ579
agouti relat AGRT|AR”
angiotensin ANHU|SE}
ameloblasti AI1F
amelogenin AI1E|AIH1 X
anti-Muller MIF|MIS

ANGPTLS angiopoieti -
ANGPTL7 angiopoieti AngX|CDT

APLN
AREG
MANF
CDNF
ARTN
AVP
AZU1
BDNF
BMP1
BMP10
BMP15
BMP2
BMP3
BMP4
BMP5
BMP6
BMP7
BMPSA

apelin APEL|XNPX
amphiregul AR|JAREGI
mesencephi ARMET]/A]
cerebral dojARMETL1
artemin ~ ART|ENOY
arginine va:ADH|ARV.
azurocidin AZAMP|A.
brain derive ANON2|BU
bone morplOI13|PCOL
bone morpl -

bone morpt GDFIB|OL X
bone morpt BDA2|BMI
bone morpt BMP-3A
bone morpt BMP2B|BN
bone morpl -

bone morpl VGR|VGR
bone morpl OP-1

bone morpt OP-2
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7 Chemokine Receptors
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Chemokine Receptors

12 Chemokine Receptors
3 Chemokine Receptors
1 Chemokine Receptors
3 Chemokine Receptors
3 Chemokine Receptors

11 Chemokine Receptors
5 Chemokine Receptors
3 Chemokine Receptors
3 Cytokines

11 Cytokines
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16 Cytokines
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Cytokines

19 Cytokines
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Cytokines
4 Cytokines
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BMP8&B
BTC
MYDGF
C3

Cs5
CALCA
CALCB
CAMP
CAT
CCK
CCL1
CCL11
CCL13
CCL14

bone morpl BMP§|OP2
betacellulin -

myeloid deiC190rf10[E
complemenAHUSS5|AR
complemenC5D|C5a|C
calcitonin rCALC1|CC
calcitonin r CALC2|CC
cathelicidinCAP-18|C2
catalase -
cholecystol -

C-C motif I-309/P500]
C-C motif ¢ SCYAL11
C-C motif (CKb10|MC
C-C motif (CC-1|CC-3

CCL15-CCCCL15-CCCCL15/HC

CCLI15
CCL16
CCL17
CCL18
CCL19
CCL2
CCL20
CCL21
CCL22
CCL23
CCL24
CCL25
CCL26
CCL27
CCL28
CCL3
CCL3L1
CCL3P1
CCL3L3
CCL4
CCLA4L2
CCLA4L1
CCLS
CCL7
CCL8
CD320
CD40LG
CD70
ADA2
CERI1
CGA
CGB3
CGB1
CGB2
CGBS5
CGB7
CGBS8
CHGA
CHGB
CKLF
CLCF1

C-C motif (HCC-2[HM
C-C motif «CKb12|HCi
C-C motif cA-152E5.3|
C-C motif (AMAC-1|A
C-C motif ¢«CKb11|EL(
C-C motif «(GDCF-2|H(
C-C motif ¢«CKb4|Exod
C-C motif ¢6Ckine|CKI
C-C motif (A-152ES5.1|
C-C motif (CK-BETA-
C-C motif (Ckb-6|MPL
C-C motif (Ckb15|SCY
C-C motif dMAC|MIP
C-C motif cALP|CTAC
C-C motif ¢« CCK1|ME(
C-C motif ¢«GOS19-1|L]
C-C motif (464.2|D17S
C-C motif ¢CCL3L2|Gt
C-C motif (464.2|D17S
C-C motif cACT2|AT7
C-C motif (AT744.2|C
C-C motif (AT744.2|C
C-C motif (D17S136E|
C-C motif (FICIMARC
C-C motif c(HC14MCF
CD320 mol8D6|8SD6A]|

CD40 liganCD154/CD- X

CD70 moleCD27-L|CT
adenosine cADGF|CE(
cerberus 1, DAND4
glycoprotei CG-ALPH:
chorionic g CGB|CGB!
chorionic g -

chorionic g -

chorionic g CGBHCG]|
chorionic g CG-beta-a|(
chorionic g -
chromograr CGA
chromograr SCG1
chemokine C32|CKLF
cardiotroph BSF-3|BSF

CLECI11A C-type lectiCLECSF3]l

CMA1
CMTM1
CMTM2

chymase 1 CYHMCT
CKLF like CKLFH|CK
CKLF like CKLFSF2

1 Cytokines
4 Cytokines
19 Cytokines
19 Cytokines
9 Cytokines
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CMTM3
CMTM4
CMTM5
CMTM6
CMTM7
CMTMS8
CNTF
CORT
CRH
CSF1
CSF2
CSF3
CSH1
CSH2
CSHL1
CSPG5
CTF1
CCN2
CTSG
CX3CL1
CXCL1
CXCL10
CXCL11
CXCL12
CXCL13
CXCL14
CXCL16
CXCL17
CXCL2
CXCL3
CXCL5
CXCL6
CXCL9
CCNI1
DEFALI
DEFA3
DEFA5S
DEFB1

CKLF like BNAS2|CK
CKLF like CKLFSF4
CKLF like CKLFSF5
CKLF like CKLFSF6|l
CKLF like CKLFSF7
CKLF like CKLFSF8](
ciliary neur HCNTF
cortistatin CST-14|CS
corticotropiCRF|CRH1
colony stimCSF-1|MCf
colony stimCSF|GMC{
colony stimC170rf33|C
chorionic s«CS-1|CSA|(
chorionic s«CS-2|CSBJ(
chorionic s«CS-5|CSHF
chondroitin NGC
cardiotroph CT-1|CT1
cellular conCTGF|HCS
cathepsin C CATG|CG
C-X3-C mcABCD-3|C.
C-X-C mot FSP|GRO1|
C-X-C mot C7|IFI10|IN
C-X-C mot H174/|I-TA«
C-X-C mot IRH|PBSF|;
C-X-C mot ANGIE|AN
C-X-C mot BMAC|BR.
C-X-C mot CXCLG16|
C-X-C mot DMC]|Dcip
C-X-C mot CINC-2a|G
C-X-C mot CINC-2b|G
C-X-C mot ENA-78|SC
C-X-C mot CKA-3|GC
C-X-C mot CMK|Hum
cellular conCYR61|GI(
defensin aljDEF1|DEF.
defensin alfDEF3|HNP
defensin aljDEF5/HD-!
defensin be BD1|DEFB

DEFB103Bdefensin be BD-3|DEFI
DEFB104Adefensin be BD-4|DEFI
DEFB4A defensin be BD-2|DEFI

DKK1
EBI3
EDNI1
EDN2
EDN3
EGF
EPGN
EPO
EREG
ESM1
FAM3B
FAM3C
FAM3D
FASLG
FGF1
FGF10
FGF11
FGF12
FGF13

dickkopf W DKK-1|SK
Epstein-BailL-27B|IL2
endothelin ARCND3|E
endothelin {ET-2|ET2|F
endothelin .ET-3|ET3|k
epidermal gHOMG4|U
epithelial T ALGV3072
erythropoieDBAL|ECY
epiregulin EPR|ER|Ep
endothelial endocan
FAM3 met:2-21|C21or
FAM3 met:GS3786|IL]
FAM3 met: EF7|OIT1
Fas ligand ALPS1BJA
fibroblast g AFGF|ECC
fibroblast g -

fibroblast gFGF-11|FH
fibroblast gEIEE47|FG

fibroblast gFGF-13|FG X

16 Cytokines
16 Cytokines
14 Cytokines
3 Cytokines
3 Cytokines
3 Cytokines
11 Cytokines
1 Cytokines
8 Cytokines
1 Cytokines
5 Cytokines
17 Cytokines
17 Cytokines
17 Cytokines
17 Cytokines
3 Cytokines
16 Cytokines
6 Cytokines
14 Cytokines
16 Cytokines
4 Cytokines
4 Cytokines
4 Cytokines
10 Cytokines
4 Cytokines
5 Cytokines
17 Cytokines
19 Cytokines
4 Cytokines
4 Cytokines
4 Cytokines
4 Cytokines
4 Cytokines
1 Cytokines
8 Cytokines
8 Cytokines
8 Cytokines
8 Cytokines
8 Cytokines
8 Cytokines
8 Cytokines
10 Cytokines
19 Cytokines
6 Cytokines
1 Cytokines
20 Cytokines
4 Cytokines
4 Cytokines
7 Cytokines
4 Cytokines
5 Cytokines
21 Cytokines
7 Cytokines
3 Cytokines
1 Cytokines
5 Cytokines
5 Cytokines
17 Cytokines
3 Cytokines
Cytokines



FGF14
FGF16
FGF17
FGF18
FGF19
FGF2
FGF20
FGF21
FGF22
FGF23
FGF3
FGF4
FGF5
FGF6
FGF7
FGF8
FGF9
VEGFD
FIGNL2
FLT3LG
FSHB
GAL
GALP
GAST
GCG
GDF1
GDF10
GDF11
GDF15
GDF2
GDF3
GDF5
GDF6
GDF7
GDF9
GDNF
GHI
GH2
GHRH
GHRL
GIP
GKNI1
GMFB
GMFG
GNRH1
GNRH2
GPHA2
GPHBS
GPI
GREMI1
GREM2
GRN
GRP
GUCA2A
HAMP
HBEGF
HDGF
HDGFL3
HGF
HTN3

fibroblast gFGF-14|FH

fibroblast gFGF-16|MI X

fibroblast gFGF-13|FG
fibroblast gFGF-18|ZF
fibroblast g -

fibroblast g BFGF|FGF
fibroblast gFGF-20|RH
fibroblast g -

fibroblast g -

fibroblast g ADHR|FGI
fibroblast gHBGF-3|IN
fibroblast g FGF-4|HB(
fibroblast gHBGF-5|Sr
fibroblast gHBGF-6/H!
fibroblast g HBGF-7|K(
fibroblast g AIGF|FGF-
fibroblast gFGF-9|GALl

vascular en FIGF|VEGI X

fidgetin lik«-

fms related FL|IFLG3L)|
follicle stim HH24
galanin andETL8|GAL
galanin like -

gastrin GAS
glucagon GLP-1|GLE
growth diff CERS1|CH
growth diff BIP[ BMP-3
growth diff BMP-11|B?
growth diff GDF-15|M]
growth diff BMP-9|BM
growth diff KFS3]MCC
growth diff BDA1C|BN
growth diff BMP-13|B?
growth diff BMP12
growth diff POF14
glial cell deATF|ATF1|
growth horitGH|GH-NJ(
growth hornGH-V|GHE
growth horitGHRF|GR}
ghrelin and MTLRP
gastric inhil -
gastrokine AMP18|BR
glia matura GMF

glia matura GMF-GAM
gonadotrop GNRH|GRI
gonadotrop GnRH-II|L]
glycoprotei A2|GPA2|Z
glycoprotei B5|GPB5|Z
glucose-6-f AMF|GNPI
gremlin 1, IC15DUPq|(
gremlin 2, ICKTSF1BZ
granulin pri«CLN11|GE
gastrin rele:BN|GRP-1(
guanylate c GCAP-I|GU
hepcidin anHEPC|HFE
heparin bin DTR|DTS|I
heparin bin HMG1L2
HDGF like CGI-142/H
hepatocyte DFNB39|F-
histatin 3 HIS2|HTN:

13 Cytokines
Cytokines

8 Cytokines
5 Cytokines
11 Cytokines
4 Cytokines
8 Cytokines
19 Cytokines
19 Cytokines
12 Cytokines
11 Cytokines
11 Cytokines
4 Cytokines
12 Cytokines
15 Cytokines
10 Cytokines
13 Cytokines
Cytokines
12 Cytokines
19 Cytokines
11 Cytokines
11 Cytokines
19 Cytokines
17 Cytokines
2 Cytokines
19 Cytokines
10 Cytokines
12 Cytokines
19 Cytokines
10 Cytokines
12 Cytokines
20 Cytokines
8 Cytokines
2 Cytokines
5 Cytokines
5 Cytokines
17 Cytokines
17 Cytokines
20 Cytokines
3 Cytokines
17 Cytokines
2 Cytokines
14 Cytokines
19 Cytokines
8 Cytokines
20 Cytokines
11 Cytokines
14 Cytokines
19 Cytokines
15 Cytokines
1 Cytokines
17 Cytokines
18 Cytokines
1 Cytokines
19 Cytokines
5 Cytokines
1 Cytokines
15 Cytokines
7 Cytokines
4 Cytokines



[IAPP
IFNALI
IFNA10
IFNA13
IFNA14
IFNA16
IFNA17
IFNA2
IFNA21
IFNA4
IFNAS
IFNA6
IFNA7
IFNAS
IFNB1
IFNE
IFNG
IFNK
IFNW1
IGF1
IGF2
IL10
IL11
IL12A
IL12B
IL13
IL15
IL16
IL17A
IL17B
IL17C
IL17D
IL17F
IL18
IL19
ILTA
IL1B
IL1F10
IL36RN
IL36A
IL37
IL36B
IL36G
ILIRN
IL2
IL20
IL21
IL22
IL23A
1L.24
IL25
IL26
1L27
IFNL2
IFNL3
IFNL1
IL3
IL31
IL32
IL33

islet amyloi DAP|IAP
interferon alFL|IFN|IF]
interferon alFN-alphaC
interferon a -

interferon alFN-alphak
interferon alFN-alpha-
interferon alFN-alphal]|
interferon alFN-alpha-.
interferon alFN-alphal|
interferon alFN-alpha4
interferon alFN-alpha-:
interferon alFN-alphak
interferon alFN-alphal
interferon alFN-alphaF
interferon tIFBI|IFF|IF!
interferon e [FN-E|IFNI
interferon g [FG|IFI
interferon kKIFNT1|INF
interferon ¢ -

insulin like IGF|IGF-I|I
insulin like C11orf43|C
interleukin CSIFIGVH
interleukin AGIF|IL-1]
interleukin CLMF|IL-1
interleukin CLMF|CLM
interleukin IL-13|P600
interleukin IL-15
interleukin LCF|NIL1¢
interleukin CTLA-8|C"
interleukin IL-17BJIL-:
interleukin CX2|IL-17¢
interleukin IL-17D
interleukin CANDF6|I]
interleukin IGIF|IL-18]
interleukin IL-10C|MLC
interleukin IL-1 alphall
interleukin IL-1|IL1-B]
interleukin FIL1-theta|
interleukin FIL1|FIL1(
interleukin FIL1|FIL1(
interleukin FIL1|FIL1(
interleukin FIL1|FIL1-
interleukin IL-1F9|IL-]
interleukin DIRA|ICIL
interleukin IL-2|TCGF
interleukin IL-20[IL10]
interleukin CVID11|IL
interleukin IL-21[IL-2Z2
interleukin IL-23[IL-22
interleukin C49A|FISP
interleukin IL17E
interleukin AK155|IL-:
interleukin IL-27|IL-27
interferon LIL-28A|IL2
interferon LIFN-lambd:
interferon 1: IL-29|IL29
interleukin IL-3MCG}
interleukin IL-31
interleukin IL-32alphal
interleukin C9orf26/DY

12 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines
9 Cytokines

12 Cytokines
9 Cytokines
9 Cytokines

12 Cytokines

11 Cytokines
1 Cytokines

19 Cytokines
3 Cytokines
5 Cytokines
5 Cytokines
4 Cytokines

15 Cytokines
6 Cytokines
5 Cytokines

16 Cytokines

13 Cytokines
6 Cytokines

11 Cytokines
1 Cytokines
2 Cytokines
2 Cytokines
2 Cytokines
2 Cytokines
2 Cytokines
2 Cytokines
2 Cytokines
2 Cytokines
2 Cytokines
4 Cytokines
1 Cytokines
4 Cytokines

12 Cytokines

12 Cytokines
1 Cytokines

14 Cytokines

12 Cytokines

16 Cytokines

19 Cytokines

19 Cytokines

19 Cytokines
5 Cytokines

12 Cytokines

16 Cytokines
9 Cytokines



IL34
1L4

IL5

IL6
IL6ST
IL7
CXCLS8
IL9
INHA
INHBA
INHBB
INHBC
INHBE
INS
INS-IGF2
INSL3
INSL4
INSLS
INSL6
JAGI1
JAG2
FGF7P6
FGF7P3
KITLG
KL
LACRT
LECT2
LEFTY1
LEFTY2
LEP
LHB
LIF
LRSAMI
LTA
LTB
LTBPI
LTBP2
LTBP3
LTBP4
MDK
MIA
MIF
MLN
MSTN
NAMPT
NDP
NENF
NGF
NMB
NODAL
CCN3
NPFF
NPPA
NPPB
NPPC
NPY
NRG1
NRG2
NRG3
NRG4

interleukin C160rf77|11
interleukin BCGF-1|B(
interleukin EDF|IL-5|T
interleukin BSF-2|BSF
interleukin CD130|CD
interleukin IL-7
C-X-C mot GCP-1|GClI
interleukin HP40|IL-9|
inhibin subr -

inhibin subt EDF|FRP
inhibin subr -

inhibin subi IHBC
inhibin subr -

insulin IDDMIIDD
INS-IGF2 1 INSIGF
insulin like RLF|RLNL
insulin like EPIL|PLAC
insulin like PRO182|Ul
insulin like RIF1
jagged cancAGS|AGS1
jagged canc HJ2|SER2
fibroblast g KGFLP1
fibroblast g KGFLP2
KIT ligand DCUA|DF?
klotho HFTC3
lacritin -

leukocyte c chm-IIjchm
left-right deLEFTB|LE.
left-right deEBAF|LEF
leptin LEPDI|OBJ(
luteinizing CGB4|HH2
LIF interlet CDF|DIA|F
leucine richCMT2P|RII
lymphotoxi LT|TNFBJ1
lymphotoxi TNFC|TNF
latent transi -

latent transiC14orf141|
latent transiDASS|GPH
latent transtARCL1C|L
midkine ARAP|MK|
MIA SH3 cCD-RAP
macrophag(GIF|GLIF|}
motilin -
myostatin GDF§MSL
nicotinamic 111003501

norrin cystiEVR2|FEV X

neudesin ne CIR2|SCIR
nerve grow Beta-NGF]|]
neuromedir -

nodal grow HTXS
cellular conIBP-9|IGFE
neuropeptic FMRFAL
natriuretic JANF|ANP/.
natriuretic  BNP
natriuretic  CNP|CNP2
neuropeptic PYY4
neuregulin ARIA|GGF
neuregulin DON1|HR(
neuregulin HRG3|pro-
neuregulin - HRG4

16 Cytokines
5 Cytokines
5 Cytokines
7 Cytokines
5 Cytokines
8 Cytokines
4 Cytokines
5 Cytokines
2 Cytokines
7 Cytokines
2 Cytokines

12 Cytokines

12 Cytokines

11 Cytokines

11 Cytokines

19 Cytokines
9 Cytokines
1 Cytokines
9 Cytokines

20 Cytokines

14 Cytokines
9 Cytokines
9 Cytokines

12 Cytokines

13 Cytokines

12 Cytokines
5 Cytokines
1 Cytokines
1 Cytokines
7 Cytokines

19 Cytokines

22 Cytokines
9 Cytokines
6 Cytokines
6 Cytokines
2 Cytokines

14 Cytokines

11 Cytokines

19 Cytokines

11 Cytokines

19 Cytokines

22 Cytokines
6 Cytokines
2 Cytokines
7 Cytokines

Cytokines
1 Cytokines
1 Cytokines

15 Cytokines

10 Cytokines
8 Cytokines

12 Cytokines
1 Cytokines
1 Cytokines
2 Cytokines
7 Cytokines
8 Cytokines
5 Cytokines

10 Cytokines

15 Cytokines



NRTN
NTF3
NTF4
NTS
NUDT6
OGN
OSGIN1
OSM
OSTN
OXT
ENDOU
PDGFA
PDGFB
PDGFC
PDGFD
PDGFRA
PDGFRB
PDGFRL
PDYN
PENK
PF4
PF4V1
PGF
PLAU
PMCH
PNOC
POMC
PPBP
PPBPPI
PPBPP2
PPY
PRL
PRLH
PROK
PROK2
PSPN
PTH
PTH2
PTHLH
PTN
PYY
QRFP
RABEPI
RABEP2
REGIA
RETN
RETNLB
RLNI1
RLN2
RLN3
RNASE2
S100A6
SAAL
SAA2
SBDS
SCG2
SCGB3Al
SCT
AIMP1
SECTM1

neurturin  NTN
neurotrophiHDNF|NGI
neurotrophiGLC10|GL
neurotensinNMN-125]1
nudix hydrcASFGF2|F(
osteoglycin OG|OIF|SL
oxidative stBDGI|OKL
oncostatin I -

osteocrin MUSCLIN
oxytocin/neOT|OT-NP.
endonucleaP11|PP11|P
platelet der PDGF-A|PI
platelet der IBGCS5|PD(
platelet der FALLOTE!
platelet der IEGFMST.
platelet der CD140A|P]
platelet der CD140B|IE
platelet der PDGRL|PR
prodynorph ADCA|PE}
proenkephaPE|PENK-/
platelet factCXCL4|PF-
platelet factCXCLALL1|:
placental gtD12S1900|
plasminoge ATF|BDPL
pro-melanitMCH |ppM(
prepronocicN/OFQ|NO
proopiomel ACTH|CLI
pro-platelet B-TG1|Bet:
pro-platelet PPBPL1|T(
pro-platelet PPBPL2|SF
pancreatic | PNP|PP
prolactin  GHA1
prolactin re PRH|PRRP
prokineticit EGVEGF|P
prokineticit BVS|HH4|k
persephin PSP
parathyroid FIH1|PTH1
parathyroid TIP39
parathyroid BDE2|[HHN
pleiotrophitHARP|HB-
peptide YYPYY-IPYY
pyroglutam26RFalP51!
rabaptin, R RABSEP|R
rabaptin, R. FRA
regeneratin ICRF|P19|F
resistin ~ ADSF|FIZz
resistin likeFIZZ1|F1Z.
relaxin I HIHIRLX
relaxin 2 H2|H2-RL2
relaxin 3 H3|RXN3|z
ribonucleasEDN|RAF3
S100 calciu2A9|5B10|(
serum amylPIG4|SAA|
serum amylSAA|SAALI
SBDS ribosCGI-97|SD
secretogran CHGC|EMi
secretoglobHIN-1|HIN
secretin = -
aminoacyl IEMAP2|EN
secreted aniK12|SECTI

19 Cytokines
12 Cytokines
19 Cytokines
12 Cytokines
4 Cytokines
9 Cytokines
16 Cytokines
22 Cytokines
3 Cytokines
20 Cytokines
12 Cytokines
7 Cytokines
22 Cytokines
4 Cytokines
11 Cytokines
4 Cytokines
5 Cytokines
8 Cytokines
20 Cytokines
8 Cytokines
4 Cytokines
4 Cytokines
14 Cytokines
10 Cytokines
12 Cytokines
8 Cytokines
2 Cytokines
4 Cytokines
4 Cytokines
4 Cytokines
17 Cytokines
6 Cytokines
2 Cytokines
1 Cytokines
3 Cytokines
19 Cytokines
11 Cytokines
19 Cytokines
12 Cytokines
7 Cytokines
17 Cytokines
9 Cytokines
17 Cytokines
16 Cytokines
2 Cytokines
19 Cytokines
3 Cytokines
9 Cytokines
9 Cytokines
19 Cytokines
14 Cytokines
1 Cytokines
11 Cytokines
11 Cytokines
7 Cytokines
2 Cytokines
5 Cytokines
11 Cytokines
4 Cytokines
17 Cytokines



SEMA3A
SEMA3B
SEMA3C
SEMA3D
SEMA3E
SEMA3F
SEMA3G
SEMA4A
SEMA4B
SEMAA4C
SEMA4D
SEMA4F
SEMA4G
SEMASA
SEMASB
SEMA6A
SEMA6B
SEMA6C
SEMA6D
SEMAT7A
SLIT1
SLIT2
SLURPI
SPP1

SST
STC1

STC2 stanniocalc STC-2|STC
TACI1 tachykinin jHs.2563|N}
TDGF1  teratocarcir CR|CR-1|C
TDGF1P3 teratocarcir CR-3|CRIP X
TG thyroglobul AITD3|TGI
TGFA transformin TFGA
TGFB1  transforminCED|DPDI
TGFB2  transforminG-TSF|LD
TGFB3  transforminARVD|AR
THPO thrombopoiMGDF|MK
TNC tenascin C 150-225|D}
TNF tumor necr(DIF|TNF-a
TNFRSF11TNF recept OCIF|OPG]
TNFSF10 TNF supert APO2L|Ap
TNFSF11 TNF superfCD254/0D
TNFSF12 TNF superf APO3L|DR
TNFSF13 TNF supert APRIL|CD:
TNFSF13BTNF supert BAFF|BLY
TNFSF14 TNF supertCD258HV
TNFSF15 TNF superfTL1|TL1A|
TNFSF18 TNF superf AITRL|GI1
TNFSF4 TNF supertCD134L|Cl]
TNFSF8 TNF supertCD153|CD.
TNFSF9 TNF supert4-1BB-L|C
TOR2A  torsin famil TORP1
TRH thyrotropin Pro-TRH|T
TSHB thyroid stin TSH-B| TSk
TSLP thymic stro -

TXLNA  taxilin alph IL14|TXLN
TYMP thymidine fECGF|ECC
UCN urocortin  UIJUROC
UCN2 urocortin 2 SRP[UCN-]
UCN3 urocortin 3 SCP|SPC|U
UTS2 urotensin 2 PRO1068|U

semaphorinCOLL1|HH
semaphorin LUCA-1|SI
semaphorinSEMAE|Se
semaphorinSema-Z2|cc
semaphorinM-SEMAH
semaphorin SEMA-IV!
semaphorin sem?2
semaphorinCORD10|R
semaphorinSEMAC]|Se
semaphorinM-SEMA-1
semaphorinA8BB18|C
ssemaphori M-SEMA|F
semaphorin -
semaphorin SEMAF|sei
semaphorinSEMAG|Se¢
semaphorin HTO18|SED
semaphorinEPM11|SE]
semaphorinSEMAY|m
semaphorin -
semaphorinCD108|CDr
slit guidancMEGF4|SL
slit guidanc SLIL3|Slit-
secreted LYANUP|ARS
secreted ph BNSPBSP
somatostati SMST
stanniocalc STC

7 Cytokines
3 Cytokines
7 Cytokines
7 Cytokines
7 Cytokines
3 Cytokines
3 Cytokines
1 Cytokines
15 Cytokines
2 Cytokines
9 Cytokines
2 Cytokines
10 Cytokines
5 Cytokines
3 Cytokines
5 Cytokines
19 Cytokines
1 Cytokines
15 Cytokines
15 Cytokines
10 Cytokines
4 Cytokines
8 Cytokines
4 Cytokines
3 Cytokines
8 Cytokines
5 Cytokines
7 Cytokines
3 Cytokines
Cytokines

8 Cytokines
2 Cytokines
19 Cytokines
1 Cytokines
14 Cytokines
3 Cytokines
9 Cytokines
6 Cytokines
8 Cytokines
3 Cytokines
13 Cytokines
17 Cytokines
17 Cytokines
13 Cytokines
19 Cytokines
9 Cytokines
1 Cytokines
1 Cytokines
9 Cytokines
19 Cytokines
9 Cytokines
3 Cytokines
1 Cytokines
5 Cytokines
1 Cytokines
22 Cytokines
2 Cytokines
3 Cytokines
10 Cytokines
1 Cytokines



UTS2B
VEGFA
VEGFB
VEGFC
VGF

VIP
XCL1
XCL2
ACVRIB
ACVRIC
ACVR2A
ACVR2B
ACVRLI1

urotensin 2 U2B|URP|U
vascular en MVCDI1|V]
vascular en VEGFL|VE
vascular en Flt4-L|LMF
VGF nerve SCG7|SgV]
vasoactive - PHM27

X-C motif (ATAC|LPT
X-C motif (SCM-1b|SC
activin A reACTRIB|A
activin A reACVRLK?7
activin A re ACTRII|A(C
activin A reACTRIIB|#
activin A reACVRLK 1

ADCYAP1ADCYAP 1PAC1PAC
ADIPORI1 adiponectin ACDCR1|C
ADIPOR?2 adiponectin ACDCR2|P

ADRBI
ADRB2
AGTRI1
AGTR2
AMHR2
ANGPTI1
ANGPT4

adrenocepttADRBIR|E
adrenocepttADRB2R |2
angiotensin AG2S|AGT

angiotensin AT2|ATGR X

anti-Muller AMHR|MI!
angiopoieti AGP1|AGFP
angiopoieti ANG3|AN(

ANGPTLI angiopoieti ANG3|AN(
ANGPTL2 angiopoieti ARP2|[HAR
ANGPTL3 angiopoieti ANG-5|AN
ANGPTLA4 angiopoieti ARP4|FIAF
ANGPTLG6 angiopoieti AGF|ARPS

APLNR
AR
AVPRIA
AVPRI1B
AVPR2
BMPRI1A
BMPR1B
BMPR2
BRDS
C3AR1
C5AR1
CALCR
CALCRL
ACKR2
CCR1
CCR10
CCR3
CCR4
CCRS
CCR6
CCR7
CCR8
CCR9
ACKR4
CCRL2
CD40
CMKLR1
CNTFR
CRHRI1
CRHR2
CRIM1
CRLFI

apelin recefAGTRL1|A

androgen rc AIS|ARS|D X

arginine va:AVPR Vla
arginine va:AVPR3|V1

arginine va;:ADHR|DI1 X

bone morpl 10g23del|A
bone morpt ALK-6|ALI
bone morpt BMPR-II|B
bromodom:SMAP|SM.
complemenAZ3B|C3A
complemenC5A|C5AR
calcitonin r CRT|CT-R]
calcitonin r CGRPR|CE
atypical ch¢« CCBP2|CC
C-C motif «CD191|CK
C-C motif ¢ GPR2

C-C motif «C C CKR3|
C-C motif «CC-CKR-4
C-C motif «CC-CKR-5
C-C motif (BN-1|C-C (
C-C motif (BLR2|CC-(
C-C motif «CC-CKR-8
C-C motif «CC-CKR-9
atypical ch¢CC-CKR-1
C-C motif cACKRS5|CK
CD40 moleBp50|CDW
chemerin cICHEMERI
ciliary neur -
corticotropiCRF-R|CRI
corticotropiCRF-RB|C]
cysteine ric CRIM-1|S5
cytokine re!CISS|CISS

3 Cytokines
6 Cytokines
11 Cytokines
4 Cytokines
7 Cytokines
6 Cytokines
1 Cytokines
1 Cytokines
12 Cytokine Receptors
2 Cytokine Receptors
2 Cytokine Receptors
3 Cytokine Receptors
12 Cytokine Receptors
7 Cytokine Receptors
1 Cytokine Receptors
12 Cytokine Receptors
10 Cytokine Receptors
5 Cytokine Receptors
3 Cytokine Receptors
Cytokine Receptors
12 Cytokine Receptors
8 Cytokine Receptors
20 Cytokine Receptors
1 Cytokine Receptors
9 Cytokine Receptors
1 Cytokine Receptors
19 Cytokine Receptors
19 Cytokine Receptors
11 Cytokine Receptors
Cytokine Receptors
12 Cytokine Receptors
1 Cytokine Receptors
Cytokine Receptors
10 Cytokine Receptors
4 Cytokine Receptors
2 Cytokine Receptors
5 Cytokine Receptors
12 Cytokine Receptors
19 Cytokine Receptors
7 Cytokine Receptors
2 Cytokine Receptors
3 Cytokine Receptors
3 Cytokine Receptors
17 Cytokine Receptors
3 Cytokine Receptors
3 Cytokine Receptors
3 Cytokine Receptors
6 Cytokine Receptors
17 Cytokine Receptors
3 Cytokine Receptors
3 Cytokine Receptors
3 Cytokine Receptors
3 Cytokine Receptors
20 Cytokine Receptors
12 Cytokine Receptors
9 Cytokine Receptors
17 Cytokine Receptors
7 Cytokine Receptors
2 Cytokine Receptors
19 Cytokine Receptors



CRLF2
CRLF3
CSF1R
CSF2RA
CSF2RB
CSF3R
CX3CR1
CXCR3
CXCR4
CXCRS
CXCR6
ACKR3

CYSLTRI cysteinyl le CYSLT1|C X

cytokine re«CRL2|CRL X|Y

cytokine recCREME-9|:
colony stimBANDDOf

colony stimCD116|CD X|Y

colony stimCD131|CD
colony stimCD114|GCi
C-X3-C mcCCRLI1|CM

C-X-CmotCD182|CD X

C-X-C mot CD184|D2¢
C-X-C motBLR1|CD1
C-X-C mot BONZO|CI
atypical chc CMKOR1|(

CYSLTR?2 cysteinyl e CYSLT2|C

ACKRI1
EDNRA
EDNRB
EGFR
ENG
EPOR
ESR1
ESR2
ESRRA
ESRRB
ESRRG
FGFRI1
FGFR2
FGFR3
FGFR4
FGFRL1
FLT1
FLT3
FLT4
FPR1
FPR2
FPR2
FSHR
GALR2
GALR3
GCGR
GHR
GHRHR
GHSR
GIPR
GLPIR
GLP2R
GNRHR
GPERI1
GPR17
GPR32
GPR33
PTGDR2
C5AR2
HNF4A
HNF4G
HTR3A
HTR3B
HTR3C
HTR3D
HTR3E

atypical ch« CCBP1|CD
endothelin IET-A[ETA|
endothelin ]ABCDSIET
epidermal gERBB|ERE
endoglin END|HHT]!
erythropoie EPO-R
estrogen recER|ESR|ES
estrogen re(ER-BETA]]
estrogen re]ERR1|ERR
estrogen re] DFNB35|E
estrogen re]ERR-gammr
fibroblast gBFGFR|CL
fibroblast gBBDS|BEK
fibroblast g ACH|CD33
fibroblast gCD334|JTK
fibroblast gFGFR-5|FC
fms related FLT|FLT-1
fms related CD135|FLE
fms related CHTD7|FL
formyl pept FMLP|FPR
formyl pept ALXR|FMI
formyl pept ALXR|FMI
follicle stin FSHR1|FS}
galanin reccGAL2-R|G.
galanin rec -

glucagon reGGR|GL-R
growth hortGHBP|GHI
growth hortGHRFR|G}
growth hort GHDP
gastric inhil PGQTL2
glucagon liiGLP-1|GLF
glucagon lil -
gonadotrop GNRHR1|(C
G protein-c CEPR|CME
G protein-c -

G protein-c RVDR1

G protein-c -
prostaglandCD294|CR’
complemenC5L2|GPF’
hepatocyte FRTS4|HN
hepatocyte NR2A2|NR
5-hydroxyti5-HT-3|5-H
5-hydroxyti 5-HT3B
5-hydroxyti -
5-hydroxyti SHT3D
5-hydroxyti5-HT3-E|5-
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5 Cytokine Receptors
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2 Cytokine Receptors
17 Cytokine Receptors
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17 Cytokine Receptors
5 Cytokine Receptors
7 Cytokine Receptors
3 Cytokine Receptors
19 Cytokine Receptors
6 Cytokine Receptors
17 Cytokine Receptors
4 Cytokine Receptors
7 Cytokine Receptors
2 Cytokine Receptors
19 Cytokine Receptors
14 Cytokine Receptors
11 Cytokine Receptors
19 Cytokine Receptors
20 Cytokine Receptors
8 Cytokine Receptors
11 Cytokine Receptors
11 Cytokine Receptors
3 Cytokine Receptors
3 Cytokine Receptors
3 Cytokine Receptors



IFNAR1
IFNAR2
IFNGR1
IFNGR2
IGF1R
IGF2R
IL10RA
IL10RB
IL11RA
IL12RB1
IL12RB2
IL13RA1
IL13RA2
IL15RA
IL2RB
IL17RA
IL17RB
IL17RC
IL17RD
IL17RE
IL18R1
IL18RAP
IL1IR1
IL1R2
IL1IRAP
IL1IRLI
IL1RL2
IL20RA
IL20RB
IL21IR
IL22RA1
IL22RA2
IL23R
IL27RA
IFNLRI1
IL2RA
IL2RB
IL2RG
IL31RA
IL3RA
IL4R
IL5RA
IL6R
IL7R
CXCRI1
CXCR2
IL9R
INSR
KDR
LEPR
LGR4
LGRS
LGR6
LHCGR
LIFR
LTB4R
LTB4R2
LTBR
MCIR
MC2R

interferon aAVP|IFN-a
interferon alFN-R|IFN-
interferon gCD119|IFN
interferon gAF-1]IFGR
insulin like CD221|IGF
insulin like CD222|CI-]
interleukin CD210|CD:
interleukin CDW210B
interleukin CRSDA
interleukin CD212|IL-
interleukin -

interleukin CD213A1|(X
interleukin CD213A2|(X

interleukin CD215
interleukin CD122|IL1
interleukin CANDF5|C
interleukin CRL4|EVIZ
interleukin CANDF9|II
interleukin HH18|IL-1
interleukin -
interleukin CD218a|CI
interleukin ACPL|CD2
interleukin CD121A|D
interleukin CD121b|CI
interleukin C3orf13|IL:
interleukin DER4|FIT-
interleukin IL-1Rrp2|II
interleukin CRF2-8|IL-
interleukin DIRS1|FNI
interleukin CD360|IMI
interleukin CRF2-9|IL.
interleukin CRF2-10|C
interleukin -
interleukin CRL1|IL-2
interferon :CRF2/12|IF
interleukin CD25|IDDI
interleukin CD122|IL1

interleukin CD132|CIL X

interleukin CRL|CRL3

interleukin CD123|IL3 X|Y

interleukin CD124|IL-
interleukin CD125|CDr
interleukin CD126|IL~¢
interleukin CD127|CD
C-X-C mot C-C|C-C-C
C-X-C motCD182|CDr

interleukin CD129|IL-¢X|Y

insulin receCD220|HH
kinase inse1tCD309|FLF
leptin recep CD295|LE}
leucine richBNMD17|(
leucine richFEX|GPR4
leucine richGPCR|VTS
luteinizing HHG|LCGI
LIF receptcCD118|LIF
leukotriene BLT1|BLT
leukotriene BLT2|BLT
lymphotoxiD12S370|L
melanocort CMMS5|MS
melanocort ACTHR
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5 Cytokine Receptors
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Cytokine Receptors
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4 Cytokine Receptors
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12 Cytokine Receptors
1 Cytokine Receptors
2 Cytokine Receptors
5 Cytokine Receptors
14 Cytokine Receptors
14 Cytokine Receptors
12 Cytokine Receptors
16 Cytokine Receptors
18 Cytokine Receptors



MC3R
MC4R
MCHRI1
MCHR2
MET
MLNR
MPL
MTNRIA
MTNRIB
NGFR
NMBR
NPRI1
NPR3
NROBI1
NROB2
NR1D1
NR1D2
NR1H2
NRI1H3
NR1H4
NRI112
NRI1I3
NR2Cl1
NR2C2
NR2E1
NR2E3
NR2F1
NR2F2
NR2F6
NR3Cl1
NR3C2
NR4A1
NR4A2
NR4A3
NR5A1
NR5A2
NR6A1
NRPI
NRP2
OGFR
OPRDI1
OPRK1
OPRL1
OPRM1
OSMR
OXTR
PGR
PGRMC2
PLAUR
PLXNAI
PLXNA2
PLXNA3
PLXNA4
PLXNBI
PLXNB2
PLXNB3
PLXNC1
PLXNDI1
PPARA
PPARD

melanocort BMIQ9M(
melanocort BMIQ20

melanin coiGPR24MC
melanin coitGPR145|Gl
MET proto- AUTS9|DF
motilin reccGPR38MT
MPL proto-C-MPL|CD
melatonin rMEL-1A-R
melatonin r FGQTL2|M
nerve grow CD271|Gp¢
neuromedirBB1|BB1R
natriuretic JANPRA|AT
natriuretic fANP-C|AN

nuclear recc AHC|AHCI X

nuclear rec SHP|SHP1
nuclear rectEAR1|REV
nuclear reccBD73|EAR
nuclear recc LXR-b|LX]
nuclear reccLXR-a|LX1
nuclear reccBAR|FXR|]
nuclear reccBXR|ONR'
nuclear reccCAR|CAR]
nuclear recc TR2
nuclear rect TAK1|TR4
nuclear rec¢ TLL|TLX|>
nuclear reccESCS|PNR
nuclear reccBBOAS|BE
nuclear reccARP-1|ARI
nuclear rectEAR-2|EAI
nuclear reccGCCR|GCI
nuclear reccMCR|MLR
nuclear reccGFRP1[HM
nuclear reccHZF-3|NO"
nuclear reccCHN|CSMI
nuclear recc AD4BP|EL
nuclear rec«B1F|B1F2|(
nuclear reccCT150|GCI
neuropilin . BDCA4|CL
neuropilin ZNP2|NPN2|
opioid grow -

opioid rece) DOP|DOR|
opioid rece]K-OR-1|K(
opioid relat KOR-3|KO
opioid rece] LMOR|M-(
oncostatin [IL-31R-bet:
oxytocin re OT-R
progesteror NR3C3|PR
progesteror DG6|PMBI
plasminoge CD87|U-P/
plexin Al NOVNOV
plexin A2 OCT|PLXM

plexin A3 6.3JHSSEX X

plexin A4 FAYV282(
plexin BI PLEXIN-B
plexin B2 MMI1|Nblal

plexin B3 PLEXB3/PI1X

plexin C1 CD232|PL2
plexin DI PLEXDI

peroxisomeNR1C1|PP.,
peroxisome FAAR|NR1
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2 Cytokine Receptors
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8 Cytokine Receptors
20 Cytokine Receptors
6 Cytokine Receptors
5 Cytokine Receptors
3 Cytokine Receptors
11 Cytokine Receptors
4 Cytokine Receptors
19 Cytokine Receptors
3 Cytokine Receptors
1 Cytokine Receptors
Cytokine Receptors

7 Cytokine Receptors
3 Cytokine Receptors
22 Cytokine Receptors
Cytokine Receptors

12 Cytokine Receptors
3 Cytokine Receptors
22 Cytokine Receptors
6 Cytokine Receptors



PPARG
PRLHR
PRLR
PTAFR
PTGDR
PTGDS
PTGERI
PTGER2
PTGER3
PTGER4
PTGFR
PTHIR
PTH2R
RARA
RARB
RARG
ROBO1
ROBO2
ROBO3
RORA
RORB
RORC
RXFP1
RXFP2
RXFP3
RXRA
RXRB
RXRG
S1PR1
S1PR2
SCTR
SDC1
SDC2
SDC3
SDC4
SORT1
SSTR1
SSTR2
SSTRS
ST2
TACRI1
TEK
TGFBR1
TGFBR2
TGFBR3
THRA
THRB
TIE1

peroxisome CIMT1|GL
prolactin re GPR10|GR
prolactin re HPRL|MF £
platelet acti PAFR
prostagland AS1|ASRT
prostagland L-PGDSILI
prostagland EP1
prostagland EP2
prostagland EP3|EP3-I|]
prostagland EP4|EP4R
prostagland FP
parathyroid EKNS|PFE
parathyroid PTHR2
retinoic aciNR1B1|RA
retinoic aciHAPMCO:!
retinoic aciNR1B3|RA
roundabout DUTT1|SA
roundabout SAX3
roundabout HGPPS|HC
RAR relate IDDECA|N
RAR relate EIGI5|NR]1
RAR relate IMD42|NR
relaxin fam LGR7|RXF
relaxin fam GPR106|Gl
relaxin fam GPCR 1351
retinoid X tNR2B1
retinoid X tDAUDI6|H
retinoid X iINR2B3|RX
sphingosineCD363|CH
sphingosincAGR16|DF
secretin rec SR
syndecan 1 CD138|SD(
syndecan 2 CD362|HSI
syndecan 3 SDCN|SYD
syndecan 4 SYND4
sortilin 1~ Gp95|LDL(
somatostati SRIF-2|SS-
somatostati -
somatostati SS-5-R
tachykinin INK1R|NKI
TEK receptCD202B|G
transformin AATS|AC\
transformin AAT3|FAA
transforminBGCAN|be
thyroid hortAR7|CHN(
thyroid horiC-ERBA-2
tyrosine kir JTK14|TIE

TNFRSF10TNF recept APO2|CD2
TNFRSF10TNF recept CD262|DR.
TNFRSF10TNF recept CD263|DC.
TNFRSF10TNF recept CD264|DC
TNFRSF11TNF recept CD265|FE(
TNFRSF12TNF recept CD266[FN'
TNFRSF13TNF recept CD267|CV
TNFRSF13TNF recept BAFF-R|B.
TNFRSF14TNF recept ATAR|CD:
TNFRSF17TNF recept BCM|BCM
TNFRSF18TNF recept AITR|CD3:
TNFRSF19TNF recept TAJ|TAJ-al
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TNFRSF1ATNF recept CD120a|FP
TNFRSF1ETNF recept CD120b|TE
TNFRSF21TNF recept BM-018|CI
TNFRSF25TNF recept APO-3|DD.
TNFRSF4 TNF recept ACT35|CD
TNFRSFOETNF recept DCR3|DJS5¢
TNFRSF8 TNF recept CD30|D1S’
TNFRSF9 TNF recept4-1BB|CD1

TRHR
TSHR
TUBB3
VDR
VIPR1
VIPR2
XCR1
IFNA10
IFNA13
IFNA14
IFNA16
IFNA17
IFNA2
IFNA21
IFNA4
IFNAS
IFNA6
IFNA7
IFNAS
IFNB1
IFNE
IFNG
IFNK
IFNW1
IFNAR2
IFNGR1
IFNGR2
IL11
IL12A
IL12B
IL13
IL15
IL16
IL17A
IL17B
IL17C
IL17D
IL17F
IL18
IL19
ILTA
IL1B
IL1F10
IL36RN
IL36A
IL37
IL36B
IL36G
ILIRN
IL2
IL20
IL21

thyrotropin CHNG7|TR
thyroid stin CHNG1|LC
tubulin bet: CDCBM|C.
vitamin D rNR111|PPP
vasoactive :HVRI1|II|P/
vasoactive :C16DUPq3
X-C motif (CCXCR1|C
interferon alFN-alphaC
interferon a -

interferon alFN-alphak
interferon alFN-alpha-
interferon alFN-alphal|
interferon alFN-alpha-.
interferon alFN-alphal|
interferon alFN-alpha4
interferon alFN-alpha-:
interferon alFN-alphak
interferon alFN-alphal
interferon alFN-alphaF
interferon tIFBI|IFF|IF!
interferon e [IFN-E|IFNI
interferon g [FG|IFI
interferon kKIFNT1|INF
interferon ¢ -

interferon alFN-R|IFN-
interferon gCD119|IFN
interferon gAF-1]IFGR
interleukin AGIF|IL-11
interleukin CLMF|IL-1
interleukin CLMF|CLM
interleukin IL-13|P600
interleukin IL-15
interleukin LCF|NIL1¢
interleukin CTLA-8|C"
interleukin IL-17BJIL-:
interleukin CX2|IL-17¢
interleukin IL-17D
interleukin CANDF6|I]
interleukin IGIF|IL-18]
interleukin IL-10C|MLC
interleukin IL-1 alphall
interleukin IL-1|IL1-B]
interleukin FIL1-theta|
interleukin FIL1|FIL1(
interleukin FIL1|FIL1(
interleukin FIL1|FIL1(
interleukin FIL1|FIL1-
interleukin IL-1F9|IL-]
interleukin DIRA|ICIL
interleukin IL-2|TCGF
interleukin IL-20[IL10]
interleukin CVID11|IL
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21 Interferon Receptor
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19 Interleukins
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5 Interleukins
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5 Interleukins
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IL22
IL23A
1L.24
IL25
IL26
1L27
IFNL2
IFNL3
IFNL1
IL3

IL31
IL32
IL33
IL34

1L4

IL5

IL6
IL6ST
IL7
CXCLS8
IL9
TXLNA
IL10RA
IL10RB
IL11RA
IL12RB1
IL12RB2
IL13RAL1
IL13RA2
IL15RA
IL2RB
IL17RA
IL17RB
IL17RC
IL17RD
IL17RE
IL18R1
IL18RAP
IL1R1
IL1R2
IL1IRAP
IL1RLI
IL1RL2
IL20RA
IL20RB
IL21IR
IL22RA1
IL22RA2
IL23R
IL27RA
IFNLRI1
IL2RA
IL2RB
IL2RG
IL31RA
IL3RA
IL4R
IL5RA
IL6R
IL7R

interleukin IL-21[IL-2Z2
interleukin IL-23[IL-22
interleukin C49A|FISP
interleukin IL17E
interleukin AK155|IL-:
interleukin IL-27|IL-27
interferon LIL-28A|IL2
interferon LIFN-lambd:
interferon 1: IL-29|IL29
interleukin IL-3MCG}
interleukin IL-31
interleukin IL-32alphal
interleukin C9orf26/DY
interleukin C160rf77|11
interleukin BCGF-1|B(
interleukin EDF|IL-5|T
interleukin BSF-2|BSF
interleukin CD130|CD
interleukin IL-7
C-X-C mot GCP-1|GCI
interleukin HP40|IL-9|
taxilin alph IL14|TXLN
interleukin CD210|CD:
interleukin CDW210B
interleukin CRSDA
interleukin CD212|IL-
interleukin -
interleukin CD213A1|(X
interleukin CD213A2|(X
interleukin CD215
interleukin CD122|IL1
interleukin CANDF5|C
interleukin CRL4|EVIZ
interleukin CANDF9|II
interleukin HH18|IL-1
interleukin -
interleukin CD218a|CI
interleukin ACPL|CD2
interleukin CD121A|D
interleukin CD121b|CI
interleukin C3orf13|IL.
interleukin DER4|FIT-
interleukin IL-1Rrp2|II
interleukin CRF2-§|IL-
interleukin DIRS1|FNI
interleukin CD360|IMI
interleukin CRF2-9|IL.
interleukin CRF2-10|C
interleukin -
interleukin CRLI|IL-2
interferon :CRF2/12|TF
interleukin CD25|IDDI
interleukin CD122|IL1
interleukin CD132|CIC X
interleukin CRL|CRL3

interleukin CD123|IL3 X|Y

interleukin CD124|IL-«
interleukin CD125|CD
interleukin CD126|IL-¢
interleukin CD127|CD
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CXCR1l C-X-CmotC-C|C-C-C
CXCR2 C-X-CmotCDI182|CD

IL9R interleukin CD129|IL-¢X|Y

ST2 - -

HLA-A  major histo HLAA
HLA-B  major histo AS[B-4901
HLA-C  major histo D6S204|HL
HLA-E  major histo HLA-6.2|Q
HLA-G  major histo MHC-G
KIR3DL1 killer cell itCD158E1[k
KIR3DL2 killer cell it3DL2|CD1:
KIR2DL1 killer cell itCD158A|K
KIR2DL2 killer cell itCD158B1|(
KIR2DL3 killer cell itCD158B2|(
KIR2DLA4 killer cell itCD158D|G
KIR2DLS5Akiller cell itCD158F[K1
KLRC1  killer cell tCD159AN
KLRC2  killer cell eCD159¢|NE
KLRC3  killer cell kNKG2-E|N
KLRD1 killer cell 1e CD94
PTPN6  protein tyrc HCPHCPE
PTPN11 protein tyrcBPTP3|CF(
ICAM1 intercellula BB2|CD54|
ICAM2 intercellula CD102
ITGAL  integrin sutCD11A|LF.
ITGB2 integrin sutCD18|LAD
PTK2B  protein tyrcCADTK|C:
VAV3 vav guaning -

VAV1 vav guanint VAV
VAV2 vav guanint VAV-2
RAC1 Rac family MIG5|MRI
RAC2 Rac family EN-7|Gx|H
RAC3 Rac family -

PAK1 p21 (RACI1IDDMSSD
MAP2K1 mitogen-ac CFC3[MAF
MAP2K2 mitogen-ac CFC4/MAF
MAPK1 mitogen-ac ERK|ERK-
MAPK3  mitogen-ac ERK-1|ERI
TNF tumor necr(DIF|TNF-a
CSF2 colony stimCSF|GMC¢
IFNG interferon g IFGJIFI
KIR2DS1 killer cell itCD158H|C
KIR2DS3 Kkiller cell it NKAT7
KIR2DS4 killer cell itCD1581|KI
KIR2DSS5 killer cell itCD158G|N
NCR2 natural cytcCD336|LY!
TYROBP transmembiDAP12|KA
LCK LCK proto-IMD22|LS}
FCGR3A Fc fragmenCD16|CD1i
FCGR3B Fc fragmenCD16/CD1:
NCRI1 natural cytcCD335|LY!
NCR3 natural cytc 1C7|CD33%
FCERI1G Fc fragmen FCRG
CD247  CD247 molCD3-ZETA
ZAP70  zeta chain cCADMIO2|I]
SYK spleen asso p72-Syk
LCP2 lymphocyte SLP-76|SL]
LAT linker for alMD52|LA’
PLCG1  phospholipiNCKAP3|P
PLCG2  phospholip: APLAIDIF(

2 Interleukins Receptor

2 Interleukins Receptor

Interleukins Receptor

11 Interleukins Receptor
6 NaturalKiller Cell Cytotoxicity
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SH3BP2
PIK3CA
PIK3CB
PIK3CD
PIK3CG
PIK3R5
PIK3R1
PIK3R2
PIK3R3
FYN
SHC2
SHC4
SHC3
SHC1
GRB2
SOS1
SOS2
HRAS
KRAS
NRAS
ARAF
BRAF
RAF1
MICA
MICB
ULBP3
ULBP2
ULBP1
KLRK1
HCST
CD48
CD244
PPP3CA
PPP3CB
PPP3CC
CHP1
PPP3R1
PPP3R2
CHP2
NFATS
NFATCI1
NFATC2
NFATC3
NFATC4
PRKCA
PRKCB
PRKCG
SH2D1B
SH2D1A
IFNGR1
IFNGR2
IFNA1
IFNA2
IFNA4
IFNAS
IFNA6
IFNA7
IFNAS
IFNA10
IFNA13

SH3 domai 3BP-2|3BP:
phosphatidiCLAPO|CL
phosphatidiP110BETA
phosphatid: APDS|IMD
phosphatidPI3CG|PI3]
phosphoinoF73003811!
phosphoinc AGM7|GRI
phosphoinoMPPH|MPI
phosphoinop55|p55-G+
FYN proto-SLK|SYN|;
SHC adaptcSCK|SHCE
SHC adaptcRaLP|SHCI
SHC adapt(N-Shc|NSH
SHC adaptcSHC|SHCA
growth fact ASH|EGFR
SOS Ras/R GF1|GGF1|
SOS Ras/R NS9|SOS-2
HRas proto C-BAS/HA
KRAS prot'C-K-RAS|(
NRAS prot ALPS4|CM

A-Raf protctA-RAF|AR X

B-Raf protcB-RAF1|B-
Raf-1 protoCMDINN]|(
MHC class MIC-A|PE}
MHC class PERB11.2
UL16 bindiN2DL-3|N}
UL16 bindiALCAN-al
UL16 bindiN2DL-1|N}
killer cell eCD314|D1%
hematopoieDAP10|KA
CD48 moleBCM1|BL/
CD244 mol2B4|NAIL|
protein pho ACCIID|C:
protein pho CALNA2|C
protein pho CALNA3|C
calcineurin CHP|SLC9.
protein pho CALNB1|C
protein pho PPP3RL
calcineurin -

nuclear faciNF-ATS5|NI
nuclear faciINF-ATC|N
nuclear faciINFATI|NF
nuclear faciINF-AT4c|M
nuclear faciNF-AT3|NI
protein kin: AAG6|PKC
protein kin: PKC-beta|P
protein kin: PKC-gammr
SH2 domai EAT2

SH2 domai DSHP|EBV X

interferon gCD119|IFN
interferon gAF-1]IFGR
interferon alFL|IFN|IF]
interferon alFN-alpha-!
interferon alFN-alpha4
interferon alFN-alpha-:
interferon alFN-alphak
interferon alFN-alphal
interferon alFN-alphaE
interferon alFN-alphaC
interferon a-
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IFNA14 interferon alFN-alphak
IFNA16 interferon alFN-alpha-
IFNA17 interferon alFN-alphal]
IFNA21 interferon alFN-alphal]
IFNB1 interferon tIFBJ|IFF|IF?
IFNAR1 interferon aAVP|IFN-a
IFNAR2 interferon alFN-R|IFN-
TNFSF10 TNF superf APO2L|Ap
TNFRSF10TNF recept CD264|DC
TNFRSF10TNF receptCD263|DC
TNFRSF10TNF recept CD262|DR.
TNFRSF10TNF recept APO2|CD2
FASLG Fasligand ALPS1B|A
FAS Fas cell sur ALPS1AJA
GZMB  granzyme EC11|CCPI|(
PRF1 perforin 1| HPLH2|PI|
CASP3  caspase 3 CPP32|CPF
BID BH3 interacFP497
CD3D CD3d moleCD3-DEL1
CD3E CD3e moleIMD18|T3F
CD3G CD3g moleCD3-GAM
CD247  CD247 molCD3-ZETA
CD4 CD4 molec CD4mut
CDSA CD8a mole CDS§|Leu2jy
CDSB CD8b moleCDSB1|LE
PTPRC  protein tyrcB220|CD4:
LCK LCK proto-IMD22|LS}
FYN FYN proto-SLK|SYN|;
ZAP70  zeta chain cCADMIO2|I]
LCP2 lymphocyte SLP-76|SL]

LAT linker for alMD52|LA’
ITK IL2 inducit EMT|LPFS
TEC tec protein - PSCTK4

NCK1 NCK adapt NCK|NCK:
NCK2 NCK adapt GRB4|NCKk
VAV3 vav guanin¢ -

VAV1 vav guaninc VAV
VAV2 vav guaninc VAV-2
GRAP2  GRB?2 relat GADS|GR:
GRB2 growth fact ASH|EGFR
PAKI1 p21 (RACIIDDMSSD
PAK2 p21 (RACIPAK65PA

PAK3  p21 (RACIARAMRX X

PAK4 p21 (RACI -

PAK6 p21 (RAC1PAKS
PAKS p21 (RACI PAK7
RHOA  ras homolojARHI2|AR
CDC42  cell divisiotCDC42Hs|(
PPP3CA protein pho ACCIID|C:
PPP3CB protein pho CALNA2|C
PPP3CC protein pho CALNA3|C
CHP1 calcineurin CHP|SLCO.
PPP3R1  protein pho CALNB1|C
PPP3R2  protein pho PPP3RL
CHP2 calcineurin -

NFATS5  nuclear faciINF-ATS5|NI
NFATC1 nuclear faciNF-ATC|N
NFATC2 nuclear faciINFATI1|NF
NFATC3 nuclear faciINF-AT4cN
NFATC4 nuclear faciINF-AT3|NI
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SOS1 SOS Ras/R GF1|GGF1|
SOS2 SOS Ras/R NS9|SOS-2
HRAS HRas proto C-BAS/HA
KRAS KRAS prot'C-K-RAS|(
NRAS NRAS prot ALPS4|CM
FOS Fos proto-oAP-1|C-FO
JUN Jun proto-o AP-1|AP1|c
CARDI11 caspase rec BENTA|BI
BCL10  BCL10 imr CARMEN]|:
MALT!I MALTI paIMD12|ML
CHUK  component IKBKAJIK]
IKBKB inhibitor of IKK-betalll
IKBKG  inhibitor of AMCBX1|1X
NFKB1  nuclear factCVID12|ElL
RELA RELA prott CMCUINF]
NFKBIA NFKB inhi EDAID2|IK
NFKBIB NFKB inhilIKBB|TRIF
NFKBIE NFKB inhil IKBE
CD28 CD28 mole Tp44
ICOS inducible T AILIM|CD:
CD40LG CDA40 liganCD154|CD:- X
PIK3RS5  phosphoinoF730038I1:
PIK3R1  phosphoincAGM7|GR]
PIK3R2  phosphoinoMPPH|MPI
PIK3R3  phosphoinop55|p55-G#
PIK3CA phosphatidiCLAPOI|CL
PIK3CB phosphatidiP110BETA
PIK3CD phosphatidt APDS|IMD
PIK3CG phosphatidPI3CGIPI3I]
AKT3 AKT serineMPPH|MPI
AKTI AKT serine AKT|CWSi
AKT2 AKT serineHIHGHH|P
MAP3K8 mitogen-ac AURA2|C(
MAP3K14 mitogen-ac FTDCR1B]|
PDCD1  programmeCD279|PD-
CTLA4  cytotoxic TALPS5|CD
PTPN6  protein tyrcHCPJHCPE
CBLC Cbl proto-oCBL-3|CBI
CBL Cbl proto-oC-CBL|CB
CBLB Cbl proto-oCbl-b|Nblal
L2 interleukin IL-2|TCGF
L4 interleukin BCGF-1|B(
ILS interleukin EDF|IL-5|T
IL10 interleukin CSIF|GVH
IFNG interferon g [FG|IFI
CSF2 colony stimCSF|GMC¢
TNF tumor necr(DIF|TNF-a
CDK4 cyclin depe CMM3|PSk
RASGRP1 RAS guany CALDAG-
PDK1 pyruvate de -

PLCG1  phospholipiNCKAP3|P
PRKCQ protein kinePRKCT|nP.
TRAC T cell recer IMD7|TCR
TRAJ1 T cell recer -

TRAJ2 T cell recer -

TRAJ3 T cell receg -

TRAJ4 T cell recer -

TRAJ5 T cell recer -

TRAJ6 T cell recer -

TRAJ7 T cell recer -
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TRAIJ8
TRAJ9
TRAJ10
TRAJ11
TRAJ12
TRAJ13
TRAJ14
TRAJ15
TRAJ16
TRAJ17
TRAJ18
TRAJ19
TRAJ20
TRAJ21
TRAJ22
TRAJ23
TRAJ24
TRAJ25
TRAJ26
TRAJ27
TRAJ28
TRAJ29
TRAJ30
TRAJ31
TRAJ32
TRAJ33
TRAJ34
TRAJ3S
TRAJ36
TRAJ37
TRAJ38
TRAJ39
TRAJ40
TRAJ41
TRAJ42
TRAJ43
TRAJ44
TRAJ45
TRAJ46
TRAJ47
TRAJ48
TRAJ49
TRAJ50
TRAJS2
TRAJS3
TRAJ54
TRAJ56
TRAJ57
TRAJS8
TRAJ59
TRAJ61
TRAVI-1
TRAV1-2
TRAV2
TRAV3
TRAV4
TRAVS
TRAV7
TRAVS-1
TRAVS-2

T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
T cell receg -
T cell recer -
T cell recer -
T cell recer -
T cell recer -
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T cell recer -
T cell recegTCRAV1S
T cell recegTCRAV1S:
T cell recegTCRAV 11!
T cell receg TCRAV16{
T cell receg TCRA V20!
T cell receg TCRAV15¢
T cell recegTCRAV7S
T cell recegTCRAV1S
T cell receg TCRAV1S:
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TRAVS-3 T cell recegTCRAV1S:
TRAVS8-4 T cell recegTCRAVIS:
TRAVS-6 T cell recegTCRAVIS!
TRAVS-7 T cell recegTCRAVSS’
TRAVO9-1 T cell receg TCRAV9S
TRAV9-2 T cell receg TCRAV22!
TRAV10 T cell recegTCRAV10!
TRAVI12-1T cell recef TCRAV 12!
TRAV12-2T cell recefTCRAV 12!
TRAV12-3T cell receg TCRAV 12!
TRAV13-1T cell receg TCRAV 13!
TRAV13-2T cell recegTCRAV 13!
TRAV14D'T cell receg TCRAV6S
TRAV16 T cell receTCRAV16!
TRAV17 T cell recegTCRAV17!
TRAVI18 T cell recefTCRAV18!
TRAV19 T cell recegTCRAV12!
TRAV20 T cell receg TCRAV20!
TRAV21 T cell recefTCRAV21!
TRAV22 T cell recegTCRAV 13!
TRAV23D'T cell recefTCRAV 17!
TRAV24 T cell receTCRAV18!
TRAV25 T cell recegTCRAV25!
TRAV26-1T cell receg TCRAV26!
TRAV26-2T cell receg TCRA V26!
TRAV27 T cell recegTCRAV10!
TRAV29D'T cell receg TCRA|TCE
TRAV30 T cell recegTCRAV29!
TRAV34 T cell receg TCRAV26!
TRAV35 T cell recegTCRAV25!
TRAV36D'T cell receg TCRAV28!
TRAV38-1T cell receg TCRAV 14!
TRAV38-2T cell receg TCRAV 14!
TRAV39 T cell rece TCRAV27!
TRAV40 T cell recegTCRAV3I1!
TRAV41 T cell recegTCRAV19!
TRBC1 T cell recegBV05S1J2.
TRBC2 T cell recef TCRBC2
TRBD1 T cell recef TCRBD1
TRBD2 T cell receg TCRBD2
TRBJ1-1 T cell recegTCRBJ1S1
TRBJ1-2 T cell rece TCRBJ1S2
TRBJ1-3 T cell receg TCRBJ1S3
TRBJ1-4 T cell receg TCRBJ1S4
TRBJ1-5 T cell receg TCRBJ1S5
TRBJ1-6 T cell receg TCRBJ1S6
TRBJ2-1 T cell receg TCRBJ2S1
TRBJ2-2 T cell receg TCRBJ2S2
TRBJ2-3 T cell recef TCRBJ2S3
TRBJ2-4 T cell receg TCRBJ2S4
TRBJ2-5 T cell receg TCRBJ2S5
TRBJ2-6 T cell recef TCRBJ2S6
TRBJ2-7 T cell receg TCRBJ2S7
TRBV2 T cell receg TCRBV22
TRBV3-1 T cell recefTCRBV3S
TRBV4-1 T cell recegBV07S1J2.
TRBV4-2 T cell receg TCRBV4S.
TRBV4-3 T cell receg TCRBV4S!
TRBVS5-1 T cell recegTCRBVSS
TRBVS5-4 T cell receg TCRBVS5S¢
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TRBVS5-5 T cell receg TCRBVSS!
TRBV5-6 T cell receg TCRBVS5S.
TRBVS5-7 T cell receeTCRBVSS’
TRBVS5-8 T cell receg TCRBV5S¢
TRBV6-1 T cell receg TCRBV 13
TRBV6-2 T cell recegTCRBV 13
TRBV6-3 T cell recegTCRBV 13
TRBV6-4 T cell recefTCRBV13¢
TRBV6-5 T cell recegTCRBV 13
TRBV6-6 T cell recegTCRBV13¢
TRBV6-7 T cell receeTCRBV 13
TRBV6-8 T cell recegTCRBV 13
TRBV6-9 T cell receg TCRBV 13
TRBV7-2 T cell receg TCRBV6S:
TRBV7-3 T cell receeTCRBV6S
TRBV7-4 T cell rece TCRBV6S!
TRBV7-6 T cell recegTCRBVG6S!
TRBV7-7 T cell receg TCRBV6S(
TRBV7-8 T cell receg TCRBV6S.
TRBV7-9 T cell receg TCRB|TCR
TRBV9 T cell recefTCRBV1S
TRBV10-1T cell receg TCRBV10¢
TRBV10-2T cell receg TCRBV10¢
TRBV10-3T cell recee TCRBV10¢
TRBV11-1T cell receeTCRBV11¢
TRBV11-2T cell receeTCRBV11¢
TRBV11-3T cell recegTCRBV11¢
TRBV12-3T cell receg TCRBV 12
TRBV12-4T cell recef TCRBV12¢
TRBV12-5T cell receeTCRBV 12
TRBV13 T cell recegTCRBV13¢
TRBV14 T cell recegTCRBV14¢
TRBV15 T cell recegTCRBV15¢
TRBV16 T cell recegBV25S1J1.
TRBV17 T cell recegTCRBV17¢
TRBV18 T cell recegTCRBV18¢
TRBV19 T cell receeTCRBV17¢
TRBV20-1T cell receg TCRBV20¢
TRBV24-1T cell receg TCRBV15¢
TRBV25-1T cell recegTCRBV11¢
TRBV27 T cell recegTCRBV14¢
TRBV28 T cell recef TCRBV2S
TRBV29-1T cell receg TCRBV29¢
TRBV30 T cell recegTCRBV20¢
TRDC T cell recer TCRD
TRDDI1 T cell recef -

TRDD2 T cell recer -

TRDD3 T cell recer TCRD
TRDIJ1 T cell recer TCRD
TRDJ2 T cell recer -

TRDJ3 T cell recef -

TRDJ4 T cell recer -

TRDV1 T cell receg hDV101S1
TRDV2 T cell receg hDV102S1
TRDV3 T cell receg hDV103S1
TRGV9 T cell recegTCRGVI|T
TRGVS T cell receg TCRGVS|V
TRGVS T cell recegeTCRGVS5|V
TRGV4 T cell receg TCRGV4|V
TRGV3 T cell receeTCRGV3|V
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TRGV2 T cell recefTCRGV2[V
TRGJP2 T cell recep JP2|TCRGI
TRGJP1 T cell recepJP1|TCRGI
TRGJP T cell recep JP|TCRGIJF
TRGJ2 T cell recepJ2|TCRGJ2
TRGJ1 T cell recepJ1|TCRGJ1
TRGC2 T cell recegTCRGC2|T
TRGC1 T cell recegC1|TCRG/1
TRAV6 T cell recegTCRAVSS
BMP1 bone morptOI13|PCOL
BMP10  bone morp! -

BMP15  bone morpt GDF9B|OL X
BMP2 bone morpt BDA2|BMI
BMP3 bone morpl BMP-3A
BMP4 bone morpl BMP2B|BN
BMPS5 bone morpl -

BMP6 bone morpl VGR|VGR
BMP7 bone morpt OP-1
BMPSA  bone morpl OP-2
BMP8B  bone morpt BMPS|OP2
GDF1 growth diff CERS1|CH
GDF10  growth diff BIP[BMP-3
GDF11  growth diff BMP-11|B!
GDF15  growth diff GDF-15|M]
GDF2 growth diff BMP-9|BM
GDF3 growth diff KFS3MCC
GDF5 growth diff BDA1C|BN
GDF6 growth diff BMP-13|B!
GDF7 growth diff BMP12
GDF9 growth diff POF14
GDNF glial cell deATF|ATF1|
INHA inhibin subr -

INHBA  inhibin subt EDF|FRP
INHBB  inhibin subi-

INHBC  inhibin subi IHBC
INHBE  inhibin subi-

LEFTY1 left-right dedLEFTB|LE
LEFTY2 left-right dedEBAF|LEF
NODAL nodal grow HTXS
TGFB1  transforminCED|DPDI
TGFB2  transforminG-TSF|LD¢
TGFB3  transforminARVD|AR
ACVRIB activin A reACTRIB|A
ACVRIC activin A reACVRLK7
ACVR2A activin A re ACTRIIJA(C
ACVR2B activin A reACTRIIB|#
ACVRLI activin A reACVRLK1
AMHR2  anti-Muller AMHRMI!
BMPRI1A bone morpl 10g23del|A
BMPRI1B bone morpt ALK-6|ALI
BMPR2  bone morpt BMPR-II|B
TGFBR1 transforminAATS5|AC\
TGFBR2 transforminAAT3|FAA
TGFBR3 transforminBGCAN|be
TNFRSF11TNF recept OCIF|OPG]
TNFSF10 TNF supert APO2L|Ap
TNFSF11 TNF supertCD254/0D
TNFSF12 TNF superf APO3L|DR
TNFSF13 TNF supert APRIL|CD:

TNFSF13BTNF superf BAFFBLY
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TNFSF14 TNF supertCD258HV
TNFSF15 TNF superf TL1|TL1A]
TNFSF18 TNF superf AITRL|GI1
TNFSF4 TNF supertCD134L|ClI
TNFSF8 TNF superfCD153|CD.
TNFSF9 TNF supert4-1BB-L|C
TNFRSF10TNF recept CD262|DR.
TNFRSF10TNF recept CD263|DC
TNFRSF10TNF recept CD264|DC
TNFRSF11TNF recept CD265|FE(
TNFRSF12TNF recept CD266|FN'
TNFRSF13TNF recept CD267|CV.
TNFRSF13TNF recept BAFF-R|B.
TNFRSF14TNF recept ATAR|CD:
TNFRSF17TNF recept BCM|BCM
TNFRSF18TNF recept AITR|CD3:
TNFRSF19TNF recept TAJ|TAJ-al
TNFRSF1ATNF recept CD120a|FP
TNFRSF1ETNF recept CD120b|TE
TNFRSF21TNF recept BM-018|CI
TNFRSF25TNF recept APO-3|DD.
TNFRSF4 TNF recept ACT35|CD
TNFRSF6ETNF recept DCR3|DJ5¢
TNFRSF8 TNF receptCD30|D1S’
TNFRSF9 TNF recept4-1BB|CD1
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Supplementary 3 Co-expressed mRNA

symbol
NOX4
VCAN
INHBA
COLS8ALI
COLI10A1
THBS2
PRRX1
KCND2
CTHRCI1
ANTXR1
SULF1

ST6GALNACS

RAB31
POSTN
SPARC
FAP
ASPN
LUM
COL5A2
SPOCK1
NTM
SFRP4
COLI11A1
LOX
WISP1
PPAPDCIA
BGN
COLBA2
AEBP1
FBNI1
TENM4
ECM2
ITGA11
COL1A2
OLFML2B
COL3Al
CDHI11
ADAMTSI12
LRRC15
OLR1
PLXDC2
FAM26E
ISM1
BICC1
ADAM]12
P4HA3
FGF1
NALCN
CDH2
KCNE4
COLI1A1
COL5Al
CMTM3
FNDC1
COL12A1
DOKS5
GPR176
TGFB3

correlation pvalue

1
0.884007
0.883179
0.881659
0.880247
0.879597
0.876591
0.871782
0.861228
0.857947
0.855768
0.850349
0.845575

0.84305
0.841459
0.840486
0.835146
0.834908
0.831806
0.831141
0.826443
0.825098
0.822712
0.816923
0.814078

0.81338
0.812652
0.801114
0.800257
0.799936
0.799576
0.794142
0.792822
0.791353

0.79039
0.782437
0.781853
0.779808
0.779308

0.77717
0.774929
0.773329
0.769543
0.768868

0.76848
0.765055
0.763607
0.763571
0.762114
0.761923
0.761643
0.758711
0.758597
0.757832
0.755608

0.75509
0.754651
0.754148

ENTREZID
0 50507
8.89E-142 1462
3.65E-141 3624
4.75E-140 1295
4.99E-139 1300
1.46E-138 7058
1.92E-136 5396
3.64E-133 3751
2.05E-126 115908
1.99E-124 84168
3.89E-123 23213
5.16E-120 81849
2.30E-117 11031
5.33E-116 10631
3.76E-115 6678
1.23E-114 2191
7.07E-112 54829
9.33E-112 4060
3.36E-110 1290
7.17E-110 6695
1.39E-107 50863
6.09E-107 6424
8.13E-106 1301
3.74E-103 4015
7.02E-102 NA
1.43E-101 NA
3.00E-101 633
2.43E-96 1296
5.47E-96 165
7.39E-96 2200
1.04E-95 26011
1.58E-93 1842
5.23E-93 22801
1.96E-92 1278
4.65E-92 25903
4.82E-89 1281
7.94E-89 1009
4.49E-88 81792
6.84E-88 131578
4.09E-87 4973
2.61E-86 84898
9.65E-86 NA
2.05E-84 140862
3.51E-84 80114
4.79E-84 8038
7.12E-83 283208
2.20E-82 2246
2.26E-82 259232
6.98E-82 1000
8.09E-82 23704
1.00E-81 1277
9.39E-81 1289
1.02E-80 123920
1.83E-80 84624
9.69E-80 1303
1.43E-79 55816
1.98E-79 11245
2.87E-79 7043



FSTL1
PDGFRB
PDGFC
COLG6A3
HTRA3
CHSY3
FAMI19A5
MXRAS
MXRAS5
GPC6
ITGBL1
BCATI
DIO2
TNFAIP6
HECW1
NUAK1
HTRA1
PRICKLE1
GFPT2
FIBIN
CERCAM
VGLL3
LTBP2
DSE
KCNIJ15
PXDN
PPEF1
THY1
GLT8D2
C5orfd6
LZTS1
GPR68
ZNF469
PPFIA2
CTSK
PKD2
COL15A1
LPAR4
TNFSF4
CSGALNACT2
MRC2
ADAMTS2
CDK14
ITGAV
SGIP1
PABPC4L
ATPI10A
GGT5
HOPX
IQCALl
WNT2
PDGFRL
NRP1
MMP14
ALPK2
MMP16
FN1
CYPIBI1
HMCNI1
GJA1

0.753652
0.75363
0.749954
0.749878
0.749552
0.748085
0.745052
0.744459
0.744456
0.742341
0.740812
0.740239
0.739875
0.739812
0.73932
0.738933
0.73866
0.738573
0.736133
0.734362
0.733901
0.73237
0.732342
0.731174
0.730791
0.729544
0.728251
0.726764
0.726573
0.726047
0.72551
0.7248
0.724453
0.723362
0.722376
0.722148
0.7221
0.720906
0.720714
0.718476
0.718258
0.7181
0.71603
0.71512
0.713602
0.713393
0.712534
0.712433
0.712357
0.711675
0.710033
0.709197
0.708415
0.707837
0.70745
0.701938
0.701689
0.700994
0.700541
0.699903

4.14E-79 11167
4.21E-79 5159
6.22E-78 56034
6.58E-78 1293
8.33E-78 94031
2.40E-77 337876
2.10E-76 NA

3.20E-76 54587
3.21E-76 25878
1.42E-75 10082
4.14E-75 9358
6.16E-75 586
7.93E-75 1734
8.28E-75 7130
1.16E-74 23072
1.52E-74 9891
1.84E-74 5654
1.95E-74 144165
1.04E-73 9945
3.44E-73 387758
4.70E-73 51148
1.32E-72 389136
1.34E-72 4053
2.92E-72 29940
3.77E-72 3772
8.62E-72 7837
2.02E-71 5475
5.36E-71 7070
6.07E-71 83468
8.55E-71 389336
1.21E-70 11178
1.92E-70 8111
2.40E-70 84627
4.85E-70 8499
9.14E-70 1513
1.06E-69 5311
1.09E-69 1306
2.34E-69 2846
2.64E-69 7292
1.09E-68 55454
1.25E-68 9902
1.38E-68 9509
5.03E-68 5218
8.86E-68 3685
2.27E-67 84251
2.58E-67 132430
4.37E-67 57194
4.65E-67 2687
4.87E-67 84525
7.40E-67 79781
2.01E-66 7472
3.34E-66 5157
5.35E-66 8829
7.58E-66 4323
9.57E-66 115701
2.52E-64 4325
2.92E-64 2335
4.38E-64 1545
5.71E-64 83872
8.28E-64 2697



MRAS
ISLR
RAIl4
ZNF521
ENTPDI1

ADAMTS16

ADAMTSS
GNB4
FRMD6
GPX8
RCN3
COL24A1
MSC
GAS1
SCARF2
ARSI
TIMP2
SERPINF1
CYP7B1
SYNDIG1
SDC2
CLECS5A
ANGPTL2
SLITRK4
NID2
CHST1
LHFP
NOTCH3
GPR1
PODNLI1
CCDC8
MSRI1
COL16A1
VEGFC
RUNX2
ZNF532
SERPING1
GDF6
LPPR4
MMP2
ERMN
FAM20A
SNAI2
LMCDI1
DKK3
EVC
COMP
SFRP2
PDPN
CTGF
MOVIOL1
KALI
PCDH17
QKI
GPNMB
PRR16
PCOLCE
PCDHGA12
GLIS2
MEDAG

0.69892
0.697988
0.697175
0.697088
0.696881
0.696704
0.695948
0.695217
0.694267
0.693601
0.693216

0.69271
0.690444
0.689889

0.68896
0.688117
0.685413
0.684398
0.683623
0.683266
0.682673
0.681779
0.681083
0.680984
0.680663

0.67959
0.678975
0.678625

0.67813
0.678061
0.677591
0.676871
0.676192
0.674719
0.674049
0.673962

0.67363
0.672182
0.671697
0.671535
0.670447
0.670335
0.669787

0.66922
0.666358
0.665982
0.665332
0.663867
0.663092
0.662941
0.662886
0.662213
0.661103
0.660923
0.660661
0.659349
0.658729
0.658687
0.657526
0.656664

1.47E-63 22808
2.51E-63 3671
4.01E-63 26064
4.22E-63 25925
4.75E-63 953
5.26E-63 170690
8.11E-63 11096
1.23E-62 59345
2.12E-62 122786
3.09E-62 493869
3.84E-62 57333
5.11E-62 255631
1.83E-61 9242
2.49E-61 2619
4.18E-61 91179
6.68E-61 340075
2.96E-60 7077
5.17E-60 5176
7.88E-60 9420
9.57E-60 79953
1.32E-59 6383
2.14E-59 23601
3.12E-59 23452
3.29E-59 139065
3.91E-59 22795
6.96E-59 8534
9.66E-59 NA

1.17E-58 4854
1.52E-58 2825
1.57E-58 79883
2.02E-58 83987
2.96E-58 4481
4.24E-58 1307
9.22E-58 7424
1.31E-57 860
1.37E-57 55205
1.63E-57 710
3.47E-57 392255
4.47E-57 NA

4.86E-57 4313
8.54E-57 57471
9.04E-57 54757
1.20E-56 6591
1.61E-56 29995
6.94E-56 27122
8.40E-56 2121
1.17E-55 1311
2.45E-55 6423
3.61E-55 10630
3.90E-55 NA

4.01E-55 54456
5.62E-55 NA

9.77E-55 27253
1.07E-54 9444
1.22E-54 10457
2.34E-54 51334
3.17E-54 5118
3.24E-54 26025
5.74E-54 84662
8.76E-54 84935



IGFBP7
FNDC4
LAMA4
HEGI
HTRA4
GREMI
PLXNC]
CALCRL
SPOCDI1
CLECI1A
CHSTI1
MYH10
TCF4
ELK3
LOXLI
C1S
GPR116
P3H1
SLC1A3
FKBP7
CD84
HHIPL1
CCIN
AQP9
COLI8ALI
VIM
PRKDI
CPXM1
BEND6
LOXL2
SLC11A1
CI1QTNF6
EVC2
EBF2
MCC
EFEMP2
SGCD
PLXNA4
CALU
HS3ST3Al
SLC6A1
AFAPILI
MMP19
FCGR3A
CPZ
LTBPI
MAFB
KIRREL
FUTI1
C100rf10
PTGIR
THBSI
MFGES
BCL6B
TLR2
FILIPIL
NREP
UBE2E2
TWISTI
LRRC32

0.656526

0.65452
0.654386
0.654374
0.653135
0.652704
0.652673
0.652661
0.651923

0.65144
0.650907
0.650063
0.649816
0.649289
0.647485
0.647086
0.645966
0.645376
0.644959
0.644056
0.644002
0.643966
0.643732
0.642235
0.642042
0.641997
0.641952
0.641305
0.641118
0.640651
0.639363
0.638473
0.638331
0.638319
0.637742
0.637621
0.637204
0.636058
0.635586
0.635298
0.634898
0.632298
0.631705
0.629009
0.628521
0.628015
0.626918
0.626818
0.626511
0.626096
0.625481
0.625234
0.625172
0.625063
0.624612
0.624317
0.624251
0.624111
0.623794
0.623442

9.37E-54
2.49E-53
2.66E-53
2.68E-53
4.88E-53
6.01E-53
6.10E-53
6.13E-53
8.75E-53
1.10E-52
1.43E-52
2.13E-52
2.40E-52
3.09E-52
7.27E-52
8.78E-52
1.49E-51 NA
1.96E-51
2.39E-51
3.64E-51
3.74E-51
3.80E-51
4.24E-51
8.51E-51
9.31E-51
9.50E-51
9.70E-51
1.31E-50
1.43E-50
1.77E-50
3.20E-50
4.82E-50
5.14E-50
5.17E-50
6.72E-50
7.10E-50
8.59E-50
1.45E-49
1.79E-49
2.04E-49
2.44E-49
7.86E-49
1.02E-48
3.39E-48
4.21E-48
5.26E-48
8.52E-48
8.90E-48 NA
1.02E-47
1.22E-47 NA
1.60E-47
1.78E-47
1.83E-47
1.92E-47
2.33E-47
2.65E-47
2.73E-47
2.90E-47
3.32E-47
3.87E-47

3490
64838
3910
57493
203100
26585
10154
10203
90853
6320
50515
4628
6925
2004
4016
716

64175
6507
51661
8832
84439
881
366
80781
7431
5587
56265
221336
4017
6556
114904
132884
64641
4163
30008
6444
91584
813
9955
6529
134265
4327
2214
8532
4052
9935

170384

5739
7057
4240
255877
7097
11259
9315
7325
7291
2615



DACTI1
TMEM45A
IL1R1
BASP1
ELTDI1
CLICA4
PLXDC1
MNI1
PCDH12
OSMR
LBH
CHST3
MITF
MOXD1
F2R
PPP1R18
CORIN
TENM3
ADAMTS7
COLA4A1
TM6SF1
FCGRI1A
KIF26B
MEX3B
ADAMTS4
EPYC
COL6A2
CEP170
ITGAX
4-9H
OSCAR
TREM1
CILP2
PALM2-AKAP2
C5AR1
CCDC102B
GSC
MATN3
MFAP2
ADAMTS10
PIEZO2
VASHI1
LCAS
CCDCS88A
SERPINH1
RBMSI
CIR
TGFBR1
TREM2
HAVCR2
CTSL
HTR2A
PILRA
COPZ2
CNIH3
COL6A1
TMEMI119
COL5A3
SYDEI1
TRPS1

0.623417
0.623114
0.622251
0.621893
0.621673
0.621508
0.621503
0.620822
0.620759
0.620552
0.620341
0.620325
0.619268
0.618846
0.618572
0.617888
0.617177
0.616322
0.616073
0.615848
0.61536
0.615318
0.614937
0.614707
0.613472
0.612803
0.612683
0.612283
0.611854
0.611577
0.610393
0.610263
0.610181
0.609421
0.608023
0.607816
0.606789
0.60604
0.604255
0.602571
0.601939
0.601602
0.601494
0.601386
0.599
0.598631
0.598225
0.596332
0.596037
0.595357
0.595088
0.594584
0.59364
0.593594
0.593077
0.592902
0.592636
0.592177
0.591903
0.591267

3.91E-47 51339

4.46E-47 55076
6.48E-47 3554
7.56E-47 10409
8.31E-47 NA

8.92E-47 25932
8.94E-47 57125
1.20E-46 4330
1.23E-46 51294
1.34E-46 9180
1.47E-46 81606
1.48E-46 9469
2.33E-46 4286
2.79E-46 26002
3.13E-46 2149
4.19E-46 170954
5.66E-46 10699
8.12E-46 55714
9.02E-46 11173
9.92E-46 1282
1.22E-45 53346
1.24E-45 2209
1.45E-45 55083
1.60E-45 84206
2.69E-45 9507
3.55E-45 1833
3.73E-45 1292
4.41E-45 9859
5.27E-45 3687
5.91E-45 NA

9.66E-45 126014
1.02E-44 54210
1.05E-44 148113
1.44E-44 NA

2.56E-44 728
2.79E-44 79839
4.24E-44 145258
5.75E-44 4148
1.19E-43 4237
2.34E-43 81794
3.01E-43 63895
3.45E-43 22846
3.60E-43 167691
3.76E-43 55704
9.73E-43 871
1.13E-42 5937
1.32E-42 715
2.79E-42 7046
3.13E-42 54209
4.09E-42 84868
4.55E-42 1514
5.54E-42 3356
8.01E-42 29992
8.15E-42 51226
9.96E-42 149111
1.07E-41 1291
1.18E-41 338773
1.41E-41 50509
1.57E-41 85360
2.01E-41 7227



ITGAM
COL4A2
S1PR3
NPR3
SIGLEC9
COL22A1
APCDDIL
FPR3
TMA4SF19
SPON2
ARHGAP31
ALDHI1A3
GLI2
CLEC7A
FOXSI1
TCTEX1D1
APOCI1
FAMG63B
LILRB4
ZNF365
SH3PXD2B
CCDCS81
TMEM26
NETO1
FCGR2A
TPST1
PDCD1LG2
IKBIP
GPR&S5
ZEB2
DGKI
CRISPLD2
FKBP14
PRAMI1
FAMI126A
CI1QTNEF3
ZFHX4
HECW?2
SIRPB2
ZCCHC5
RFTNI1
ZNF281
ST3GALG6
Cl4orf37
MNDA
IL1IRAP
ARL10
LAYN
CAMKI1G
TNFSF13B
RUNX1
CYR61
ARLAC
ALOXS5AP
MYOS5A
ITPRIP
EMR2
KDELC1
NNMT
LATS2

0.591133
0.590214
0.589936
0.589448
0.589388
0.589229
0.589157
0.589145
0.588904
0.588769
0.588152
0.588041
0.587493
0.587298
0.586628
0.586475
0.586132
0.585872
0.585713
0.585653
0.585525
0.585525
0.583503
0.582985
0.582965
0.582605

0.58194
0.581691
0.581524

0.58151
0.581365
0.580976
0.579916
0.578962
0.578866
0.578522
0.578243
0.577729
0.577626
0.577244
0.576081
0.575467
0.575414
0.575343

0.57533

0.57527
0.575128
0.575042
0.574801
0.574379
0.574235
0.574144

0.57403
0.573384

0.57307
0.572962
0.572463
0.572128
0.571772
0.571563

2.12E-41
3.01E-41
3.36E-41
4.05E-41
4.14E-41
4.40E-41
4.52E-41
4.55E-41
4.99E-41
5.25E-41
6.65E-41
6.93E-41
8.55E-41
9.21E-41
1.19E-40
1.26E-40
1.43E-40
1.58E-40 NA
1.68E-40
1.72E-40
1.81E-40
1.81E-40
3.87E-40
4.70E-40
4.74E-40
5.42E-40
6.95E-40
7.63E-40
8.12E-40
8.17E-40
8.62E-40
9.97E-40
1.48E-39
2.11E-39
2.18E-39
2.48E-39
2.75E-39
3.32E-39
3.45E-39
3.97E-39 NA
6.08E-39
7.62E-39
7.77E-39
7.97E-39 NA
8.01E-39
8.18E-39
8.62E-39
8.90E-39
9.72E-39
1.13E-38
1.19E-38
1.23E-38 NA
1.29E-38
1.63E-38
1.82E-38
1.90E-38
2.27E-38 NA
2.56E-38 NA
2.92E-38
3.15E-38

3684
1284
1903
4883
27180
169044
164284
2359
116211
10417
57514
220
2736
64581
2307
200132
341

11006
22891
285590
60494
219623
81832
2212
8460
80380
121457
54329
9839
9162
83716
55033
84106
84668
114899
79776
57520
284759

23180
23528
10402

4332
3556
285598
143903
57172
10673
861

10123
241
4644
85450

4837
26524



RFTN2
FMO2
DZIP1L
PHTF2
CHN1
FAT3
UBTDI1
CD93
TIMP3
EFEMP1
MEIS3
P2RX7
SCUBE3
FCGRI1B
HRH2
NLRP12
HEYL
FAM20C
FGR
GPR141
PTPN14
CCDC80
CTSB
CFH
VCAMI1
ERG
ADAMTS3
AVPRIA
CHSY1
VASN
LRRCS8C
PCDH7
GLI1
ZFPM?2
HTR2B
NTNG2
PLEKHO2
SRGAP2C
GUCA1A
MSN
PDGFB
SLC38A6
CYBB
DPYSL3
KLHL4
FAMI101B
RNF175
DOK®6
LIMSI
VSTM4
CHRD
NLRC4
DLCI1
CRISPLD1
NRP2
C8orf34
OLFMLI1
AKT3
FMNL3
SRGAP2B

0.570682
0.570401
0.570327
0.56999
0.569553
0.569366
0.569089
0.568365
0.568277
0.568187
0.567346
0.567265
0.56667
0.566406
0.566298
0.566198
0.565339
0.565138
0.565011
0.564194
0.564058
0.563792
0.563407
0.563095
0.562949
0.562136
0.561782
0.561462
0.561398
0.5612
0.561073
0.560985
0.56059
0.560144
0.560029
0.559613
0.559043
0.558545
0.558504
0.558327
0.558229
0.557937
0.557628
0.556628
0.556627
0.555894
0.555239
0.554847
0.55482
0.55439
0.554222
0.553898
0.553149
0.55302
0.552952
0.551278
0.55092
0.550482
0.55021
0.550121

4.32E-38
4.78E-38
4.91E-38
5.54E-38
6.48E-38
6.93E-38
7.65E-38
9.91E-38
1.02E-37
1.06E-37
1.42E-37
1.47E-37
1.81E-37
1.99E-37
2.07E-37
2.14E-37
2.90E-37
3.12E-37
3.26E-37
4.34E-37
4.56E-37
5.00E-37
5.73E-37
6.39E-37
6.72E-37
8.94E-37
1.01E-36
1.13E-36
1.16E-36
1.24E-36
1.30E-36
1.34E-36
1.53E-36
1.79E-36
1.86E-36
2.15E-36
2.62E-36
3.11E-36
3.15E-36
3.35E-36
3.47E-36
3.84E-36
4.27E-36
6.02E-36
6.02E-36
7.74E-36 NA
9.68E-36
1.11E-35
1.12E-35
1.29E-35
1.37E-35
1.53E-35
1.97E-35
2.06E-35
2.11E-35
3.71E-35
4.18E-35
4.84E-35
5.31E-35
5.47E-35

130132
2327
199221
57157
1123
120114
80019
22918
7078
2202
56917
5027
222663
2210
3274
91662
26508
56975
2268
353345
5784
151887
1508
3075
7412
2078
9508
552
22856
114990
84230
5099
2735
23414
3357
84628
80301
653464
2978
4478
5155
145389
1536
1809
56062

285533
220164
3987
196740
8646
58484
10395
83690
8828
116328
283298
10000
91010
647135



SLAMFS
TICAM2
DOCK4
Clorf162
RAB3ILI
PODN
GPX7
MMP11
SGTB
LILRB3
CCDC36
TIE

STC1
CDO1
NRK
ADAMTS6
WIPF1
BTBDI19
METTL11B
FLTI
DIRC1
RAB7B
LAPTMS5
SOX11
DCSTAMP
GPR124
CDS6
CCRI
RAB34
MILR1
PAPPA
RNASE2
GJIAS
ARMC9
CDHI3
BCL2A1
ITGBI1
FBLN2
EGR2
TFEC
RHOQ
TWSG1
MS4A 14
LAMB2
TPRGI
LY96
TDRD6
NOTCH4
RABSB
CDKLS5
NCF2
ATXNI1
FGF7
LDB2
CAMSAP2
C3ARI
TMEMS6A
MDFIC
AMZI1
GPR84

0.548884
0.548767

0.54862
0.548364
0.547967
0.547922
0.547895
0.546937
0.546563
0.546266

0.54617
0.546075
0.546032
0.545898
0.544425
0.544222
0.543805
0.543609
0.543598
0.543504
0.542585
0.542116
0.541871
0.541655
0.540251
0.540217
0.539859
0.539821
0.539779
0.539167
0.538805
0.538238
0.538206
0.538198
0.537962

0.53789
0.537457
0.537346

0.53705
0.536775
0.536346
0.536221
0.536172
0.535715
0.535388
0.535107
0.535104
0.535097
0.534465
0.534292
0.534123
0.533532
0.533363
0.533306
0.533072
0.532944
0.532786
0.532554
0.532362
0.532217

8.27E-35 56833
8.60E-35 353376
9.04E-35 9732
9.84E-35 128346
1.12E-34 5866
1.14E-34 127435
1.15E-34 2882
1.58E-34 4320
1.79E-34 54557
1.98E-34 11025
2.04E-34 NA

2.10E-34 7075
2.14E-34 6781
2.23E-34 1036
3.63E-34 203447
3.88E-34 11174
4.45E-34 7456
4.74E-34 149478
4.76E-34 149281
4.91E-34 2321
6.64E-34 116093
7.74E-34 338382
8.38E-34 7805
8.99E-34 6664
1.42E-33 81501
1.44E-33 NA

1.61E-33 942
1.63E-33 1230
1.65E-33 83871
2.02E-33 284021
2.27E-33 5069
2.72E-33 6036
2.75E-33 2702
2.76E-33 80210
2.98E-33 1012
3.05E-33 597
3.50E-33 3688
3.63E-33 2199
3.99E-33 1959
4.36E-33 22797
5.00E-33 23433
5.21E-33 57045
5.29E-33 84689
6.12E-33 3913
6.79E-33 285386
7.43E-33 23643
7.44E-33 221400
7.46E-33 4855
9.12E-33 51762
9.64E-33 6792
1.02E-32 4688
1.23E-32 6310
1.29E-32 2252
1.32E-32 9079
1.42E-32 23271
1.48E-32 719
1.55E-32 144110
1.67E-32 29969
1.78E-32 155185
1.86E-32 53831



BNC2
C3o0rf80
CD248
FCERIG
LAIR1
NAV1
FAMI19A1
SLC2A3
ANGPT?2
KLF7
DNAJC5B
HAMP
JAKMIP2
ARHGAP29
HS3ST2
EMILIN1
SPHK1
PECAMI1
HK3
RARB
SLENS5
SPSB1
P3H3
IGFBP5
ANKRD6
PTGER3
FLRT2
ZSWIM4
CCRS
LOXL3
ARHGEF15
CLEC4E
SLA
DSEL
A4GALT
AAED1
PTHLH
LPHN2
HIVEP2
SNX18
HOOK3
RGS16
CD80
NAV3
ZNF843
NCKAP5L
TRPC1
PTGIS
TPM4
ANXAS
EHD3
FAM198B
WWC2
FGF14
ITGB5
DENNDS5SA
ADPRH
PALMD
NCAM2
CSDC2

0.532217
0.531812
0.531583
0.531559
0.531053
0.530941
0.530819
0.530802
0.530541
0.530338
0.530029
0.529917
0.529843
0.529627
0.5295
0.529263
0.529191
0.528902
0.528767
0.528619
0.528452
0.528087
0.528044
0.527977
0.52776
0.527182
0.526381
0.526374
0.526374
0.526093
0.525655
0.524931
0.524816
0.524075
0.523796
0.523246
0.522437
0.522223
0.522191
0.522158
0.522149
0.522103
0.521579
0.521389
0.52137
0.521355
0.521139
0.520858
0.520817
0.520686
0.518547
0.518436
0.517491
0.517426
0.517299
0.517193
0.516723
0.516533
0.516317
0.515558

1.86E-32
2.11E-32
2.27E-32
2.29E-32
2.68E-32
2.78E-32
2.89E-32 NA
2.91E-32
3.15E-32
3.36E-32
3.70E-32
3.84E-32
3.93E-32
4.20E-32
4.37E-32
4.71E-32
4.82E-32
5.27E-32
5.50E-32
5.76E-32
6.07E-32
6.80E-32
6.89E-32
7.03E-32
7.53E-32
9.01E-32
1.15E-31
1.16E-31
1.16E-31
1.26E-31
1.45E-31
1.81E-31
1.87E-31
2.35E-31
2.56E-31
3.04E-31 NA
3.89E-31
4.15E-31 NA
4.19E-31
4.24E-31
4.25E-31
4.31E-31
5.05E-31
5.36E-31
5.39E-31
5.41E-31
5.78E-31
6.30E-31
6.37E-31
6.63E-31
1.27E-30
1.31E-30 NA
1.74E-30
1.78E-30
1.85E-30
1.91E-30
2.20E-30
2.33E-30
2.48E-30
3.11E-30

54796
401097
57124
2207
3903
89796

6515
285
8609
85479
57817
9832
9411
9956
11117
8877
5175
3101
5915
162394
80176
10536
3488
22881
5733
23768
65249
1237
84695
22899
26253
6503
92126
53947

5744

3097
112574
84376
6004
941
89795
283933
57701
7220
5740
7171
308
30845

80014
2259
3693

23258

141

54873
4685

27254



TNFRSF9
TIMP1
TMEM204
APOE
CCDC3
IFFO1
CLEC4D
KMO
BMPR2
SSH1
OSBPLS
SUCNR1
RORB
PTPRM
SRGAP2
SLEN12
LAMCI1
SULF2
DAZL
SLC46A2
CYP27C1
CALHM?2
PLA2G7
FOXC2
MYOF
SLC24A3
RNF180
C3
SIRPB1
KLF17
PLAT
KLRD1
LIPN
ARHGEF17
BHLHE22
PIP4K2A
MFRP
GPR137B
Cl1orf88
KCNIJ8
LILRAG6
BMP1
LGALS1
DRAMI1
PEA15
ELN
DZIP1
PXDNL
HAPLN3
WWTRI1
CTIF
COLEC12
EFS
FHL3
THSD7A
GRP
FLT4
BACEIl1
NLGN2
CCL2

0.515492
0.515261
0.515136
0.514985
0.514861
0.513859
0.513213
0.512871
0.512596
0.512211
0.512157
0.512111
0.511721
0.511564
0.511328

0.51123
0.510556
0.510121
0.509666
0.509468
0.509408
0.509136
0.509063
0.509026
0.508989
0.508894
0.508753
0.508395
0.507978
0.507936
0.507925
0.507755
0.507725

0.50745

0.50719
0.507087
0.506769
0.506577
0.506522
0.506304
0.506255
0.506037
0.505812
0.505585
0.505511
0.504808

0.50434
0.504287
0.503638
0.503476
0.503467
0.503039
0.502978
0.502016
0.501827
0.501725
0.501277
0.500613

0.50054
0.499955

3.18E-30 3604
3.40E-30 7076
3.53E-30 79652
3.69E-30 348
3.83E-30 83643
5.17E-30 25900
6.26E-30 338339
6.93E-30 8564
7.51E-30 659
8.42E-30 54434
8.56E-30 114882
8.67E-30 56670
9.73E-30 6096
1.02E-29 5797
1.09E-29 23380
1.12E-29 55106
1.37E-29 3915
1.56E-29 55959
1.78E-29 1618
1.89E-29 57864
1.92E-29 339761
2.08E-29 51063
2.13E-29 7941
2.15E-29 2303
2.17E-29 26509
2.23E-29 57419
2.33E-29 285671
2.58E-29 718
2.92E-29 10326
2.95E-29 128209
2.96E-29 5327
3.11E-29 3824
3.14E-29 643418
3.40E-29 9828
3.67E-29 27319
3.78E-29 5305
4.15E-29 83552
4.39E-29 7107
4.46E-29 NA

4.75E-29 3764
4.82E-29 79168
5.13E-29 649
5.47E-29 3956
5.85E-29 55332
5.97E-29 8682
7.32E-29 2006
8.37E-29 22873
8.50E-29 137902
1.02E-28 145864
1.07E-28 25937
1.08E-28 9811
1.22E-28 81035
1.24E-28 10278
1.63E-28 2275
1.72E-28 221981
1.77E-28 2922
2.01E-28 2324
2.43E-28 23621
2.49E-28 57555
2.93E-28 6347



SNED1
DCN
GUCY1B3
RNF144A
SNX10
GEM
LILRB2
OMD
KERA
GPR4
RUNXITI1
ZNF667
ENG
HSD11B1
SSC5D
PURG
ITGB2
GLI3
LAMPS
FZD4
CD300C
PTPNI12
MMP9
LCP2
MPDZ
ABCAl
EGFLAM
MAP3K12
CNPY4
MAP4K4
GJA4
B3GNT9
TGFB1
KLHLS5
DCBLD1
GPR65
ALDHIL2
APBA2
APELA
GLTI1DI1
SFMBT?2
PHLDB2
ALPL
CDH6
SH3PXD2A
ETS1
MAPI1B
HEY2
GM2A
CCL7
TBCEL
PNMAL2
SLCI12A4
GUCY1A3
THBS3
EOGT
ATP8B2
MACF1
GRM2
AXL

0.499883
0.499651
0.499632
0.499202
0.498711
0.498337
0.498145
0.497896
0.497755
0.497542
0.497399
0.497376
0.497311
0.497166
0.497044
0.497026

0.49693
0.496177
0.495937
0.495764

0.49532
0.495248

0.49496
0.494682
0.494476
0.494471

0.49432
0.494227
0.494102
0.493589
0.493232
0.492986
0.492612
0.492337
0.492236
0.492074
0.492012
0.491852
0.491439
0.491386
0.490903
0.490875
0.490162
0.490111
0.489464
0.489273
0.489123
0.489065
0.488899
0.488476
0.488376
0.487801
0.487748
0.487739
0.487645

0.48749

0.48726
0.486788
0.486523
0.486441

2.99E-28 25992
3.20E-28 1634
3.22E-28 NA

3.63E-28 9781
4.17E-28 29887
4.64E-28 2669
4.90E-28 10288
5.25E-28 4958
5.47E-28 11081
5.81E-28 2828
6.05E-28 862
6.08E-28 63934
6.20E-28 2022
6.45E-28 3290
6.68E-28 284297
6.71E-28 29942
6.90E-28 3689
8.52E-28 2737
9.11E-28 24141
9.57E-28 8322
1.08E-27 10871
1.11E-27 5782
1.20E-27 4318
1.29E-27 3937
1.37E-27 8777
1.37E-27 19
1.43E-27 133584
1.47E-27 7786
1.52E-27 245812
1.76E-27 9448
1.94E-27 2701
2.08E-27 84752
2.30E-27 7040
2.48E-27 51088
2.55E-27 285761
2.67E-27 8477
2.72E-27 160428
2.84E-27 321
3.18E-27 100506013
3.23E-27 144423
3.69E-27 57713
3.72E-27 90102
4.53E-27 249
4.59E-27 1004
5.48E-27 9644
5.78E-27 2113
6.02E-27 4131
6.12E-27 23493
6.40E-27 2760
7.19E-27 6354
7.39E-27 219899
8.64E-27 NA

8.77TE-27 6560
8.79E-27 NA

9.02E-27 7059
9.41E-27 285203
1.00E-26 57198
1.14E-26 23499
1.22E-26 2912
1.25E-26 558



RXFP1
FAM160B1
SOCS5
KDR
NXN
GO0S2
CRYGN
RASSF8
SOD2
RUSC2
HIP1
SSPN
KIF3C
LPPR2
NOTCH2
SLIT2
ADAMTS14
FZD1
TRPV2
SEMA6B
EPHA3
BCL6
FAM180A
TNFRSF8
ESRI1
SDS
ACVR1
ENTHD!
PXDC1
PTAFR
FPRI1
PDEIA
NFAMI
SIPR5
PANXI
MAP3K3
ICAM1
LILRA2
SNAII
FCGR2B
SLC15A4
KIAA1462
EMILIN2
SNX29
CSF3R
FGD5
SIGLECS
RECQL
FBXL7
GLRB
CLEC4A
CHI3LI1
HSPA12B
GNAI2
APLNR
FCHSD2
ZNF25
ARID5B
KCNIJ5
TNC

0.486269
0.485724
0.485618
0.485299
0.484896
0.484705
0.484574
0.484467
0.484366
0.483966

0.48263
0.482525
0.482245
0.481977

0.48184
0.481694
0.481525
0.481208
0.481126
0.480989
0.480442
0.480272
0.480141
0.479911
0.479599
0.479439
0.479103
0.479038
0.478851
0.478521
0.478516
0.478243
0.478178
0.478135
0.478103
0.477422
0.477106
0.476886
0.476346

0.47623
0.476078
0.475795
0.475375
0.475246
0.475206
0.475093

0.47501
0.474687
0.474212
0.474152
0.474139
0.474053
0.473769
0.473659
0.473653

0.47358
0.473381
0.473245
0.473242
0.472741

1.31E-26 59350
1.52E-26 57700
1.56E-26 9655
1.71E-26 3791
1.90E-26 64359
2.00E-26 50486
2.07E-26 155051
2.13E-26 11228
2.19E-26 6648
2.44E-26 9853
3.50E-26 3092
3.60E-26 8082
3.88E-26 3797
4.17E-26 NA

4.32E-26 4853
4.50E-26 9353
4.70E-26 140766
5.12E-26 8321
5.23E-26 51393
5.43E-26 10501
6.28E-26 2042
6.57E-26 604
6.80E-26 389558
7.23E-26 943
7.86E-26 2099
8.20E-26 10993
8.96E-26 90
9.12E-26 150350
9.58E-26 221749
1.05E-25 5724
1.05E-25 2357
1.13E-25 5136
1.14E-25 150372
1.16E-25 53637
1.17E-25 24145
1.40E-25 4215
1.52E-25 3383
1.61E-25 11027
1.85E-25 6615
1.91E-25 2213
1.99E-25 121260
2.14E-25 NA

2.39E-25 84034
2.48E-25 92017
2.50E-25 1441
2.58E-25 152273
2.63E-25 8778
2.87E-25 5965
3.24E-25 23194
3.29E-25 2743
3.31E-25 50856
3.38E-25 1116
3.64E-25 116835
3.75E-25 2771
3.75E-25 187
3.82E-25 9873
4.03E-25 219749
4.17E-25 84159
4.18E-25 3762
4.76E-25 3371



ARMCX2

SHISA4
KIAA1755
SPP1
ABCC9
ESAM
SPTA1
VGLL4
KIFC3
WDPCP
ARSB
FBLN7
TLR1
SRGN
CCDC71L
RFX8
MAP3K7CL
GPR161
FSTL3
C8orf48
HEY1
PACSI
TSHZ3
IDS
SORCS2
USP44
C10orf55
RASAL2
DYRK3
GBP5
PLS3
STAT?2
STONI1
ATP10D
SLC15A3
PLEKHG?2
LRRC25
SYTI11
ZPLDI
PABPC5
THEMIS2
NLRP3
SFXN3
CYTH3
LOXHDI1
IRAK3
GJB2
TSHZ2
CHST15
PLAU
LIX1L
CDS83
ZNF208
HDAC7
PRRX2
CXorf36
11411
SERPINE1
RASGREF2

0.472723
0.472442
0.471989
0.471462
0.471261
0.471242
0.470973
0.470963
0.470377
0.469725
0.469552
0.469075
0.469067
0.468686
0.468489
0.468146
0.468145
0.468132
0.46812
0.467975
0.467203
0.467078
0.466638
0.466442
0.466414
0.465416
0.46534
0.465307
0.465245
0.465175
0.464582
0.464452
0.464389
0.464321
0.464217
0.464073
0.464004
0.463837
0.463615
0.463436
0.463268
0.463057
0.462942
0.462725
0.462676
0.4626
0.462587
0.462224
0.46214
0.461985
0.461683
0.460943
0.460829
0.460063
0.459973
0.45977
0.459745
0.459573
0.459523
0.459197

4.78E-25 9823
5.14E-25 NA

5.78E-25 149345
6.62E-25 85449
6.98E-25 6696
7.01E-25 10060
7.52E-25 90952
7.54E-25 6708
8.76E-25 9686
1.04E-24 3801
1.08E-24 51057
1.22E-24 411
1.23E-24 129804
1.35E-24 7096
1.42E-24 5552
1.55E-24 168455
1.55E-24 731220
1.56E-24 56911
1.56E-24 23432
1.62E-24 10272
1.98E-24 157773
2.04E-24 23462
2.28E-24 55690
2.40E-24 57616
2.42E-24 3423
3.11E-24 57537
3.17E-24 84101
3.20E-24 414236
3.25E-24 9462
3.31E-24 8444
3.84E-24 115362
3.97E-24 5358
4.04E-24 6773
4.11E-24 11037
4.22E-24 57205
4.37E-24 51296
4.45E-24 64857
4.64E-24 126364
4.91E-24 23208
5.13E-24 131368
5.35E-24 140886
5.65E-24 9473
5.81E-24 114548
6.14E-24 81855
6.21E-24 9265
6.33E-24 125336
6.35E-24 11213
6.96E-24 2706
7.11E-24 128553
7.39E-24 51363
7.97E-24 5328
9.59E-24 128077
9.87E-24 9308
1.19E-23 7757
1.22E-23 51564
1.28E-23 51450
1.29E-23 NA

1.35E-23 259307
1.37E-23 5054

1.48E-23 5924



FAMI168A
FMO3
ACP5
SPI1
IGFBP3
GALNT15
SLC10A6
YPEL4
PDEIB
FST
SLFN11
SEMA7A
ADRBK2
NPL
MCTP1
CD276
SPRED3
MCHRI1
CRIP2
VMO1
RHOJ
MARCO
ARL13B
AMIGO2
BICD1
ZNF267
TRO
HSPG2
BBS9
FAMG65A
HIC1
CLECI1A
BMPSA
CDH5
WNK3
IGSF6
UACA
FAM228A
GIT2
RORA
AMPH
ZFP92
EVI2A
PLXNDI1
SOX7
FOXP3
MURC
SAMDA4A
CARDS
PCDHGA4
CDYL2
BICD2
PNRCI1
RBFOX2
HTRI1B
IFI16
RASGRP3
ANO6
RASSF4
GPRC5B

0.459126
0.458866
0.458377
0.458299
0.457939
0.457523
0.457454
0.457363
0.457106
0.456762
0.456749
0.456691
0.456471
0.456419
0.456405
0.456308
0.45621
0.45605
0.455981
0.455665
0.455407
0.455334
0.455049
0.454991
0.4549
0.454368
0.454358
0.454051
0.45402
0.453786
0.453592
0.453484
0.453464
0.453384
0.453381
0.453127
0.453116
0.452378
0.452309
0.452077
0.451892
0.451777
0.451581
0.451429
0.450711
0.450441
0.450361
0.450123
0.449909
0.449872
0.449756
0.449569
0.449469
0.449325
0.449323
0.448998
0.448938
0.448427
0.448092
0.448065

1.51E-23
1.61E-23
1.82E-23
1.85E-23
2.02E-23
2.24E-23
2.28E-23
2.33E-23
2.48E-23
2.70E-23
2.71E-23
2.75E-23
2.91E-23 NA
2.94E-23
2.95E-23
3.02E-23
3.10E-23
3.22E-23
3.28E-23
3.54E-23
3.77E-23
3.84E-23
4.12E-23
4.18E-23
4.27E-23
4.87E-23
4.88E-23
5.26E-23
5.30E-23
5.61E-23 NA
5.88E-23
6.04E-23
6.07E-23
6.19E-23
6.19E-23
6.59E-23
6.60E-23
7.90E-23
8.03E-23
8.50E-23
8.89E-23
9.14E-23
9.59E-23
9.94E-23
1.18E-22
1.26E-22
1.29E-22 NA
1.36E-22
1.44E-22
1.45E-22
1.49E-22
1.56E-22
1.60E-22
1.65E-22
1.65E-22
1.79E-22
1.81E-22
2.05E-22
2.22E-22
2.23E-22

23201
2328
54
6688
3486
117248
345274
219539
5153
10468
91607
8482

80896
79772
80381
399473
2847
1397
284013
57381
8685
200894
347902
636
10308
7216
3339
27241

3090
51267
353500
1003
65267
10261
55075
653140
9815
6095
273
139735
2123
23129
83595
50943

23034
22900
56111
124359
23299
10957
23543
3351
3428
25780
196527
83937
51704



DLG4
THBD
FGD6
MCEMPI1
MFAP5
SIRPA
ANXA1
THSD1
HGF
ZNF99
KATNALI1
STARDS
PRPH2
PDGFRA
KCNEI1
HSD17B14
TSPAN4
HIF1A
SIGLEC7?
ABL2
FAM124B
MYOI1F
CATSPERI1
PBX3
CLEC6A
SIGLEC14
XIRP1
B4GALNTI1
ADAP2
SYNEI
C5AR2
ITPRIPL2
ZNF454
APBB2
SCPEP1
SDK1
RECK
LILRB1
TFPI
SESTD1
PHLDBI
TMEMA43
C1QTNF1
ANKRD50
OSTM1
ITGAI
DDR2
TMEM47
FNDC3B
PGM2L1
EHD2
Clorf216
CBLB
SYNPO2L
FAMI151B
TLR6
DEGSI1
PREX2
NID1
ASAP1

0.447778
0.447382
0.446953
0.446841
0.446608
0.446239
0.446223

0.44618
0.445682
0.445524
0.445431
0.445346
0.445288
0.445232
0.445111

0.44489
0.444789
0.444645
0.444514
0.444392
0.444243
0.444211
0.443958
0.443851
0.443485
0.443364
0.443339
0.443011

0.44251
0.442273
0.442232
0.442065
0.441867
0.441462
0.441458
0.441431
0.441266
0.441152
0.441133
0.441132
0.440583
0.440323
0.439888
0.439843
0.439676
0.439668
0.439603
0.439447
0.439358
0.439272
0.439237
0.439036
0.438932
0.438909
0.438844
0.438628
0.438586
0.438499
0.438242
0.437961

2.39E-22
2.63E-22
2.91E-22
2.99E-22
3.16E-22
3.45E-22
3.47E-22
3.50E-22
3.94E-22
4.09E-22
4.19E-22
4.27E-22
4.33E-22
4.39E-22
4.51E-22
4.76E-22
4.87E-22
5.04E-22
5.20E-22
5.35E-22
5.54E-22
5.59E-22
5.93E-22
6.08E-22
6.63E-22
6.82E-22
6.86E-22
7.41E-22
8.34E-22
8.82E-22
8.91E-22
9.26E-22
9.70E-22
1.07E-21
1.07E-21
1.07E-21
1.12E-21
1.15E-21
1.15E-21
1.15E-21
1.31E-21
1.39E-21
1.54E-21
1.56E-21
1.62E-21
1.62E-21
1.65E-21
1.71E-21
1.74E-21
1.78E-21
1.79E-21
1.88E-21
1.92E-21
1.93E-21
1.96E-21
2.06E-21
2.08E-21
2.13E-21
2.26E-21
2.41E-21

1742
7056
55785
199675
8076
140885
301
55901
3082
7652
84056
9754
5961
5156
3753
51171
7106
3091
27036
27
79843
4542
117144
5090
93978
100049587
165904
2583
55803
23345
27202
162073
285676
323
59342
221935
8434
10859
7035
91404
23187
79188
114897
57182
28962
3672
4921
83604
64778
283209
30846
127703
868
79933
167555
10333
8560
80243
4811
50807



PI4K2A
SELE
S1PR2
SIRPD
RBMS3
EPGN
KIAA0930
SLC39A13
PHLDA3
SLC39A6
SNTB2
GNA12
CMYAS
TYROBP
DSTYK
FAM127C
TRPV4
FAMI110B
KCNK13
T™MX3

MSANTD3-TMEFF]

CARD6
DCHSI1
FRMD4A
FGFR1
CSRNP2
CD34
AMPD3
CETP
TEADI
Clorf54
GSDMC
EVL
BPGM
PCNX
LAMBI1
PAM
RGS17
PRR34
TNS3
ZNF436
CD300E
MGP
ANGPT4
TBC1D19
MAP4KS5
RGS1
MSANTD3
RIC1
KLHL38
ADAMTS9
PRKGI1
ADAM17
BOC
PRND
ACSL1
DYSF
PIK3CA
TCEALS3
ENOX1

0.437961
0.437755
0.437681
0.43751
0.436634
0.436569
0.436456
0.436289
0.436
0.435847
0.435814
0.435603
0.435285
0.434965
0.434963
0.43463
0.434621
0.434589
0.434499
0.434175
0.433967
0.433937
0.433794
0.433728
0.433538
0.433476
0.433401
0.433341
0.433216
0.432945
0.432724
0.432715
0.432505
0.432404
0.432297
0.431955
0.431952
0.431834
0.431779
0.431634
0.431633
0.431504
0.431416
0.4314
0.431224
0.430179
0.430092
0.430052
0.430039
0.429841
0.429749
0.429049
0.42881
0.428756
0.428725
0.428707
0.428581
0.42832
0.428117
0.427908

2.41E-21 55361
2.53E-21 6401
2.57E-21 9294
2.67E-21 128646
3.27E-21 27303
3.32E-21 255324
3.41E-21 23313
3.55E-21 91252
3.79E-21 23612
3.92E-21 25800
3.95E-21 6645
4.15E-21 2768
4.46E-21 202333
4.80E-21 7305
4.81E-21 25778
5.19E-21 NA

5.20E-21 59341
5.24E-21 90362
5.35E-21 56659
5.76E-21 54495
6.04E-21 100526694
6.08E-21 84674
6.28E-21 8642
6.38E-21 55691
6.66E-21 2260
6.75E-21 81566
6.87E-21 947
6.96E-21 272
7.17E-21 1071
7.62E-21 7003
8.02E-21 79630
8.03E-21 56169
8.42E-21 51466
8.62E-21 669
8.83E-21 NA

9.54E-21 3912
9.55E-21 5066
9.81E-21 26575
9.93E-21 55267
1.03E-20 64759
1.03E-20 80818
1.06E-20 342510
1.08E-20 4256
1.08E-20 51378
1.13E-20 55296
1.43E-20 11183
1.45E-20 5996
1.47E-20 91283
1.47E-20 57589
1.54E-20 340359
1.57E-20 56999
1.84E-20 5592
1.94E-20 6868
1.96E-20 91653
1.98E-20 23627
1.99E-20 2180
2.04E-20 8291
2.17E-20 5290
2.27E-20 85012
2.38E-20 55068



GP5
NKIRAS1
OPNISW
HS3ST3B1
CHST14
HOXCS
SH3BP5
NMES
ELOVL4
CDK17
STX2
TRIM6
HECTD2
CYP46A1
PTRF
CASC10
HIGDI1B
TCF23
NUDT10
ENAH
SOCS3
TRPC3
CYYRI
MMD
CCDC184
AF165138.7
DOCK10
RDX
TPBG
STX11
ATL3
PRAF2
TBXA2R
ITGAS
TWIST2
EBF3
FMNLI1
ZFP36L1
RANBP3L
TSKS
C7orf60
TRIM23
TECTA
NPCl1
NIN
ZDHHCI15
ALOXI15B
WDR47
DUSP7
FYN
ITGBS
S100A2
MRCI1
CSMD2
ADAMI19
MMP1
TMCCI1
CEP112
FAM167B
HOXC9

0.427789
0.427188
0.427094
0.427033
0.426852
0.426019
0.426002
0.425717
0.425614
0.425007
0.425005
0.425004
0.424911
0.424731
0.424632
0.424608
0.424576
0.424018

0.42375
0.423727
0.423725

0.42359
0.423133
0.422962
0.422943
0.422849
0.422722
0.422427
0.422359

0.42223

0.42215
0.422002
0.421999
0.421978
0.421973
0.421884
0.421787
0.421544
0.421291
0.421183

0.42112

0.42112
0.421079
0.420949
0.420894
0.420797
0.420721
0.420705
0.420613
0.420531

0.42036
0.420307
0.420103
0.419874
0.419572
0.419485
0.419414

0.41927
0.419078
0.419012

2.44E-20
2.79E-20
2.85E-20
2.89E-20
3.01E-20
3.62E-20
3.64E-20
3.87E-20
3.96E-20
4.53E-20
4.54E-20
4.54E-20
4.63E-20
4.82E-20
4.93E-20 NA
4.95E-20 NA
4.99E-20
5.64E-20
5.99E-20
6.02E-20
6.02E-20
6.20E-20
6.86E-20
7.12E-20
7.15E-20
7.30E-20 NA
7.51E-20
8.01E-20
8.13E-20
8.37E-20
8.52E-20
8.80E-20
8.80E-20
8.85E-20
8.85E-20
9.03E-20
9.22E-20
9.73E-20
1.03E-19
1.05E-19
1.07E-19 NA
1.07E-19
1.08E-19
1.11E-19
1.12E-19
1.15E-19
1.16E-19
1.17E-19
1.19E-19
1.21E-19
1.26E-19
1.28E-19
1.33E-19
1.40E-19
1.50E-19
1.53E-19
1.55E-19
1.60E-19
1.67E-19
1.69E-19

2814
28512
611
9953
113189
3224
9467
51314
6785
5128
2054
117854
143279
10858

51751
150921
170685

55740

9021
7222
116159

23531

387856

55619
5962
7162
8676
25923
11230
6915
3678
117581
253738
752
677
202151

60385

373
7007
4864

51199
158866
247
22911
1849
2534
3696
6273
4360
114784
8728
4312
23023
201134
84734
3225



TIAM?2
TTBK2
RNF24
TGFB2
LRRC17
MARVELDI1
ST8SIA2
IFI30
RGS4
SPG20
GNS
AIDA
CLECI14A
PPMI1F
SEC14L1
FAMI198A
FTO
MRAP
IGFL3
ZNF438
C4A
CLIP1
SEC31A
RBMS2
BEST1
UBE2H
FCAR
PRR29
PIAS3
SAMSNI1
FAM196B
IGSF21
FIGN
TSPAN9
FGF5
TMTC3
FAM43B
TRIM61
REEP3
PLEK
OSBPL10
PLAIA
CFAP58
CERS5
CD53
SWAP70
POLK
NUMBL
FPR2
Cl12orf54
CCL3
LYST
ADARBI
GAB3
SH2D3C
WTIP
PDZD2
SETD7
ARHGEF6
GAL3ST4

0.419
0.418906
0.418674
0.418533
0.418489

0.41841
0.418183
0.418095
0.417951
0.417934
0.417774
0.417727
0.417679
0.417601
0.417597
0.417442

041714
0.417125
0.417122
0.417021
0.416867
0.416561
0.416339
0.416325
0.416304
0.416301

0.41628
0.416185
0.416024
0.416012
0.415701
0.415638
0.415235
0.415227
0.415191
0.415028
0.414601
0.414479
0.414461
0.414425
0.414144
0.413934
0.413814
0.413554
0.413529
0.413196
0.413169
0.413138
0.413095
0.413028
0.412839

0.41271
0.412592
0.412574
0.412408
0.412249
0.412068
0.412049
0.411997
0.411873

1.69E-19
1.73E-19
1.82E-19
1.88E-19
1.89E-19
1.93E-19
2.02E-19
2.06E-19
2.13E-19
2.14E-19 NA
2.21E-19
2.23E-19
2.26E-19
2.30E-19
2.30E-19
2.38E-19 NA
2.54E-19
2.54E-19
2.55E-19
2.60E-19
2.69E-19
2.87E-19
3.01E-19
3.02E-19
3.04E-19
3.04E-19
3.05E-19
3.12E-19
3.23E-19
3.23E-19
3.46E-19 NA
3.50E-19
3.82E-19
3.83E-19
3.86E-19
3.99E-19
4.38E-19
4.49E-19
4.51E-19
4.55E-19
4.83E-19
5.05E-19
5.18E-19
5.48E-19
5.51E-19
5.91E-19
5.94E-19
5.98E-19
6.04E-19
6.13E-19
6.38E-19
6.55E-19
6.72E-19
6.75E-19
6.99E-19
7.23E-19
7.51E-19
7.54E-19
7.63E-19
7.83E-19

26230
146057
11237
7042
10234
83742
8128
10437
5999

2799
64853
161198
9647
6397

79068
56246
388555
220929
720
6249
22872
5939
7439
7328
2204
92340
10401
64092

84966
55137
10867
2250
160418
163933
391712
221035
5341
114884
51365
159686
91012
963
23075
51426
9253
2358
121273
6348
1130
104
139716
10044
126374
23037
80854
9459
79690



CREBI1
CSF1
Cllorf96
PICALM
FCRLB
PRKARIA
PCDHGA9
EMP3
ANXA6
RBM43
ZC2HCI1A
MYOZ3
LSAMP
TNFSF14
TLRS
CD226
MYCT1
CCL4
BACHI1
FYB

RBPJ
SAMHDI1
RIMKLB
MMRN?2
ROR2
WDROI1
ARHGAPI1
NFYB
MAP7D1
EFR3A
BNCl1
ECSCR
INPP4B
FGF10
Clorf198
TAOK1
ABHD2
BPI
PARVG
NLGN4Y
ATP8B4
PRKCDBP
TNKS2
CD300LF
ILIRN
ZFP1
ROBO4
HOMER3
COL14A1
GNG11
MR1
SPIN1
SIGLEC10
GREBI
MMP13
TXNDCI15
RUFY2
EGFL6
CD163
GAS7

0.411863
0.411746
0.411609
0.411366
0.411216
0.410846
0.410822
0.410769
0.410657

0.41059
0.410312
0.410208

0.41012
0.409573
0.409533
0.409204
0.409041
0.409028
0.409007
0.409003
0.408867
0.408509
0.408488
0.408234
0.408154
0.408058
0.407986
0.407926
0.407657
0.407565
0.407121
0.407058
0.407012
0.406969
0.406729
0.406726
0.406688
0.406664
0.406569
0.406501
0.406401

0.40638
0.406261
0.406257

0.40578
0.405753
0.405734
0.405696
0.405353
0.405141
0.405117
0.404721
0.404601
0.404523
0.403997
0.403977
0.403956

0.40391
0.403741
0.403486

7.85E-19
8.04E-19
8.28E-19
8.72E-19
9.00E-19
9.73E-19
9.78E-19
9.89E-19
1.01E-18
1.03E-18
1.09E-18
1.11E-18
1.13E-18
1.27E-18
1.28E-18
1.38E-18
1.42E-18
1.43E-18
1.43E-18
1.44E-18 NA
1.48E-18
1.59E-18
1.60E-18
1.69E-18
1.72E-18
1.75E-18
1.78E-18
1.80E-18
1.90E-18
1.94E-18
2.13E-18
2.16E-18
2.18E-18
2.20E-18
2.31E-18
2.31E-18
2.33E-18
2.34E-18
2.39E-18
2.42E-18
2.47E-18
2.48E-18 NA
2.55E-18
2.55E-18
2.82E-18
2.83E-18
2.84E-18
2.87E-18
3.08E-18
3.22E-18
3.23E-18
3.51E-18
3.60E-18
3.65E-18
4.07E-18
4.09E-18
4.11E-18
4.15E-18
4.30E-18
4.53E-18

1385
1435
387763
8301
127943
5573
56107
2014
309
375287
51101
91977
4045
8740
51311
10666
80177
6351
571

3516
25939
57494
79812

4920
29062

392

4801
55700
23167

646
641700

8821

2255
84886
57551
11057

671
64098
22829
79895

80351
146722
3557
162239
54538
9454
7373
2791
3140
10927
89790
9687
4322
79770
55680
25975
9332
8522



EXTL2
PIK3R6
CREM
NPR2
CYTLI1
ABCA6
IFNAR2
ZBTB47
BBX
EIF5A2
S1PR1
CNN3
CSRP2
SOX4
ELOVL5
EVAIB
GLIS1
RARRES?2
STYX
ZNF677
CASB
MICU3
GATA3

CSGALNACTI1

CAV2
PALM2
ZMAT3
PDLIMS5
DNAIJC24
MS4A7
HOXC5
RNF146
RPS6KA2
PAPSS1
ABI2
DCUNI1D3
ZHX?2
ZEBI
LTBP3
BCLOL
CD300A
TBC1D2B
WWC3
DNALI1
CEACAM4
ANKRDA44
SEC14L2
PTPLAD2
GXYLT2
PIK3R5
TNFRSF4
MAGEH1
FBLNS5
NHSL2
CNRIP1
SLC38A2
MBNL2
EMCN
CLIP4
GADDA45B

0.403336
0.403216
0.403104
0.403089
0.402894
0.402697
0.402387
0.402277

0.40226
0.402192
0.402124
0.401997
0.401957
0.401876
0.401722
0.401667
0.401662
0.401551
0.401084
0.401075
0.400815
0.400687
0.400636
0.400244
0.400136
0.400055

0.39996
0.399936
0.399496
0.399373
0.399364
0.399313
0.399159
0.399147
0.398942
0.398912
0.398883
0.398631
0.398479
0.398476
0.398307
0.398288
0.398056

0.39802
0.397947
0.397758
0.397625
0.397607
0.397549
0.397337
0.397324
0.397275
0.397245
0.397067

0.39698
0.396979
0.396536
0.396252

0.39613
0.396024

4.67E-18
4.79E-18
4.90E-18
4.91E-18
5.12E-18
5.33E-18
5.68E-18
5.81E-18
5.83E-18
5.91E-18
5.99E-18
6.15E-18
6.20E-18
6.31E-18
6.51E-18
6.58E-18
6.59E-18
6.74E-18
7.42E-18
7.43E-18
7.84E-18
8.04E-18
8.13E-18
8.80E-18
9.00E-18
9.15E-18 NA
9.33E-18
9.37E-18
1.03E-17
1.05E-17
1.05E-17
1.06E-17
1.10E-17
1.10E-17
1.15E-17
1.15E-17
1.16E-17
1.22E-17
1.26E-17
1.26E-17
1.31E-17
1.31E-17
1.37E-17
1.38E-17
1.40E-17
1.46E-17
1.50E-17
1.50E-17 NA
1.52E-17
1.59E-17
1.59E-17
1.61E-17
1.62E-17
1.68E-17
1.71E-17
1.71E-17
1.87E-17
1.98E-17
2.03E-17
2.07E-17

2135
146850
1390
4882
54360
23460
3455
92999
56987
56648
1901
1266
1466
6659
60481
55194
148979
5919
6815
342926
11238
286097
2625
55790
858

64393
10611
120526
58475
3222
81847
6196
9061
10152
123879
22882
6935
4054
283149
11314
23102
55841
83544
1089
91526
23541

727936
23533
7293
28986
10516
340527
25927
54407
10150
51705
79745
4616



DOK3
LRP1
TRAPPC3L
ZCCHCI18
KIAA1217
IGF1

IRS1
FAM49A
TRAMI1
PIK3IP1
FYTTDI1
LRRK2
SKI
GULP1
PARPS
PLODI1
ZNF512B
PRCP
FAMI114A2
PTCH2
ARID4B
F2RL3
KLHL28
MYO9B
ATFTIP
TANC2
PSAP
MIBI
CCDC50
COL25A1
NUDT3
FAM229B
ACTNI1
LRP12
PAPOLG
DNAJB4
INMT
B3GALNT1
KCTD20
CCRS
TRIM46
PHTF1
WDRS86
ITIH3

ILS
KCTD11
DYNC2HI1
DCLK3
ARRDC3
SLC22A16
NAGK
CABYR
PPFIBP1
CFAP54
AMOTL2
RIT1

HPS5
HIPK3
SLC4A7
TEK

0.395921
0.395879
0.395776
0.395676
0.395568
0.395545
0.395396
0.394929
0.394925
0.39489
0.394876
0.394756
0.394702
0.394241
0.394105
0.393842
0.393841
0.393537
0.393512
0.393277
0.39326
0.393225
0.393037
0.392999
0.392953
0.39292
0.392838
0.39282
0.392759
0.392758
0.39244
0.392343
0.39221
0.392166
0.392119
0.392114
0.391821
0.391791
0.391726
0.39165
0.391617
0.391396
0.39127
0.391091
0.391046
0.390863
0.390693
0.390599
0.390209
0.390134
0.390104
0.389982
0.389907
0.389858
0.389826
0.389731
0.389547
0.389337
0.3892
0.389127

2.11E-17 79930
2.13E-17 4035
2.18E-17 100128327
2.22E-17 644353
2.27E-17 56243
2.28E-17 3479
2.35E-17 3667
2.58E-17 NA

2.58E-17 23471
2.60E-17 113791
2.61E-17 84248
2.67E-17 120892
2.70E-17 6497
2.96E-17 51454
3.04E-17 79668
3.21E-17 5351
3.21E-17 57473
3.41E-17 5547
3.42E-17 10827
3.59E-17 8643
3.60E-17 51742
3.62E-17 9002
3.76E-17 54813
3.79E-17 4650
3.83E-17 55729
3.85E-17 26115
3.92E-17 5660
3.93E-17 57534
3.98E-17 152137
3.98E-17 84570
4.24E-17 11165
4.32E-17 619208
4.44E-17 87
4.47E-17 29967
4.52E-17 64895
4.52E-17 11080
4.79E-17 11185
4.82E-17 8706
4.88E-17 222658
4.96E-17 1234
4.99E-17 80128
5.21E-17 10745
5.34E-17 349136
5.54E-17 3699
5.59E-17 3567
5.79E-17 147040
5.99E-17 79659
6.10E-17 85443
6.59E-17 57561
6.69E-17 85413
6.73E-17 55577
6.89E-17 26256
7.00E-17 8496
7.06E-17 144535
7.11E-17 51421
7.24E-17 6016
7.51E-17 11234
7.82E-17 10114
8.04E-17 9497
8.16E-17 7010



DENND2C
GPR78
MAML2
AKAP12
EIF2AK2
SENP7
RASSF2
RIN2
PLA2G15
NGF
ZNF697
ARHGAP28

TMEMI132A

Cllorf87
GADLI1
UVRAG
EXOCS5
PHYHIP
ADAM?23
IGFL2
SERPINB9
GRID1
SLC41A1
VATI
ANGPT1
DNM3
PLD3
BNIP2
PPM1M
PMEPAL1
PODXL
INPPS5F
ADCY4
TRIMS
SPINK7
IKZF2
MBD5
VWEF
ZBTB41
SACS
KRT79
LRCH3
YAF2
CLMP
ZBTB46
FCN3
ATM
REL
KIAA1033
IGFBP4
REM1
FRY
HLX
PHF21A
EBF1
IMPG2
ROCK1
ADIPOQ
DIP2C

0.389109
0.388995
0.388797
0.388682
0.38865
0.388526
0.388447
0.388428
0.38842
0.388405
0.388399
0.388074
0.387917
0.387842
0.387555
0.387417
0.387358
0.387264
0.387243
0.387222
0.386663
0.386605
0.386269
0.38624
0.385869
0.385849
0.385829
0.385801
0.385793
0.385633
0.385443
0.385306
0.385304
0.385169
0.385151
0.385084
0.38482
0.384795
0.384643
0.384567
0.384562
0.384239
0.383953
0.383803
0.383802
0.383729
0.3837
0.383677
0.383636
0.383588
0.383567
0.38355
0.383443
0.383325
0.383312
0.383266
0.383222
0.383219
0.383115
0.38302

8.18E-17 163259
8.37E-17 27201
8.70E-17 84441
8.90E-17 9590
8.95E-17 5610
9.18E-17 57337
9.32E-17 9770
9.35E-17 54453
9.37E-17 23659
9.40E-17 4803
9.41E-17 90874
1.00E-16 79822
1.03E-16 NA

1.05E-16 54972
1.11E-16 399947
1.14E-16 339896
1.15E-16 7405
1.17E-16 10640
1.18E-16 9796
1.18E-16 8745
1.32E-16 147920
1.34E-16 5272
1.43E-16 2894
1.43E-16 254428
1.54E-16 10493
1.55E-16 284
1.55E-16 26052
1.56E-16 23646
1.56E-16 663
1.61E-16 132160
1.67E-16 56937
1.72E-16 5420
1.72E-16 22876
1.77E-16 196883
1.77E-16 81603
1.79E-16 84651
1.89E-16 22807
1.90E-16 55777
1.95E-16 7450
1.98E-16 360023
1.99E-16 26278
2.11E-16 338785
2.23E-16 84859
2.30E-16 10138
2.30E-16 79827
2.33E-16 140685
2.35E-16 8547
2.36E-16 472
2.37E-16 5966
2.40E-16 NA

2.41E-16 3487
2.41E-16 28954
2.46E-16 10129
2.52E-16 3142
2.53E-16 51317
2.55E-16 1879
2.57E-16 50939
2.57E-16 6093
2.63E-16 9370
2.67E-16 22982



AHR
PRKCH
PHF20L1
CBL
DDHDI1
LST1
RGS7BP
NR2F2
PCNXL4
OGFRLI
VKORCI1
ZNF720
ENTPD7
TMPRSS11D
WDFY3
RCBTB2
RAMP2
ACADI11
ELK4
SELPLG
ARHGAP24
HCK
RILPL2
FLI1
DKK?2
CILP
MCFD2
SLC35B4
PTGFR
GRK4
SCHIP1
STOM
JIMIDIC
C200rf194
TMEMI110
MTMRO
ZNF366
CYLD
SDCCAGS
SEMASB
WBPIL
PINLYP
VPS13B
RHOBTBI
CCNJ
PPT1
IKZF4
Cl6orf52
EFNB3
SASHI
CACNA2DI
ZNF641
ST8SIA4
PEAK1
P2RY6
ZNF333
SLC2A6
RNF217
SYT16
MAP4

0.38295
0.382901
0.38285
0.382792
0.382736
0.382658
0.382419
0.382377
0.382265
0.38204
0.381832
0.381825
0.381754
0.381569
0.381435
0.381302
0.38123
0.381205
0.3811
0.381003
0.38073
0.380633
0.380587
0.380516
0.380397
0.380368
0.380357
0.380331
0.380247
0.380188
0.380132
0.380049
0.379845
0.379809
0.379801
0.379463
0.379435
0.379405
0.379373
0.379356
0.379332
0.379306
0.379267
0.379123
0.379001
0.378537
0.37836
0.378296
0.378157
0.378003
0.377791
0.377703
0.377388
0.377365
0.377273
0.37726
0.377242
0.377077
0.3769
0.376875

2.71E-16 196
2.74E-16 5583
2.76E-16 51105
2.79E-16 867
2.82E-16 80821
2.87E-16 7940
3.00E-16 401190
3.03E-16 7026
3.09E-16 NA

3.23E-16 79627
3.36E-16 79001
3.36E-16 124411
3.41E-16 57089
3.53E-16 9407
3.62E-16 23001
3.72E-16 1102
3.77E-16 10266
3.79E-16 84129
3.86E-16 2005
3.94E-16 6404
4.15E-16 83478
4.22E-16 3055
4.26E-16 196383
4.32E-16 2313
4.42E-16 27123
4.44E-16 8483
4.45E-16 90411
4.47E-16 84912
4.55E-16 5737
4.60E-16 2868
4.65E-16 29970
4.72E-16 2040
4.91E-16 221037
4.94E-16 25943
4.95E-16 NA

5.28E-16 66036
5.31E-16 167465
5.34E-16 1540
5.37E-16 10806
5.39E-16 54437
5.41E-16 54838
5.44E-16 390940
5.48E-16 157680
5.63E-16 9886
5.76E-16 54619
6.29E-16 5538
6.51E-16 64375
6.59E-16 NA

6.76E-16 1949
6.96E-16 23328
7.25E-16 781
7.37E-16 121274
7.82E-16 7903
7.85E-16 79834
7.99E-16 5031
8.01E-16 84449
8.04E-16 11182
8.29E-16 154214
8.57E-16 83851
8.61E-16 4134



LAMA?
KYNU
PTPRG
IL21R
ADAMS
SLC30A7
KCNK2
NFKB2
PQLC3
GPRY7
ZNF362
IL2RA
CD33
SCEL
RAB23
SLFN12L
MKLI1
CYTH4
SARIA
CD300LB
ITGA4
TRIM22
MFAP3
ZNF135
STEAP2
S100PBP
ALS2CR12
RILPLI
NABPI
ACAN
TETI
GIPC3
NLGN4X
KLRGI1
GPR132
TRPC6
AGPAT4
CCDC176
FMOD
ZBED2
MOBIB
SAMDS
WDFY2
TBXI5
ZBTBSA
REST
ZNF732
PLEKHGI
KPNAS
SLC45A1
ARHGAP23
CCSER2
CEP135
IL6ST
BTF3L4
SLC6A6
CCL18
CREBRF
LY86
ZNF750

0.376671
0.376625
0.376354
0.376299
0.376252
0.376244

0.37623
0.376166

0.37581
0.375453
0.375429
0.375421

0.37538
0.375375
0.375333
0.375196
0.375134
0.375132

0.37503
0.374851
0.374481
0.374479
0.374436
0.374345
0.374122
0.373887
0.373808
0.373713
0.373565
0.373461
0.373421
0.373383

0.37338
0.373292
0.373258
0.373202
0.373084
0.373008
0.372936
0.372817
0.372594
0.372466
0.371997
0.371978
0.371976
0.371889
0.371864
0.371757
0.371515
0.371286
0.371223
0.371223
0.371174
0.371145
0.371091
0.371065
0.371054
0.370687

0.37044
0.370419

8.95E-16 3908
9.03E-16 8942
9.50E-16 5793
9.60E-16 50615
9.69E-16 101
9.70E-16 148867
9.73E-16 3776
9.84E-16 4791
1.05E-15 NA

1.13E-15 NA

1.13E-15 149076
1.13E-15 3559
1.14E-15 945
1.14E-15 8796
1.15E-15 51715
1.18E-15 100506736
1.19E-15 NA

1.19E-15 27128
1.22E-15 56681
1.26E-15 124599
1.35E-15 3676
1.35E-15 10346
1.36E-15 4238
1.38E-15 7694
1.44E-15 261729
1.51E-15 64766
1.53E-15 NA

1.56E-15 353116
1.60E-15 64859
1.63E-15 176
1.64E-15 80312
1.66E-15 126326
1.66E-15 57502
1.68E-15 10219
1.70E-15 29933
1.71E-15 7225
1.75E-15 56895
1.78E-15 NA

1.80E-15 2331
1.84E-15 79413
1.92E-15 92597
1.96E-15 142891
2.14E-15 115825
2.15E-15 6913
2.15E-15 653121
2.19E-15 5978
2.20E-15 654254
2.24E-15 57480
2.34E-15 3841
2.44E-15 50651
2.47E-15 57636
2.47E-15 54462
2.49E-15 9662
2.51E-15 3572
2.53E-15 91408
2.55E-15 6533
2.55E-15 6362
2.73E-15 153222
2.86E-15 9450
2.87E-15 79755



ZBTB1
ATF7
ST3GAL2
RNF222
CEP162
ECM1
CREBS
ARHGEF3
RNF169
RAP2B
BNIP3L
MEGF6
STXBP4
ZCCHC24
DUSP10
SH2B3
PLK3
MPP4
ZC3H10
AMOTL1
OTUD4
BBIP1
EXOC3L2
RASA1
NOVA2
ISLR2
GPR182
LRRC70
SPRY'1
GPATCH2L
FAMI55A
UBE2W
ELL2
PIK3AP1
NEK1
LRRC38
LAMC2
LEPROT
ALCAM
OXTR
MFSD1
ACSL4
GNB5S
AGO3
PRDM6
IRAK2
PLEKHA3
GABARAPLI1
LBP
COLI13Al
COLGALTI1
FAMI78A
PCDH9
HDGFRP3
FKBP15
IFITS
RIPK2
AC037459.4
TGFBR2
SUFU

0.37038
0.370245
0.370184
0.370075
0.369934
0.369815
0.369789
0.369723
0.369616
0.369568
0.369504
0.369492
0.369473
0.369466
0.369447
0.369423
0.369286
0.368803
0.368714
0.368666
0.368572
0.368501
0.368484
0.368309
0.368228
0.368213
0.368192
0.368138
0.367681
0.367619
0.367446
0.367292
0.367206
0.367024
0.366917
0.366863
0.366768
0.366742
0.366641
0.366628
0.366465

0.36629
0.366267
0.366116
0.366077
0.365944
0.365882
0.365862
0.365844
0.365807

0.36576
0.365728
0.365605
0.365557
0.365532

0.36553
0.365165
0.365151

0.36512
0.365091

2.89E-15 22890
2.96E-15 11016
2.99E-15 6483
3.06E-15 643904
3.14E-15 22832
3.20E-15 1893
3.22E-15 9586
3.26E-15 50650
3.32E-15 254225
3.35E-15 5912
3.39E-15 665
3.40E-15 1953
3.41E-15 252983
3.42E-15 219654
3.43E-15 11221
3.44E-15 10019
3.53E-15 1263
3.86E-15 58538
3.92E-15 84872
3.96E-15 154810
4.03E-15 54726
4.08E-15 92482
4.09E-15 90332
4.22E-15 5921
4.29E-15 4858
4.30E-15 57611
4.32E-15 11318
4.36E-15 100130733
4.74E-15 10252
4.79E-15 55668
4.94E-15 728215
5.09E-15 55284
5.17E-15 22936
5.34E-15 118788
5.44E-15 4750
5.50E-15 126755
5.59E-15 3918
5.62E-15 54741
5.73E-15 214
5.74E-15 5021
5.91E-15 64747
6.10E-15 2182
6.13E-15 10681
6.30E-15 192669
6.34E-15 93166
6.50E-15 3656
6.57E-15 65977
6.60E-15 23710
6.62E-15 3929
6.66E-15 1305
6.72E-15 79709
6.76E-15 NA

6.91E-15 5101
6.97E-15 NA

7.00E-15 23307
7.00E-15 24138
7.48E-15 8767
7.50E-15 NA

7.54E-15 7048
7.58E-15 51684



PPAPDC3
SNX31
RC3H2
CSorf51
UBXN7
VAMP4
FAM219A
MAP3K7
PYGO1
BBS10
ZNF484
TRAM?2
RABI13
COL6A6
CLTCL1
SP110
TMEM30A
PREX1
WNK1
C2orf74
ZFHX3
NR3Cl1
ZNF382
SGMS2
C2lorf91
Cl50rf53
JAM3
PLAUR
STX7
MMP21
RABI12
MYADM
API1S2
LATS1
PURA
TSPYLS5
ZNF626
CNN2
STK3
GGCX
KANSLI1L
CXorf21
DISC1
MSANTD4
ETV1
PRDM2
IQSEC1
TRIMS5
FAT4
RNF115
PFKFB3
PITPNCI1
TSPYL4
TTC7B
ARIHI1
NBPF19
NCKAPIL
NBPF26
ANXAR
GIMAP4

0.364923
0.364911
0.364888
0.364691
0.364587
0.364564
0.364531
0.364476
0.364432
0.364421
0.364344
0.364233
0.364097
0.364039
0.363998
0.363958
0.363945
0.363824
0.363505
0.363483
0.363438
0.363359
0.363303
0.363294
0.363241
0.363181
0.363052
0.362948
0.362925
0.362887
0.362861
0.362857
0.362777
0.362759
0.362736
0.362666
0.362648
0.362554
0.362538

0.36253
0.362492
0.362343
0.362323

0.36226
0.362251
0.362136
0.362096
0.362061
0.362024

0.36198
0.361964
0.361776
0.361721
0.361683
0.361668
0.361557
0.361481
0.361452
0.361338
0.361261

7.82E-15 NA

7.83E-15 169166
7.87E-15 54542
8.15E-15 285636
8.31E-15 26043
8.34E-15 8674
8.39E-15 203259
8.47E-15 6885
8.54E-15 26108
8.56E-15 79738
8.68E-15 83744
8.85E-15 9697
9.07E-15 5872
9.17E-15 131873
9.24E-15 8218
9.30E-15 3431
9.33E-15 55754
9.53E-15 57580
1.01E-14 65125
1.01E-14 339804
1.02E-14 463
1.04E-14 2908
1.05E-14 84911
1.05E-14 166929
1.06E-14 54149
1.07E-14 NA

1.10E-14 83700
1.12E-14 5329
1.12E-14 8417
1.13E-14 118856
1.13E-14 201475
1.13E-14 91663
1.15E-14 8905
1.15E-14 9113
1.16E-14 5813
1.17E-14 85453
1.18E-14 199777
1.20E-14 1265
1.20E-14 6788
1.20E-14 2677
1.21E-14 151050
1.24E-14 NA

1.25E-14 27185
1.26E-14 84437
1.26E-14 2115
1.29E-14 7799
1.30E-14 9922
1.31E-14 85363
1.32E-14 79633
1.33E-14 27246
1.33E-14 5209
1.38E-14 26207
1.39E-14 23270
1.40E-14 145567
1.40E-14 25820
1.43E-14 101060226
1.45E-14 3071
1.46E-14 101060684
1.49E-14 653145
1.51E-14 55303



MAP3KS
ZNF322
PHF14
ELFNI1
TMEM263
CLDNI11
RASGRPI1
KIAA1586
PRKD3
11-9H
RAB29
TRIO
MXRA7
MCAM
PTPN22
DHX36
OTULIN
TNFAIP3
PALLD
RUFY3
RHCG
FAMS3A
SLCI2A8
CDC42EP3
JAK3
UNCS5B
CDC73
SCIMP
PCDHGC3
MYOZ2
RAMP3
LEPR
DLEU7
TNFSF18
ZFP90
PELO
SYNC
MYCBP2
PCMTDI1
ROBOI1
CLASPI
SP100
ARL6
IFT81
PLEKHAL1
GSAP
Cl10orf131
KIAA1024
AJAPI
MYBPH
TNN
STK32B
SERPINB2
C2CD2
CLEC2B
ASXL2
STEAP4
SMURF2
UBE2D1
MDGA1

0.36106
0.360922
0.360874
0.360871

0.36087
0.360822
0.360791
0.360767
0.360705
0.360691
0.360659
0.360542

0.36046
0.360442
0.360373

0.36037
0.360368
0.360288
0.360274
0.360133

0.36004
0.360013

0.35997
0.359825
0.359802
0.359785
0.359761
0.359698
0.359648
0.359554
0.359537
0.359371
0.359371
0.359341
0.359304
0.359296
0.359256
0.359204
0.359154
0.359104

0.35907
0.358988
0.358972
0.358917
0.358765
0.358695
0.358668

0.35852

0.35851
0.358506

0.35848
0.358371
0.358262

0.35814
0.358123
0.358006
0.357743
0.357595
0.357548
0.357377

1.56E-14 1326
1.60E-14 79692
1.62E-14 9678
1.62E-14 392617
1.62E-14 90488
1.63E-14 5010
1.64E-14 10125
1.65E-14 57691
1.67E-14 23683
1.67E-14 NA

1.68E-14 8934
1.72E-14 7204
1.74E-14 439921
1.75E-14 4162
1.77E-14 26191
1.77E-14 170506
1.77E-14 90268
1.79E-14 7128
1.80E-14 23022
1.84E-14 22902
1.88E-14 51458
1.88E-14 84985
1.90E-14 84561
1.95E-14 10602
1.96E-14 3718
1.96E-14 219699
1.97E-14 79577
1.99E-14 388325
2.01E-14 5098
2.04E-14 51778
2.05E-14 10268
2.11E-14 3953
2.11E-14 220107
2.12E-14 8995
2.14E-14 146198
2.14E-14 53918
2.15E-14 81493
2.18E-14 23077
2.19E-14 115294
2.21E-14 6091
2.23E-14 23332
2.26E-14 6672
2.27E-14 84100
2.29E-14 28981
2.35E-14 59338
2.38E-14 54103
2.39E-14 NA

2.45E-14 NA

2.46E-14 55966
2.46E-14 4608
2.47E-14 63923
2.52E-14 55351
2.57E-14 5055
2.63E-14 25966
2.63E-14 9976
2.69E-14 55252
2.82E-14 79689
2.89E-14 64750
2.91E-14 7321
3.00E-14 266727



TNFAIP2
PSTPIP1
KIAA1551

GPR75-ASB3

0AS2
EVI5
SMCO3
ZFANDS5
GPR183
CFLAR
ZNF154
GLIS3
TTYH2
CDC42SE1
CTSO
MPRIP
CLSTN3
RABI11FIP2
OSBPL9
LGI2
SV2B
KIAA0825
NME7
FZD8
ANKRD42
CTLA4
FABP4
USHBP1
GPR133
ZKSCANS8
ZNF676
BLOCI1S6
1GDCC4
C170rf107
MEF2A
APOC2
CDR2L
ERCC4
RANBP9
MALTI
ANGPTLA4
AFAP1
CXCL9
TTC28
SMARCA1
TAF3
FBLNI1
CYPI9A1
NEK7
CDC27
IGFL1
KLHL20
SLC16A4
AKAP2
EPS15
CLNK
ELF2
GRHL1
KCNT2
STX6

0.357365
0.357354
0.357349
0.357153
0.357109
0.357102
0.357081
0.357053
0.357018
0.357001
0.356948
0.356836
0.356831
0.356819
0.356746
0.356719
0.356685
0.356599
0.356548
0.356406
0.35638
0.356379
0.356301
0.356277
0.356227
0.356154
0.355879
0.355789
0.355739
0.355659
0.355659
0.355562
0.355168
0.355082
0.355037
0.355031
0.354936
0.354852
0.354794
0.354756
0.354634
0.354417
0.354412
0.354342
0.35431
0.3543
0.354194
0.354141
0.353986
0.35397
0.353929
0.353856
0.353698
0.353696
0.353595
0.353572
0.353524
0.353178
0.353152
0.353128

3.01E-14 7127
3.02E-14 9051
3.02E-14 NA

3.12E-14 100302652
3.15E-14 4939
3.15E-14 7813
3.16E-14 440087
3.18E-14 7763
3.20E-14 1880
3.21E-14 8837
3.24E-14 7710
3.30E-14 169792
3.31E-14 94015
3.31E-14 56882
3.36E-14 1519
3.37E-14 23164
3.39E-14 9746
3.44E-14 22841
3.47E-14 114883
3.56E-14 55203
3.58E-14 9899
3.58E-14 285600
3.63E-14 29922
3.64E-14 8325
3.68E-14 338699
3.72E-14 1493
391E-14 2167
3.97E-14 83878
4.00E-14 NA

4.06E-14 7745
4.06E-14 163223
4.13E-14 26258
4.42E-14 57722
4.49E-14 100130311
4.53E-14 4205
4.53E-14 344
4.61E-14 30850
4.67E-14 2072
4.72E-14 10048
4.75E-14 10892
4.86E-14 51129
5.04E-14 60312
5.05E-14 4283
5.11E-14 23331
5.14E-14 6594
5.15E-14 83860
5.24E-14 2192
5.29E-14 1588
5.44E-14 140609
5.45E-14 996
5.49E-14 374918
5.56E-14 27252
5.71E-14 9122
5.72E-14 NA

5.82E-14 2060
5.84E-14 116449
5.89E-14 1998
6.25E-14 29841
6.28E-14 343450
6.31E-14 10228



SEC24D
YWHAG
COL7A1
KLF12
WDR26
FADSI1
CEP19
STAU2
ITGA2
TROVE2
KLF11
KLHL7
CEPS5L
RELT
DHH
KMT2A
INPP4A
CLIC2
ECEL1
YEATS2
FBXL2
TMEM163
KIAA1210
MDFI
CYGB
RAETIG
APBBIIP
CHPF
TEX14
SOX17
CHSTI10
FAM212A
KRT80
KIF3A
RSF1
ZDHHC17
DOCK2
PRELP
KRT17
PCDHGA3
CBFB
LURAPI1
OAZ2
CLCF1
GTF21
MAP3K1
ATG7
FMNL2
CCDC144A
SUSDS5
IGIP
PCEDIB
CDC37L1
ZFYVE26
NCCRP1
MLCI1
SAMD14
REV3L
ALS2
RAB42

0.353121

0.35298
0.352759
0.352759
0.352755
0.352719
0.352694
0.352658
0.352555
0.352553
0.352523
0.352504
0.352453
0.352385
0.352243
0.352238
0.351935
0.351931
0.351896
0.351839
0.351817
0.351714
0.351678
0.351574
0.351499
0.351487

0.35143
0.351311
0.351287
0.351131
0.351047
0.351037
0.351036
0.350809
0.350784
0.350703
0.350637
0.350523
0.350481
0.350476
0.350367
0.350161
0.350114
0.350048
0.350041
0.350023
0.349885
0.349872
0.349869
0.349859
0.349789
0.349653
0.349628
0.349624
0.349561
0.349406
0.349392

0.34935
0.349322

0.34926

6.32E-14 9871
6.47E-14 7532
6.72E-14 1294
6.72E-14 11278
6.73E-14 80232
6.77E-14 3992
6.80E-14 84984
6.84E-14 27067
6.97E-14 3673
6.97E-14 NA

7.01E-14 8462
7.03E-14 55975
7.09E-14 387119
7.17E-14 84957
7.35E-14 50846
7.36E-14 4297
7.76E-14 3631
7.76E-14 1193
7.81E-14 9427
7.89E-14 55689
7.91E-14 25827
8.06E-14 81615
8.11E-14 57481
8.25E-14 4188
8.36E-14 114757
8.38E-14 353091
8.46E-14 54518
8.64E-14 79586
8.67E-14 56155
8.91E-14 64321
9.04E-14 9486
9.05E-14 NA

9.06E-14 144501
9.42E-14 11127
9.46E-14 51773
9.59E-14 23390
9.70E-14 1794
9.89E-14 5549
9.96E-14 3872
9.97E-14 56112
1.02E-13 865
1.05E-13 541468
1.06E-13 4947
1.07E-13 23529
1.07E-13 2969
1.08E-13 4214
1.10E-13 10533
1.11E-13 114793
1.11E-13 9720
1.11E-13 26032
1.12E-13 492311
1.15E-13 91523
1.15E-13 55664
1.15E-13 23503
1.17E-13 342897
1.20E-13 23209
1.20E-13 201191
1.21E-13 5980
1.22E-13 57679
1.23E-13 115273



DENND6A
I1COS
FBX030
TUBB6
YAP1
DNASE2
GREBI1L
MYHS
ANKIB1
ITPR1
HSPA13
CLECI1B
COPSS8
FRS2
INSIG2
RPAP2
NXPE3
CASS4
BMI1
PLCBI
CAMSAPI1
FZD2
TYWS5
B3GALTL
SLN
NAP1L3
PIKFYVE
CHORDCI1
RNGTT
C4orf3
AHDCI1
SHC1
HIATI
P4HAI
ZNF292
RAB33B
DPYD
DOCK11
SMIM13
STEAP1B
GPATCH2
CYS1
MS4A4A
C120rf79
ITSN1
SNAPCI1
OLFM2
CCDCS82
EHBP1
TSPYL2
HACE!1
RFX3
WSB1
METTL21B
AASS
SMURF1
UBE2Q2
KCTD7
ATGI12
SOS1

0.349218
0.349194
0.349157
0.349057
0.349027
0.348887
0.348854
0.348744
0.348744
0.348607
0.348483
0.348481
0.348459
0.348439
0.348404

0.34837
0.348345
0.348328
0.348318

0.34825
0.348191
0.347962
0.347909
0.347856
0.347778
0.347762
0.347729
0.347724
0.347711
0.347637
0.347592
0.347562
0.347472
0.347423
0.347381
0.347214
0.347213
0.347092
0.347063
0.347026
0.347024
0.346989
0.346944
0.346909
0.346857
0.346717

0.34665
0.346647
0.346568
0.346557
0.346552
0.346516
0.346472
0.346404
0.346196
0.345949
0.345945

0.34593
0.345884
0.345835

1.24E-13
1.24E-13
1.25E-13
1.27E-13
1.28E-13
1.31E-13
1.32E-13
1.34E-13
1.34E-13
1.37E-13
1.40E-13
1.40E-13
1.41E-13
1.41E-13
1.42E-13
1.43E-13
1.44E-13
1.44E-13
1.44E-13
1.46E-13
1.47E-13
1.53E-13
1.55E-13
1.56E-13 NA
1.58E-13
1.59E-13
1.59E-13
1.60E-13
1.60E-13
1.62E-13
1.63E-13
1.64E-13
1.67E-13 NA
1.68E-13
1.69E-13
1.74E-13
1.74E-13
1.78E-13
1.79E-13
1.80E-13
1.80E-13
1.81E-13
1.82E-13
1.83E-13 NA
1.85E-13
1.89E-13
1.92E-13
1.92E-13
1.94E-13
1.95E-13
1.95E-13
1.96E-13
1.97E-13
2.00E-13 NA
2.07E-13
2.16E-13
2.16E-13
2.16E-13
2.18E-13
2.20E-13

201627
29851
84085
84617
10413
1777
80000
4626
54467
3708
6782
51266
10920
10818
51141
79871
91775
57091
648
23236
157922
2535

129450

6588
4675
200576
26973
8732
401152
27245
6464

5033
23036
83452

1806

139818
221710
256227
55105
192668
51338

6453
6617
93145
79780
23301
64061
57531
5991
26118

10157
57154
92912
154881
9140
6654



DFNAS
DPEP2
SEC22C
PLVAP
HSD17B6
DDX58
PCDHB7
BMPR1B
ZNF449
Cl6orf72
Cl6orf71
UGCG
TMEM109
BLOC1S2
FBN2
NBN
WNT9B
TK2
TOR1AIP1
DNAIJIB6
PITPNB
ATXN3
TNRC6A
C5orf24
KIDINS220
A2M
KIF17
HELZ
LILRA1
Clorf101
DNAJCI18
STK10
NFKBIE
PPP3CA
SCAF11
TMED7-TICAM2
WNT7A
APOLS3
MYH9
C4B
ST3GALI1
CECRI1
TREMLI
MKIL2
LPXN
ZNF699
RGS19
PRCD
CSF1R
ZBTB11
MX2
CEP120
RNF19A
NFIC
GPATCHS8
ARL8B
MYOI1G
SCARF1
MEX3C
HCFCI1RI1

0.345834
0.345759
0.345523
0.345473
0.345437
0.345435
0.345381
0.345345
0.345261
0.345209
0.345186
0.345073
0.345033
0.345024
0.344825
0.344816
0.344781
0.344772
0.344767
0.34473
0.344697
0.344688
0.34449
0.344442
0.344357
0.344337
0.344285
0.344241
0.344148
0.344135
0.344074
0.343929
0.3439
0.343874
0.343788
0.343745
0.343639
0.343588
0.343512
0.343397
0.343307
0.343262
0.343074
0.342846
0.342718
0.342689
0.342674
0.34265
0.342595
0.342527
0.3425
0.342468
0.342436
0.34229
0.342275
0.34222
0.342201
0.341974
0.34191
0.341879

2.20E-13 NA

2.23E-13 64174
2.32E-13 9117
2.34E-13 83483
2.35E-13 8630
2.35E-13 23586
2.37E-13 56129
2.39E-13 658
2.42E-13 203523
2.44E-13 29035
2.45E-13 146562
2.50E-13 7357
2.52E-13 79073
2.52E-13 282991
2.61E-13 2201
2.61E-13 4683
2.63E-13 7484
2.63E-13 7084
2.63E-13 26092
2.65E-13 10049
2.66E-13 23760
2.67E-13 4287
2.76E-13 27327
2.78E-13 134553
2.82E-13 57498
2.83E-13 2
2.85E-13 57576
2.88E-13 9931
2.92E-13 11024
2.93E-13 NA

2.96E-13 202052
3.03E-13 6793
3.04E-13 4794
3.06E-13 5530
3.10E-13 9169
3.12E-13 100302736
3.18E-13 7476
3.21E-13 80833
3.25E-13 4627
3.31E-13 721
3.36E-13 6482
3.39E-13 NA

3.50E-13 340205
3.63E-13 NA

3.71E-13 9404
3.73E-13 374879
3.74E-13 10287
3.75E-13 768206
3.79E-13 1436
3.83E-13 27107
3.85E-13 4600
3.87E-13 153241
3.89E-13 25897
3.99E-13 4782
4.00E-13 23131
4.03E-13 55207
4.05E-13 64005
4.20E-13 8578
4.25E-13 51320
4.27E-13 54985



CEP97
PARVA
NEMF
SFT2D2
TGM2
WDR19
SHISA2
AlF1
GLT8DI
TMEM40
CRTC3
ETAALI
NPAT
NOD1
ZBTB4
GNPDA2
MAST4
M6PR
ATF2
LIMK1
PLXNAI
FBXO11
LRRCSA
TMEMS52B
P3H4
FAM3C
BPIFB4
HCAR2
USP15
OSGIN2
TRAPPC6B
MKX

PPL

SELP
TRIMS59
HLA-DQAI1
KIAAO0355
OSBPL3
MEMOI1
SLC25A30
ARPP19
PCDHGB7
VRK2
MOSPD1
NAIP
NBPF15
MOSPD2
RNF13
ZNF286A
CMKLR1
FOXN2
PTEN
XXYLT1
FAM220A
AGO4
CC2D2A
PCDHBI10
KPNA1
CMTMI
NOS3

0.341795
0.341694
0.341682
0.341568
0.341523
0.341422
0.341382
0.341372
0.341336
0.341321
0.341308
0.341249
0.341241
0.341151
0.341083
0.341058
0.341015

0.34098
0.340969
0.340787
0.340467
0.340435
0.340413
0.340361
0.340154
0.340038
0.339992
0.339901
0.339884
0.339867
0.339854
0.339678
0.339666
0.339538
0.339392
0.339331
0.339205
0.339101
0.339002
0.338993
0.338971
0.338915

0.33884
0.338839
0.338814
0.338787
0.338774
0.338724

0.33859
0.338491
0.338483
0.338352
0.338213
0.338199
0.338092
0.338081
0.3380064
0.338054
0.337998
0.337956

4.33E-13
4.40E-13
4.41E-13
4.50E-13
4.53E-13
4.61E-13
4.64E-13
4.64E-13
4.67E-13
4.68E-13
4.69E-13
4.74E-13
4.75E-13
4.82E-13
4.87E-13
4.89E-13
4.93E-13
4.96E-13
4.97E-13
5.12E-13
5.40E-13
5.43E-13
5.45E-13
5.49E-13
5.68E-13
5.79E-13
5.84E-13
5.93E-13
5.94E-13
5.96E-13
5.97E-13
6.15E-13
6.16E-13
6.29E-13
6.45E-13
6.51E-13
6.65E-13 NA
6.76E-13
6.88E-13
6.89E-13
6.91E-13
6.98E-13
7.06E-13
7.06E-13
7.09E-13
7.12E-13
7.14E-13
7.20E-13
7.36E-13
7.48E-13
7.49E-13
7.65E-13
7.83E-13
7.85E-13
7.99E-13
8.00E-13
8.02E-13
8.04E-13
8.11E-13
8.17E-13

79598
55742
9147
375035
7052
57728
387914
199
55830
55287
64784
54465
4863
10392
57659
132789
375449
4074
1386
3984
5361
80204
56262
120939
10609
10447
149954
338442
9958
734
122553
283078
5493
6403
286827
3117

26031
7795
253512
10776
56099
7444
56180
4671
284565
158747
11342
57335
1240
3344
5728
152002
84792
192670
57545
56126
3836
113540
4846



ERGIC2
FOXCl1
CCPG1
LAMP2
NFATC1
JAZF1
TNFSF12
HPS3
MANBA
DAB2
EID3
CD99L2
TMEM39A
CD4
RASIP1
MS4A4E
CACULI
XAF1
GYS2
SLCI12A1
NBPFS8
USP31
CCDC89
SMCO2
ZIK1
MANIA2
BODIL1
SPRED1
ZNF385A
CFAP97
TMEM200C
ZNF280D
PGBD3
CLOCK
VASH2
SOCS4
LAT2
DENND4A
TMEM136
PHIP
QSERI1
MAP3K2
C9orf47
PARP14
LY6D
GRIA3
FOXO1
VEZF1
COROIC
IBSP
SRSF12
DOCK9
Cl12orf4
AJUBA
ZNF430
OSM
ERCC6
ATRX
CD14
FHLS5

0.337947
0.337915
0.337875
0.337861
0.33774
0.337725
0.337695
0.337624
0.33757
0.337543
0.337529
0.337492
0.337438
0.337393
0.337275
0.33721
0.337185
0.337183
0.337179
0.337169
0.337148
0.337133
0.337084
0.337037
0.336778
0.336768
0.336758
0.336699
0.336668
0.336656
0.336635
0.336538
0.336521
0.336519
0.336475
0.336458
0.336298
0.336239
0.336051
0.336
0.335989
0.335971
0.335948
0.335905
0.335769
0.335542
0.335363
0.335335
0.33531
0.335222
0.335152
0.335149
0.334961
0.334955
0.334826
0.33477
0.334754
0.334679
0.334599
0.334585

8.18E-13
8.22E-13
8.28E-13
8.30E-13
8.46E-13
8.48E-13
8.52E-13
8.62E-13
8.70E-13
8.74E-13
8.76E-13
8.81E-13
8.89E-13
8.96E-13
9.13E-13
9.23E-13
9.27E-13
9.27E-13
9.28E-13
9.29E-13
9.32E-13
9.35E-13
9.42E-13
9.50E-13
9.91E-13
9.92E-13
9.94E-13
1.00E-12
1.01E-12
1.01E-12
1.01E-12
1.03E-12
1.03E-12
1.03E-12
1.04E-12
1.04E-12
1.07E-12
1.08E-12
1.12E-12 NA
1.12E-12
1.13E-12
1.13E-12
1.13E-12
1.14E-12
1.17E-12
1.21E-12
1.25E-12
1.25E-12
1.26E-12
1.28E-12
1.29E-12
1.29E-12
1.33E-12
1.33E-12
1.36E-12
1.37E-12
1.38E-12
1.39E-12
1.41E-12
1.42E-12

51290
2296
9236
3920
4772
221895
8742
84343
4126
1601
493861
83692
55254
920
54922
643680
143384
54739
2998
6557
728841
57478
220388
341346
284307
10905
259282
161742
25946
57587
645369
54816
267004
9575
79805
122809
7462

10260

55023
79832
10746
286223
54625
8581
2892
2308
7716
23603
3381
135295
23348
57102
84962
80264
5008
2074
546
929
9457



SLC9B2
ARHGAP30
CERS3
C4orf32
APIMI1
EID1
CASP4
MCF2
C8orf58
RNF225
FAMOI1Al
ZNF618
MTR

GLS
CHD9
SRPK2
ZMYM4
TNRC6C
HSPB2
MMP12
MEFV
USP32
CCDC6
PPPIRI2A
DUSP14
SPATA9
MECP2
CPEB4
SGCE
ADAR
CMTM6
CLASP2
PHACTR3
RICTOR
SMIM10
FBXW11
POLI
VCPIP1
SAV1
IL27RA
TULP4
CCP110
TPP1
HCFC2
CFI
IMPADI1
ARHGAPI15
CTNS
ZCCHC11
PRL
ZNHIT6

STONI1-GTF2AIL

PRNP
FAMI171B
CBLN3
TNFSF11
BTN2A2
FKBP9
LDOC1
HERC4

0.334451
0.33428
0.334173
0.334163
0.33414
0.334059
0.33395
0.333944
0.333902
0.333876
0.333864
0.333848
0.333771
0.333732
0.333676
0.333673
0.333673
0.333537
0.333409
0.333382
0.333367
0.333357
0.333318
0.333184
0.333147
0.333134
0.333038
0.333026
0.332963
0.332961
0.332882
0.332872
0.332821
0.332774
0.332768
0.332767
0.332734
0.33273
0.332589
0.332373
0.33234
0.33228
0.332225
0.332202
0.332162
0.332148
0.332013
0.331985
0.3319
0.331899
0.331878
0.331865
0.331799
0.331778
0.331747
0.331696
0.331599
0.331555
0.331494
0.331345

1.45E-12
1.49E-12
1.51E-12
1.52E-12 NA
1.52E-12
1.54E-12
1.57E-12
1.57E-12
1.58E-12
1.59E-12
1.59E-12
1.60E-12
1.62E-12
1.63E-12
1.64E-12
1.64E-12
1.64E-12
1.68E-12
1.71E-12
1.72E-12
1.72E-12
1.73E-12
1.74E-12
1.78E-12
1.79E-12
1.79E-12
1.82E-12
1.82E-12
1.84E-12
1.84E-12
1.87E-12
1.87E-12
1.88E-12
1.90E-12
1.90E-12
1.90E-12
1.91E-12
1.91E-12
1.96E-12
2.02E-12
2.04E-12
2.05E-12
2.07E-12
2.08E-12
2.09E-12
2.10E-12 NA
2.15E-12
2.15E-12
2.18E-12 NA
2.18E-12
2.19E-12
2.20E-12
2.22E-12
2.23E-12
2.24E-12
2.26E-12
2.29E-12
2.31E-12
2.33E-12
2.39E-12

133308
257106
204219

8907
23741
837
4168
541565
646862
157769
114991
4548
2744
80205
6733
9202
57690
3316
4321
4210
84669
8030
4659
11072
83890
4204
80315
8910
103
54918
23122
116154
253260
644538
23291
11201
80124
60485
9466
56995
9738
1200
29915
3426

55843
1497

5617
54680
286749
5621
165215
643866
8600
10385
11328
23641
26091



GTDCI1
NABI
TP63
CGGBP1
UHRF2
HCLS1
ZNF385D
TMEM?245
CIDEA
RPS6KBI1
APOLA4
GPR180
SNURF
AZI2
THADA
GPAM
FAT2
ZNF264
NCOA3
ESCO1
TCEAL4
S100A8
GBGT1
ALKBHS
KAT6A
SLCI16A7
CREB3L2
RPGRIPIL
BAZ2B
SP4
WNTSA
DPY19L1
UBLCP1
MTMR2
ZFR
ZFYVE1l6
THAPI1
ANKAR
RASA3
MORF4L1
CSF2RA
ADAM9
SOXS5
TMEMI06A
CYBS35R1
KLHL24
CRIL
SYT14
IF144
FRA10ACI
VSIG4
PHCI1
PRICKLE2
KDM5A
PARDO6G
ACTR3
ARIDIB
TNR
FKBP10
RB1CCl1

0.331336
0.331273
0.331267
0.331244
0.331237
0.331137
0.331107
0.331035
0.330998
0.330839
0.330771
0.33072
0.33067
0.330655
0.33063
0.330619
0.330599
0.330542
0.330492
0.330426
0.330415
0.330324
0.330304
0.330283
0.330255
0.330223
0.330214
0.330206
0.330004
0.329964
0.32994
0.329929
0.329775
0.329774
0.329722
0.329636
0.329508
0.329503
0.329491
0.329429
0.329381
0.329313
0.329145
0.329142
0.329042
0.329024
0.329024
0.328987
0.328672
0.328621
0.328603
0.3285
0.328439
0.328432
0.328408
0.328407
0.328286
0.328154
0.328114
0.328062

2.39E-12
2.42E-12
2.42E-12
2.43E-12
2.43E-12
2.47E-12
2.48E-12
2.51E-12
2.52E-12
2.59E-12
2.62E-12
2.64E-12
2.66E-12
2.67E-12
2.68E-12
2.68E-12
2.69E-12
2.72E-12
2.74E-12
2.77E-12
2.77E-12
2.81E-12
2.82E-12
2.83E-12
2.84E-12
2.86E-12
2.86E-12
2.87E-12
2.96E-12
2.98E-12
2.99E-12
2.99E-12
3.07E-12
3.07E-12
3.10E-12
3.14E-12
3.20E-12
3.20E-12
3.21E-12
3.24E-12
3.27E-12
3.30E-12
3.39E-12
3.39E-12
3.45E-12
3.46E-12
3.46E-12
3.48E-12
3.66E-12
3.69E-12
3.70E-12
3.76E-12
3.80E-12
3.80E-12
3.81E-12
3.82E-12
3.89E-12
3.97E-12
4.00E-12
4.03E-12

79712
4664
8626
8545

115426
3059

79750

23731
1149
6198

80832

160897
8926

64343

63892

57678
2196
9422
8202

114799

79921
6279

26301

91801
7994
9194

64764

23322

29994
6671
7474

23333

134510
8898

51663
9765

55145

150709

22821

10933
1438
8754
6660

113277

51706

54800
1379

255928

10561

118924

11326

1911
166336
5927

84552

10096

57492
7143

60681
9821



SLCYC1
CD68
ZNF483
SPTY2DI1
FAM69A
KIAA2026
LRRC58
ZNF570
SCLTI
SMG1
GOLTIB
LINGO2
NF1
HSPBAPI
MEGF9
HIVEP3
DCBLD2
SEC63
NUFIP2
TNFAIPSL2
ZRANBI
CPQ
L3MBTL3
CIRL
ZNF143
KCNK12
SLCI2A6
SENP1
DTWDI
SNX16
IGFIR
SLCOIC1
NOG
PIK3C2A
PHC3
PRG4
ENDOU
GRM6
CRLF2
FAM208A
ATP6APIL
ZNF781
EPG5
TBX19
SYNCRIP
NCKAPI
APOBEC3H
GBE1
VPS41
PLINI
SAMD3
ZNF880
FERMT?2
SLC7A60S
SOGAL
MID2
ZNF569
CGB7
IKZF5
CD72

0.328041
0.32794
0.327913
0.327846
0.327825
0.327773
0.327746
0.327737
0.327724
0.327646
0.327638
0.327574
0.327572
0.327507
0.327461
0.327437
0.327408
0.327368
0.327345
0.327317
0.327245
0.3271
0.327085
0.327084
0.32705
0.327001
0.326957
0.326912
0.326829
0.326799
0.326702
0.326669
0.326603
0.326503
0.326461
0.326452
0.32639
0.326361
0.326284
0.326211
0.326206
0.326201
0.326085
0.3260064
0.326026
0.326023
0.326008
0.325949
0.325831
0.325792
0.325768
0.325758
0.325735
0.325631
0.325544
0.325454
0.325452
0.325357
0.325297
0.325295

4.04E-12
4.11E-12
4.13E-12
4.17E-12
4.18E-12 NA
4.22E-12
4.24E-12
4.24E-12
4.25E-12
4.30E-12
4.31E-12
4.35E-12
4.35E-12
4.40E-12
4.43E-12
4.45E-12
4.47E-12
4.50E-12
4.51E-12
4.53E-12
4.59E-12
4.69E-12
4.70E-12
4.70E-12
4.73E-12
4.77E-12
4.80E-12
4.83E-12
4.90E-12
4.92E-12
5.00E-12
5.02E-12
5.07E-12
5.16E-12
5.19E-12
5.20E-12
5.25E-12
5.27E-12
5.34E-12
5.40E-12 NA
5.40E-12
5.41E-12
5.51E-12
5.52E-12
5.56E-12
5.56E-12
5.57E-12
5.62E-12
5.73E-12
5.77E-12
5.79E-12
5.80E-12
5.82E-12
5.91E-12
5.99E-12
6.08E-12
6.08E-12
6.17E-12
6.23E-12
6.23E-12

285335

968
158399
144108

158358
116064
148268
132320
23049
51026
158038
4763
79663
1955
59269
131566
11231
57532
79626
54764
10404
84456
51279
7702
56660
9990
29843
56986
64089
3480
53919
9241
5286
80012
10216
8909
2916
64109

92270
163115
57724
9095
10492
10787
164668
2632
27072
5346
154075
400713
10979
84138
140710
11043
148266
94027
64376
971



RGS20
IL7R
WAPAL
STATI
TAF2
MAP7D3
CD47
STRADA
ZNF148
SNN
GPSM3
BTN3A3
DRI1
AFF4
MLLTI11
LIPA
IL10RA
ZNFX1
EMR3
SLC38A7
DST
NR1D2
SRGAPI1
RLF
LGALSI12
ZNF546
CLEC2D
KIAA0196
UTRN
ZNF860
PNMALL
Cl6orf87
RAP2A
USP47
AHNAK?2
TUB
RPS6KC1
ADCY7
MAPK11
DOK?2
RP5-1021120.4
HIVEP1
ZNF624
DBN1
KCTD10
MTSSIL
LIPE
ZNF555
RFX7
ARMCX1
USP34
PXK
SHC4
XRNI1
C7orf25
CD59
TANK
RP11-196G11.1
STKI17A
SLC35G2

0.325207
0.325145
0.325089
0.325083
0.325058
0.325012
0.324979
0.324948

0.32485
0.324811
0.324752
0.324672
0.324647
0.324499
0.324429
0.324396
0.324327
0.324287
0.324286
0.324281
0.323974
0.323965
0.323885
0.323842
0.323827
0.323617
0.323545
0.323498
0.323447
0.323233

0.32322
0.323115
0.323028
0.322983
0.322966
0.322774
0.322734
0.322714
0.322661
0.322612
0.322609
0.322574
0.322521
0.322477
0.322462
0.322418
0.322341
0.322289
0.322232
0.322176
0.322051
0.322003
0.322002
0.321978
0.321969
0.321967
0.321886
0.321773
0.321764
0.321635

6.32E-12 8601
6.38E-12 3575
6.44E-12 NA

6.44E-12 6772
6.47E-12 6873
6.52E-12 79649
6.55E-12 961
6.58E-12 92335
6.68E-12 7707
6.72E-12 8303
6.79E-12 63940
6.87E-12 10384
6.90E-12 1810
7.06E-12 27125
7.14E-12 10962
7.18E-12 3988
7.25E-12 3587
7.30E-12 57169
7.30E-12 NA

7.30E-12 55238
7.66E-12 667
7.67E-12 9975
7.77E-12 57522
7.82E-12 6018
7.84E-12 85329
8.10E-12 339327
8.19E-12 29121
8.25E-12 NA

8.32E-12 7402
8.60E-12 344787
8.62E-12 NA

8.76E-12 388272
8.88E-12 5911
8.94E-12 55031
8.97E-12 113146
9.24E-12 7275
9.30E-12 26750
9.33E-12 113
9.40E-12 5600
9.47E-12 9046
9.48E-12 NA

9.53E-12 3096
9.61E-12 57547
9.67E-12 1627
9.70E-12 83892
9.76E-12 NA

9.88E-12 3991
9.96E-12 148254
1.00E-11 64864
1.01E-11 51309
1.03E-11 9736
1.04E-11 54899
1.04E-11 399694
1.05E-11 54464
1.05E-11 79020
1.05E-11 966
1.06E-11 10010
1.08E-11 NA

1.08E-11 9263
1.10E-11 80723



ZNF70
PDCL
EEAL1
COLQ
NEDD1
PRDM1
RNEF2
PTPRC
NRROS
SMNDC1
DCP2
PTPNS5
RGL1
ZNF354C
ANO1
GNAI3
SDCBP
PLEKHF1
IFITM10
PPP3CB
DYNCILI1
CCDC30
MTDH
CDS82
WDR41
PLEKHAS
SLC30A6
WDFY1
CNTN1
GLMP
C9orf3
DIP2B
ESYT2
CASP8AP2
TRIM33
NFATC3
KIN
RNF130
STAM
CKLF-CMTM1
HBP1
XYLTI1
PNPLAS
WDR44
RNF122
HS2ST1
RBMI12B
ARID2
CCL4L1
PRSS27
MAP4K3
EPSTI1
PTPDCI1
CDK2API
TRAF1
PHACTRI1
GTF2A1
MED17
USO1
KDM2A

0.321629
0.321619
0.321497
0.321454
0.321444
0.321435
0.321272
0.321205
0.321173
0.321111
0.321059
0.321058
0.321013
0.321007
0.321002

0.32097
0.320939
0.320887
0.320844
0.320816
0.320803
0.320797
0.320783
0.320776
0.320747
0.320663
0.320652
0.320619
0.320596
0.320556

0.32054
0.320472
0.320454
0.320404
0.320395
0.320366
0.320168
0.320056
0.319976
0.319918
0.319916
0.319869
0.319845
0.319833
0.319791
0.319685
0.319681
0.319663
0.319629
0.319574
0.319556
0.319443
0.319407
0.319401
0.319368
0.319347
0.319198
0.319191
0.319159
0.319123

1.10E-11 7621
1.11E-11 5082
1.13E-11 8411
1.13E-11 8292
1.14E-11 121441
1.14E-11 639
1.17E-11 6045
1.18E-11 5788
1.18E-11 375387
1.20E-11 10285
1.20E-11 167227
1.21E-11 84867
1.21E-11 23179
1.21E-11 30832
1.22E-11 55107
1.22E-11 2773
1.23E-11 6386
1.24E-11 79156
1.25E-11 402778
1.25E-11 5532
1.25E-11 51143
1.25E-11 728621
1.26E-11 92140
1.26E-11 3732
1.26E-11 55255
1.28E-11 84725
1.28E-11 55676
1.29E-11 57590
1.29E-11 1272
1.30E-11 112770
1.31E-11 NA

1.32E-11 57609
1.32E-11 57488
1.33E-11 9994
1.33E-11 51592
1.34E-11 4775
1.38E-11 22944
1.41E-11 55819
1.42E-11 8027
1.44E-11 100529251
1.44E-11 26959
1.45E-11 64131
1.45E-11 50640
1.46E-11 54521
1.46E-11 79845
1.49E-11 9653
1.49E-11 389677
1.49E-11 196528
1.50E-11 388372
1.51E-11 83886
1.52E-11 8491
1.55E-11 94240
1.55E-11 138639
1.56E-11 8099
1.56E-11 7185
1.57E-11 221692
1.60E-11 2957
1.61E-11 9440
1.61E-11 8615
1.62E-11 22992



RAB2B
LYPD3
TMEMSS5A
ELMO2
SRRD
NHLRC2
PDLIM4
DPYS
BPTF
GRAP
SVEP1
MED13
TUSCS5
C3orf58
ZNF451
DAAMI1
AZIN1
TMEMG67
SMADS5
PKP1
SPAST
CULS5S

F8
LHFPL2
CRIM1
POGLUT]1
LILRAS
GBP1
WDR&2
LNPEP
MORC3
RNF216
Cdorfd7
TIGD7
TNFAIP1
ADAMTSLA4
STEAPI1
ATP6VIC1
ZYX
NAALAD?2
SEC62
C100rf128
LARP6
C2orfd4
EXTL3
CLK4
SLK
IQCJ-SCHIP1
CTF1
TLRS
ABHDI13
SCAMP1
Clorf100
PCDHGC5
SKIL
AKAPI13
BTRC
SLC39A10
BZW1
S100A9

0.319093
0.319024
0.318976
0.318904
0.318735
0.318656
0.318573
0.318477
0.318402
0.318358
0.318256

0.31822
0.318182
0.318107
0.317971
0.317945
0.317935
0.317923
0.317909
0.317893
0.317827
0.317816

0.31779
0.317742
0.317542
0.317526
0.317478

0.31747
0.317461

0.31741
0.317404
0.317375
0.317301
0.317133
0.317118
0.316974
0.316956
0.316914
0.316827
0.316807
0.316753
0.316624
0.316594
0.316488
0.316464
0.316286
0.316225
0.316213
0.316146
0.316069
0.316016
0.316005

0.31583
0.315817
0.315803
0.315755
0.315711
0.315694
0.315679
0.315656

1.63E-11 84932
1.65E-11 27076
1.66E-11 NA

1.68E-11 63916
1.72E-11 402055
1.74E-11 374354
1.77E-11 8572
1.79E-11 1807
1.81E-11 2186
1.82E-11 10750
1.85E-11 79987
1.86E-11 9969
1.87E-11 NA

1.90E-11 NA

1.94E-11 26036
1.94E-11 23002
1.95E-11 51582
1.95E-11 91147
1.95E-11 4090
1.96E-11 5317
1.98E-11 6683
1.98E-11 8065
1.99E-11 2157
2.00E-11 10184
2.07E-11 51232
2.07E-11 56983
2.09E-11 353514
2.09E-11 2633
2.09E-11 80335
2.11E-11 4012
2.11E-11 23515
2.12E-11 54476
2.14E-11 441054
2.20E-11 91151
2.20E-11 7126
2.25E-11 54507
2.26E-11 26872
2.27E-11 528
2.30E-11 7791
2.31E-11 10003
2.33E-11 7095
2.38E-11 NA

2.39E-11 55323
2.43E-11 NA

2.44E-11 2137
2.50E-11 57396
2.52E-11 9748
2.53E-11 100505385
2.56E-11 1489
2.59E-11 7100
2.61E-11 84945
2.61E-11 9522
2.68E-11 200159
2.69E-11 56097
2.69E-11 6498
2.71E-11 11214
2.73E-11 8945
2.74E-11 57181
2.74E-11 9689
2.75E-11 6280



AKRIB1
TLL2
ANKDDIA
SYTL3
KRT6B
ADD2
WDRS1
ZNF37A
KRTI16
RIF1
SNRK
NEFH
ATADI
LRRC4C
KIAA1429
Cl50rf59
ZNF185
NFATS
8-9H
HEXA
ZBTB21
GABPA
DPY19L4
FEZ1
IL36G
FOXJ2
HERCS
PCNP
BCAP29
SPATCI1
RNF213
ACBD3
ASCCl1
PCDHB12
G3BP1
TTC3
FBXW2
ZBTB33
VEZT
ATXNIL
MBNLI1
GPRASP2
RP11-38C17.1
ACTN3
TSC22D3
CCDC117
IL36RN
ICE1
PPHLNI1
ZBTB2
HELB
SLC35E3
GJIB6
ANKRDI12
DPY19L3
CALDI1
SERINC1
TMEM?221
GYPE
SWT1

0.315559
0.315449
0.315427
0.315413
0.315345
0.31533
0.315289
0.315236
0.315209
0.315192
0.315192
0.315162
0.315161
0.315119
0.314994
0.314911
0.314852
0.314851
0.314836
0.3148
0.314788
0.314694
0.314681
0.314654
0.314582
0.314568
0.314544
0.314543
0.31449
0.314442
0.314427
0.314382
0.314373
0.314351
0.31434
0.314294
0.314234
0.314201
0.314182
0.314066
0.313908
0.313787
0.313735
0.313697
0.313635
0.313558
0.313483
0.31348
0.313442
0.313393
0.313354
0.313295
0.313282
0.313181
0.313153
0.313046
0.312964
0.312914
0.312912
0.312872

2.79E-11 231
2.84E-11 7093
2.85E-11 348094
2.86E-11 94120
2.88E-11 3854
2.89E-11 119
2.91E-11 124997
2.93E-11 7587
2.94E-11 3868
2.95E-11 55183
2.95E-11 54861
2.97E-11 4744
2.97E-11 84896
2.98E-11 57689
3.04E-11 NA

3.08E-11 NA

3.11E-11 7739
3.11E-11 10725
3.11E-11 NA

3.13E-11 3073
3.14E-11 49854
3.18E-11 2551
3.19E-11 286148
3.20E-11 9638
3.24E-11 56300
3.24E-11 55810
3.26E-11 51191
3.26E-11 57092
3.28E-11 55973
3.31E-11 375686
3.31E-11 57674
3.34E-11 64746
3.34E-11 51008
3.35E-11 56124
3.36E-11 10146
3.38E-11 7267
3.41E-11 26190
3.43E-11 10009
3.44E-11 55591
3.50E-11 342371
3.58E-11 4154
3.65E-11 114928
3.68E-11 NA

3.70E-11 89
3.73E-11 1831
3.78E-11 150275
3.82E-11 26525
3.82E-11 23379
3.84E-11 51535
3.87E-11 57621
3.89E-11 92797
3.93E-11 55508
3.94E-11 10804
4.00E-11 23253
4.01E-11 147991
4.08E-11 800
4.13E-11 57515
4.16E-11 100130519
4.16E-11 2996
4.18E-11 54823



NOTCH2NL

TNPO1
ZNF207
GTF2H1

RP11-244H3.4

LHCGR
YIPF5
CRY1
SLCOS5A1
ATP1A4
N4BP2
FAM179B
RAB30
KLHL2
PLEKHM3
NSRP1
KRT13
RNF149
SLC27A1
TBCK
CCDC90B
PBRMI1
MPZL1
PHACTR2
ZSCAN20
HCST
SBSN
IFT80
YIPF4
TGM1
FXR1
TIGIT
PRRC1
DOCK1
MGA
THAP2
MGEA5S
ARHGAP10
ZFP37
SLC26A10

RUNX3
RAPHI
ADAM20
STAC
RBAK
PRKAB2
CWF19L2
ZNF770
ZMYNDI11
TWISTNB
MTPN
CTSF
PCNXL2
SDADI
UBE2QLI
PTPNI1
CYP27B1
ATAD2B
DCUNI1DI

0.312762
0.312739

0.31264
0.312626
0.312548
0.312518
0.312476

0.31243
0.312384
0.312359
0.312324

0.31232

0.31231
0.312248

0.31224
0.312117
0.312104
0.312099

0.31198
0.311974

0.31197
0.311964
0.311938
0.311883
0.311785
0.311757

0.31163
0.311614
0.311607
0.311566

0.31155
0.311518
0.311498
0.311497
0.311495
0.311482

0.31144

0.31133
0.311328
0.311262
0.311226
0.311208
0.311192
0.311118
0.311089
0.311046
0.311038
0.310996
0.310985

0.31096
0.310862
0.310794
0.310769

0.31069
0.310666
0.310632

0.31062
0.310526
0.310468
0.310374

4.25E-11 NA

4.27E-11 3842
4.33E-11 7756
4.34E-11 2965
4.39E-11 NA

4.41E-11 3973
4.44E-11 81555
4.47E-11 1407
4.50E-11 81796
4.52E-11 480
4.54E-11 55728
4.55E-11 NA

4.55E-11 27314
4.59E-11 11275
4.60E-11 389072
4.68E-11 84081
4.69E-11 3860
4.70E-11 284996
4.78E-11 376497
4.79E-11 93627
4.79E-11 60492
4.79E-11 55193
4.81E-11 9019
4.85E-11 9749
4.92E-11 7579
4.94E-11 10870
5.04E-11 374897
5.05E-11 57560
5.06E-11 84272
5.09E-11 7051
5.10E-11 8087
5.12E-11 201633
5.14E-11 133619
5.14E-11 1793
5.14E-11 23269
5.15E-11 83591
5.18E-11 NA

5.27E-11 79658
5.27E-11 7539
5.32E-11 65012
5.35E-11 NA

5.37E-11 864
5.38E-11 65059
5.44E-11 8748
5.46E-11 6769
5.50E-11 57786
5.50E-11 5565
5.54E-11 143884
5.55E-11 54989
5.57E-11 10771
5.65E-11 NA

5.71E-11 136319
5.73E-11 8722
5.79E-11 NA

5.82E-11 55153
5.84E-11 134111
5.86E-11 5781
5.94E-11 1594
5.99E-11 54454
6.07E-11 54165



TTC39C
KRR1
KIF27
KRT6C
KLHL3
SIPA1
CHML
IL18BP
CYP2U1
UBASH3B
DYNCI112
RABGAPI
CD44
TNRC6B
R3HCCIL
TFE3
FSD2
EFCAB7
BAG4
KRTDAP
UPF2
KBTBD2
PAK2
MEIS1
EVI2B
SLCO1B7
PTPN4
SENP6
INTU
CNTN6
YBX3
HABP4
FGF11
CEBPB
SBF2
Cl60rf70
RP11-219A15.1
TBK1
PML
INOSOD
DDX6
CCR4
VPS13C
TM2D1
ARMC1
BHLHE40
MTAP
ZSCAN2
NCEH1
IF144L
ACTA2
Cllorf30
ANKRD40
ZNF431
GATSL2
RCBTBI
VSIGI0L
CCD(C91
ATXN7LI
AASDHPPT

0.310359
0.310356
0.310347
0.310305
0.310246
0.310141

0.31008
0.310059
0.310054
0.310033

0.30998
0.309946
0.309915
0.309909
0.309909
0.309811

0.30981
0.309781
0.309698
0.309594
0.309593
0.309567
0.309552
0.309536
0.309528
0.309515
0.309486

0.30948
0.309429
0.309428
0.309427
0.309412
0.309398
0.309279
0.309245
0.309092
0.309088
0.309056

0.30902
0.308995
0.308955
0.308913

0.30891
0.308818
0.308791
0.308747
0.308718
0.308674
0.308592
0.308571
0.308563
0.308536
0.308519
0.308497
0.308496
0.308416
0.308394
0.308348
0.308337

0.30831

6.09E-11
6.09E-11
6.10E-11
6.14E-11
6.19E-11
6.29E-11
6.34E-11
6.36E-11
6.37E-11
6.39E-11
6.44E-11
6.47E-11
6.50E-11
6.51E-11
6.51E-11
6.60E-11
6.60E-11
6.63E-11
6.71E-11
6.82E-11
6.82E-11
6.84E-11
6.86E-11
6.88E-11
6.88E-11
6.90E-11
6.93E-11
6.93E-11
6.98E-11
6.99E-11
6.99E-11
7.00E-11
7.02E-11
7.14E-11
7.18E-11
7.34E-11
7.35E-11 NA
7.38E-11
7.42E-11
7.45E-11
7.49E-11
7.54E-11
7.54E-11
7.65E-11
7.68E-11
7.73E-11
7.76E-11
7.81E-11
7.90E-11
7.93E-11
7.94E-11
7.97E-11 NA
7.99E-11
8.01E-11
8.02E-11 NA
8.11E-11
8.14E-11
8.19E-11
8.21E-11
8.24E-11

125488
11103
55582

286887
26249

6494
1122
10068

113612

84959

1781
23637
960
23112
27291
7030

123722
84455

9530

388533
26019
25948

5062
4211
2124

338821

5775
26054
27152
27255
8531
22927
2256
1051
81846
80262

29110
5371
54891
1656
1233
54832
83941
55156
8553
4507
54993
57552
10964
59

91369
170959

55213
147645
55297
222255
60496



TMEMI167A
KCNAB2
RASSF9
SLC9B1
SLC29A3
ERC1
MACCI
ZNF609
CEPS57L1
RBBP6
TRAF6
TMEM200B
MANICI1
KRT6A
EXTL1
GABPBI1
DDHD2
RAIl
SYNGAP1
FPGT-TNNI3K
TRIP11
KPNAG6
TRIP12
PPP3CC
ATP6AP2
IFFO2
AP4E1
FER

5-9H
S100A12
ZNF433
CEP128
TREMLA4
G2E3
PRRC2C
ARHGAP25
ARHGEF12
PCDHGB6
RBMXL1
TANGO6
FAM208B
INVS
ORAI2
TERF2IP
LRP2BP
FCGR3B

2-9H
APPBP2
ADAM?22
FGF2
FES
MYO9%A
RNF111
CHIC2
PRSS35
GNAI15
CTC-487M23.8
FNIP1
PCDHI8
LCP1

0.308226
0.308041
0.308029
0.307985
0.307981
0.307921
0.307902
0.307897
0.307887
0.307878
0.307791
0.307773
0.307753
0.307746
0.307714
0.307584

0.30758
0.307568
0.307511
0.307506
0.307493
0.307489
0.307461
0.307447
0.307446
0.307397
0.307361
0.307355
0.307258
0.307199
0.307186
0.307158
0.307114
0.307086
0.306993
0.306975
0.306929
0.306901
0.306875
0.306868
0.306836
0.306827
0.306651
0.306647
0.306611
0.306598
0.306545
0.306531
0.306481
0.306479
0.306239
0.306231
0.306195
0.306186
0.306107
0.306085
0.305992
0.305956
0.305912
0.305891

8.34E-11 153339
8.57E-11 8514
8.59E-11 9182
8.64E-11 150159
8.65E-11 55315
8.72E-11 23085
8.75E-11 346389
8.76E-11 23060
8.77E-11 285753
8.78E-11 5930
8.89E-11 7189
8.92E-11 399474
8.94E-11 57134
8.95E-11 3853
8.99E-11 2134
9.17E-11 2553
9.17E-11 23259
9.19E-11 10743
9.27E-11 8831
9.27E-11 100526835
9.29E-11 9321
9.30E-11 23633
9.33E-11 9320
9.35E-11 5533
9.35E-11 10159
9.42E-11 126917
9.47E-11 23431
9.48E-11 2241
9.62E-11 NA

9.70E-11 6283
9.72E-11 163059
9.76E-11 145508
9.82E-11 285852
9.86E-11 55632
1.00E-10 23215
1.00E-10 9938
1.01E-10 23365
1.01E-10 56100
1.02E-10 494115
1.02E-10 79613
1.02E-10 NA

1.02E-10 27130
1.05E-10 80228
1.05E-10 54386
1.06E-10 55805
1.06E-10 2215
1.07E-10 NA

1.07E-10 10513
1.08E-10 53616
1.08E-10 2247
1.12E-10 2242
1.12E-10 4649
1.12E-10 54778
1.12E-10 26511
1.14E-10 167681
1.14E-10 2769
1.16E-10 NA

1.16E-10 96459
1.17E-10 54510
1.17E-10 3936



ZNF146
EPC2
ACO087350.1
WASF1
ODF2L
ANKLE2
GRASP
MTMR6
TMEM79
B3GNT2
ZNF426
TRPC5
ZNF507
MYOI1B
TMEMG65
LAPTM4A
CRCTI1
SCAF8
FAMI127A
FAM78A
SPOCK2
FAM76B
DDX21
RRM2B
SLAMF9
KDELC2
CEP350
NIPBL
NFATC4
GRBI10
NEK11
SH3RF3
CNOT6
PTBP2
SHPRH
SETX
CTD-2370N5.3
NBPF9
ZNF638
MTX3
Cllorf58
CANX
METTL6
MAPKBP1
KLHL21
PKD2L.2
COX412
TBC1D8B
USP6NL
TUBAIA
DLGAP4
ATF6
SREK1
CNOT2
FAM49B
ARID4A
RRAGD
ZC3H11A
JAKMIP1
KANSLI1

0.305883
0.30584
0.305815
0.305783
0.305755
0.305742
0.305648
0.305617
0.305601
0.305589
0.305564
0.305541
0.305524
0.30552
0.305487
0.305374
0.305368
0.30531
0.305276
0.30523
0.305222
0.305221
0.305164
0.30514
0.30507
0.305062
0.304974
0.304912
0.304886
0.304871
0.304853
0.30485
0.304814
0.304811
0.304778
0.304774
0.304766
0.304763
0.304682
0.304566
0.30453
0.304491
0.304453
0.304452
0.304445
0.304441
0.304431
0.304425
0.3044
0.304377
0.304334
0.304331
0.304286
0.304238
0.304215
0.304199
0.304183
0.30403
0.304012
0.304004

1.18E-10 7705
1.18E-10 26122
1.19E-10 NA

1.19E-10 8936
1.20E-10 57489
1.20E-10 23141
1.22E-10 NA

1.22E-10 9107
1.23E-10 84283
1.23E-10 10678
1.23E-10 79088
1.24E-10 7224
1.24E-10 22847
1.24E-10 4430
1.25E-10 157378
1.27E-10 9741
1.27E-10 54544
1.28E-10 22828
1.28E-10 NA

1.29E-10 286336
1.29E-10 9806
1.29E-10 143684
1.31E-10 9188
1.31E-10 50484
1.32E-10 89886
1.33E-10 NA

1.34E-10 9857
1.35E-10 25836
1.36E-10 4776
1.36E-10 2887
1.37E-10 79858
1.37E-10 344558
1.37E-10 57472
1.37E-10 58155
1.38E-10 257218
1.38E-10 23064
1.38E-10 NA

1.38E-10 400818
1.40E-10 27332
1.42E-10 345778
1.43E-10 10944
1.44E-10 821
1.45E-10 131965
1.45E-10 23005
1.45E-10 9903
1.45E-10 27039
1.45E-10 84701
1.45E-10 54885
1.46E-10 9712
1.46E-10 7846
1.47E-10 22839
1.47E-10 22926
1.48E-10 140890
1.49E-10 4848
1.50E-10 NA

1.50E-10 5926
1.51E-10 58528
1.54E-10 9877
1.54E-10 152789
1.55E-10 284058



GBP6
KLK9
C3orfl7
CRNN
ZC3H6
PPIL4
ITPR2
LRRFIP1
MYO16
FCRL6
CXCR4
KIAA1328
NRIP3
CCDC39
MARK4
DDX17
ZNF654
FAM13B
PLEKHM?2
EPC1
CEP68
LRRC37B
RAB22A
BCLAF1
CNOT4
KDMS5B
GJB4
RC3H1
LCE3D
RGS3
VEGFB
SARNP
IVL
ZFP28
DNAH11

RP11-286N22.8

KCTD15
MTFRI1
MEF2C
ANKRD26
RASSF5
CLUAPI1
C19orf44
IQSEC3
BDP1
APLF
CHRM3
GATAD2B
SPRTN
BTAF1
YWHAH
STATSB
KRT78
DTX3L
PDP1
SPRR2B
ATP6V1B2
SEC23IP
SSH2
CUL4B

0.303981
0.303979
0.303933
0.303823
0.303791
0.30377
0.303716
0.303703
0.303614
0.303569
0.303474
0.303449
0.303449
0.303415
0.303335
0.303329
0.303323
0.303265
0.303258
0.303251
0.30325
0.303247
0.303183
0.303145
0.303131
0.303105
0.303089
0.30308
0.303047
0.303039
0.303036
0.303029
0.30302
0.30296
0.302935
0.302912
0.30288
0.302828
0.3028
0.302771
0.302697
0.302668
0.302643
0.302592
0.302578
0.302578
0.302556
0.302472
0.302434
0.30238
0.302377
0.302327
0.302262
0.302259
0.302254
0.302251
0.302193
0.302152
0.302146
0.302119

1.55E-10
1.55E-10
1.56E-10 NA
1.59E-10
1.59E-10
1.60E-10
1.61E-10
1.61E-10
1.63E-10
1.65E-10
1.67E-10
1.67E-10
1.67E-10
1.68E-10
1.70E-10
1.70E-10
1.70E-10
1.72E-10
1.72E-10
1.72E-10
1.72E-10
1.72E-10
1.74E-10
1.75E-10
1.75E-10
1.76E-10
1.76E-10
1.77E-10
1.77E-10
1.78E-10
1.78E-10
1.78E-10
1.78E-10
1.80E-10
1.80E-10
1.81E-10 NA
1.82E-10
1.83E-10
1.84E-10
1.85E-10
1.87E-10
1.87E-10
1.88E-10
1.89E-10
1.90E-10
1.90E-10
1.90E-10
1.93E-10
1.94E-10
1.95E-10
1.95E-10
1.97E-10
1.99E-10
1.99E-10
1.99E-10
1.99E-10
2.01E-10
2.02E-10
2.02E-10
2.03E-10

163351
284366

49860
376940
85313
3709
9208
23026
343413
7852
57536
56675
339829
57787
10521
55279
51306
23207
80314
23177
114659
57403
9774
4850
10765
127534
149041
84648
5998
7423
84324
3713
140612
8701

79047
9650
4208

22852

83593

23059

84167

440073
55814
200558
1131

57459

83932
9044
7533
6777

196374
151636

54704

6701
526

11196

85464
8450



PTBP3
MEDI3L
GLG1
KIAA1467
UBA6
NLRP1
DCAF10
SAMDA4B
RASGEF1B
KLHLI18
ZNF286B
KRT14
PARPI15
HELQ
SERPINBI13
CCDC102A
PJA1
ARRB2
SEMA4C
ALGI0B
TBC1D23
ARSK
BRMSIL
WTAP
NIPSNAP3B
NKX3-2
TMA4SF1
NUP153
BHLHB9
SLC4A1AP
PALB2
ZNF728
DNAIJB14
RSU1
LMLN
BHLHE41
MERTK
SIN3B
LDLRADA4
GLBIL
FAM122C
MLLT10
POU2F1
ARLSA
KRT5
NT5C2
LEF1
USP37
UBXN2B
TMEM200A
UBFD1
ITSN2
UHRF1BP1
AEBP2
SEL1L
WAS
SPRR2E
MAPIA
NRBP1
C2orf49

0.302043
0.302027
0.301935
0.301933
0.301917
0.301865
0.301856
0.301835
0.301824
0.301813
0.301721
0.301705
0.301662
0.301617
0.301608
0.301596
0.301585
0.30157
0.301569
0.301472
0.301438
0.301433
0.301426
0.301392
0.301377
0.30137
0.301368
0.301357
0.30133
0.301324
0.301309
0.301248
0.30117
0.301098
0.301051
0.301
0.300985
0.300972
0.300898
0.300849
0.300772
0.300684
0.300665
0.300589
0.30057
0.300517
0.300511
0.30051
0.300508
0.300493
0.300375
0.300362
0.300337
0.300297
0.300247
0.300188
0.300116
0.300056
0.300052
0.299895

2.05E-10
2.06E-10
2.08E-10
2.08E-10 NA
2.09E-10
2.10E-10
2.11E-10
2.11E-10
2.12E-10
2.12E-10
2.15E-10
2.15E-10
2.17E-10
2.18E-10
2.18E-10
2.19E-10
2.19E-10
2.19E-10
2.19E-10
2.23E-10
2.24E-10
2.24E-10
2.24E-10
2.25E-10
2.26E-10
2.26E-10
2.26E-10
2.26E-10
2.27E-10
2.27E-10
2.28E-10
2.30E-10
2.32E-10
2.35E-10
2.36E-10
2.38E-10
2.39E-10
2.39E-10
2.42E-10
2.43E-10
2.46E-10
2.49E-10
2.50E-10
2.53E-10
2.53E-10
2.55E-10
2.55E-10
2.55E-10
2.55E-10
2.56E-10
2.60E-10
2.61E-10
2.62E-10
2.63E-10
2.65E-10
2.67E-10
2.70E-10
2.73E-10
2.73E-10
2.79E-10

9991
23389
2734

55236
22861
79269
55095
153020
23276
729288
3861
165631
113510
5275
92922
64219
409
54910
144245
55773
153642
84312
9589
55335
579
4071
9972
80823
22950
79728
388523
79982
6251
89782
79365
10461
23309
753
79411
159091
8028
5451
26225
3852
22978
51176
57695
137886
114801
56061
50618
54887
121536
6400
7454
6704
4130
29959
79074



SLCS5A3
KIAA0430
AGO2
BHMT2
CYSRTI
PLCB2
IPO7
MANEA
LYN

PIM1
TLDCl1
HERCI
IFIT3
EYA3
EXOC2
AP3S1
DCUNI1D4
RAP2C
MY

TNFSF12-TNFSF13

SLC23A2
FBXLI13
CFAP69
C100rf88
CYB5R3
ZC3H7A
LETM2
NEXN
MCF2L2
JAK2
FBX033
HRHI1
ASHIL
ARHGAP5
GRIN2B
SSR1
GAPVDI1
ARIDSA
AKAPI11
ST8SIA1
PDS5B
VOPP1
STAT4
ADATI
B3GALNT2
GON4L
TANCI1
ZFP69B
SMARCD3
ZBTB6
ARRDC2
TBC1D5
ARHGAP22
TMEM194B
ZNF254
RASA2
SPRR1B
PAFAHIB2
PCDHGAL11
METTLS

0.299887
0.299873
0.299866
0.299865
0.299788
0.299742
0.299711
0.2997
0.299698
0.299589
0.299453
0.299419
0.299414
0.299393
0.299383
0.299363
0.299216
0.299072
0.299021
0.299021
0.299005
0.29895
0.298915
0.298753
0.298701
0.2987
0.298657
0.298625
0.298562
0.298472
0.298463
0.298445
0.298416
0.298411
0.298407
0.298387
0.298382
0.298377
0.298351
0.298332
0.298331
0.298315
0.298293
0.298288
0.298286
0.298276
0.298151
0.298124
0.298122
0.298102
0.298072
0.298036
0.298019
0.298007
0.297939
0.297933
0.297883
0.297848
0.297788
0.297765

2.79E-10 6526
2.80E-10 NA

2.80E-10 27161
2.80E-10 23743
2.83E-10 375791
2.85E-10 5330
2.86E-10 10527
2.87E-10 79694
2.87E-10 4067
2.91E-10 5292
2.97E-10 NA

2.98E-10 8925
2.99E-10 3437
3.00E-10 2140
3.00E-10 55770
3.01E-10 1176
3.07E-10 23142
3.14E-10 57826
3.16E-10 133746
3.16E-10 407977
3.17E-10 9962
3.19E-10 222235
3.21E-10 79846
3.28E-10 80007
3.30E-10 1727
3.31E-10 29066
3.33E-10 137994
3.34E-10 91624
3.37E-10 23101
3.41E-10 3717
3.42E-10 254170
3.43E-10 3269
3.44E-10 55870
3.44E-10 394
3.45E-10 2904
3.46E-10 6745
3.46E-10 26130
3.46E-10 10865
3.47E-10 11215
3.48E-10 6489
3.48E-10 23047
3.49E-10 81552
3.50E-10 6775
3.50E-10 23536
3.50E-10 148789
3.51E-10 54856
3.57E-10 85461
3.59E-10 65243
3.59E-10 6604
3.60E-10 10773
3.61E-10 27106
3.63E-10 9779
3.64E-10 58504
3.65E-10 NA

3.68E-10 9534
3.68E-10 5922
3.71E-10 6699
3.73E-10 5049
3.76E-10 56105
3.77E-10 79828



LDB1
PHC2
TPTE2
TMEM117
IGF2R
CSF2RB
CCDC126
RABEP1
ZKSCANS5
RSPRY1
ZNF331
L3HYPDH
NHLRC4
CDKo6
SPRR2D
NPAS3
LPP
THBS4
ZNF660
RAB21
NOC3L
ARF4
CD302
TMEM?233
ICAM2
ZNF131
MATR3
ZC3H13
KDSR
GLTSCRIL
CCM2L
CREBL2
SLC16A6
HIPK1
JAK1
DMP1
DYNCILI2
RAB41
KPNA3
DLG2
MAP3K4
RBM12
ZNF410
TMEM169
ZNF548
CPSF6
TRIM13
INTS6
TSPAN10
SPATAI12
INPP5B
RS1
WFDC5
MAGEL2
ZNF510
NMD3
CNOT6L
SPRR2A
YTHDEF3
Cllorf45

0.297746

0.29773
0.297718
0.297696
0.297672
0.297602
0.297598
0.297574
0.297567
0.297537
0.297536
0.297517
0.297491
0.297437
0.297415
0.297395
0.297336
0.297334
0.297333
0.297238
0.297185
0.297165
0.297161
0.297154
0.297151
0.297108
0.297105
0.297087
0.296937
0.296921
0.296899

0.29689

0.29687
0.296793
0.296773
0.296639
0.296616

0.29661
0.296592
0.296542
0.296527
0.296525

0.29617
0.296167
0.296142
0.295962
0.295953
0.295904
0.295875
0.295837
0.295791
0.295772
0.295714
0.295674
0.295661
0.295657
0.295588

0.29557
0.295494

0.29549

3.78E-10
3.79E-10
3.80E-10
3.81E-10
3.82E-10
3.86E-10
3.86E-10
3.88E-10
3.88E-10
3.90E-10
3.90E-10
3.91E-10
3.92E-10
3.95E-10
3.96E-10
3.98E-10
4.01E-10
4.01E-10
4.01E-10
4.06E-10
4.10E-10
4.11E-10
4.11E-10
4.11E-10
4.11E-10
4.14E-10
4.14E-10
4.15E-10
4.24E-10
4.25E-10 NA
4.26E-10
4.27E-10
4.28E-10
4.33E-10
4.34E-10
4.42E-10
4.44E-10
4.44E-10
4.45E-10
4.48E-10
4.49E-10
4.49E-10
4.72E-10
4.73E-10
4.74E-10
4.86E-10
4.87E-10
4.90E-10
4.92E-10
4.95E-10
4.98E-10
5.00E-10
5.04E-10
5.07E-10
5.07E-10
5.08E-10
5.13E-10
5.14E-10
5.19E-10
5.20E-10

8861
1912
93492
84216
3482
1439
90693
9135
23660
89970
55422
112849
283948
1021
6703
64067
4026
7060
285349
23011
64318
378
9936
387890
3384
7690
9782
23091
2531

140706
1389
9120

204851
3716
1758
1783

347517

3839
1740
4216
10137
57862
92691

147694

11052
10206
26512
83882

353324
3633
6247

149708

54551
22869
51068

246175
6700

253943

219833



ZNFT780A
ZNF236
RBP7
ARLI14EP
XPR1

TMEMI110-MUSTN]

ZCCHCl14
FBXO038
SPATS2
ERCC6L2
FAM228B
MFSD7
FAM216B
TMEM106B
AGFG1
ISPD
TRDMT1
TLN1
ZNF713
PIK3R4
CERKL
SHE
ZNF644
ARHGDIB
DHXS57
TRAF3IP3
ZSCAN23
7773
Cllorf63
KIAA1549L
UHMK1
MYHI
ATP6V1A
SIGLEC1
ZYGI11B
CD200
FZD6
ATG4C
SIK2
SLC43A3
CEP290
KIAA1614
BLZF1
POLR2M
TMOD2
NAA25
PEXSL
ALOX5
MAPRE2
CDCSL
KANK3
ZBTB25
PGM3
CRTAP
KPNA4
PAK3
FAMI149Bl1
TTF1
TTLL1
TTC9

0.295482

0.29546
0.295454
0.295422
0.295415
0.295357
0.295353
0.295302
0.295284
0.295253

0.29523
0.295198
0.295192
0.295175
0.295154
0.295151
0.295094
0.295081
0.295075
0.295047
0.295038
0.294999

0.29495
0.294942
0.294929
0.294811
0.294767
0.294746
0.294667
0.294652
0.294638
0.294632
0.294613
0.294593
0.294519
0.294503
0.294494
0.294492
0.294432
0.294376
0.294372
0.294363
0.294248
0.294233
0.294228
0.294221

0.29422
0.294215

0.29421

0.29416
0.294134
0.294088
0.294076
0.293983
0.293958

0.29395
0.293933
0.293925

0.29392
0.293905

5.20E-10
5.22E-10
5.22E-10
5.25E-10
5.25E-10
5.30E-10 NA
5.30E-10
5.34E-10
5.35E-10
5.37E-10
5.39E-10
5.41E-10 NA
5.42E-10
5.43E-10
5.45E-10
5.45E-10 NA
5.49E-10
5.50E-10
5.51E-10
5.53E-10
5.54E-10
5.57E-10
5.61E-10
5.61E-10
5.62E-10
5.72E-10
5.75E-10
5.77E-10
5.83E-10 NA
5.84E-10
5.86E-10
5.86E-10
5.88E-10
5.89E-10
5.95E-10
5.97E-10
5.97E-10
5.98E-10
6.03E-10
6.07E-10
6.08E-10
6.09E-10
6.18E-10
6.20E-10
6.20E-10
6.21E-10
6.21E-10
6.21E-10
6.22E-10
6.26E-10
6.28E-10
6.32E-10
6.33E-10
6.42E-10
6.44E-10
6.45E-10
6.46E-10
6.47E-10
6.47E-10
6.49E-10

284323
7776
116362
120534
9213

23174
81545
65244
375748
375190

144809
54664
3267

1787
7094
349075
30849
375298
126669
84146
397
90957
80342
222696
26009

25758
127933
4619
523
6614
79699
4345
8323
84938
23235
29015
80184
57710
8548
81488
29767
80018
51555
240
10982
988
256949
7597
5238
10491
3840
5063
317662
7270
25809
23508



BIRC2
PDE4DIP
HBSIL
SH3BGRL
ZNF225
ZNF287
CCDC74A
SDC4
C2CD3
DCAF17
MEAF6
PLEKHA4
PHF6
BAZIA
ZBTB38
ARL2BP
RAB3GAPI
STK4
PURB
STX17
CDR2
PTGFRN
TMEM170B
WDR66
WDFY4
PIK3C3
NDST3
BMPRIA
MRVI1
ZCCHC7
APOC4-APOC2
KCNQ3
GMFG
ZRSR1
AGRP
NPC2
ATP11C
SLC31A2
FCF1
TNS2
USP49
TRNTI
FAMI71A2
HNRNPR
CCARI
NBPF12
GATSL3
7-3H
CLCA2
MS4A6A
DOCKS
SON
ZNF668
NDST2
MCM9
IQUB
GPC1
FP325317.1
TACSTD2
CRTACI

0.293874
0.293856
0.293835
0.293787
0.293763
0.29374
0.293685
0.293511
0.2935
0.293381
0.293332
0.29333
0.293319
0.293303
0.293276
0.293245
0.293244
0.293185
0.293179
0.293157
0.293152
0.293087
0.293073
0.29307
0.293057
0.293009
0.293008
0.292971
0.292967
0.292966
0.292954
0.292924
0.292884
0.292869
0.292779
0.292714
0.292709
0.292591
0.292571
0.292556
0.292531
0.292499
0.292476
0.292442
0.292434
0.29243
0.292392
0.292337
0.292281
0.292278
0.292277
0.292242
0.292237
0.292164
0.292163
0.292102
0.292094
0.292079
0.292057
0.292021

6.51E-10 329
6.53E-10 9659
6.55E-10 10767
6.59E-10 6451
6.62E-10 7768
6.64E-10 57336
6.69E-10 90557
6.85E-10 6385
6.86E-10 26005
6.98E-10 80067
7.03E-10 64769
7.03E-10 57664
7.04E-10 84295
7.05E-10 11177
7.08E-10 253461
7.11E-10 23568
7.11E-10 22930
7.17E-10 6789
7.18E-10 5814
7.20E-10 55014
7.20E-10 1039
7.27E-10 5738
7.28E-10 100113407
7.28E-10 NA

7.30E-10 57705
7.35E-10 5289
7.35E-10 9348
7.39E-10 657
7.39E-10 NA

7.39E-10 84186
7.40E-10 100533990
7.43E-10 3786
7.48E-10 9535
7.49E-10 NA

7.59E-10 181
7.65E-10 10577
7.66E-10 286410
7.79E-10 1318
7.81E-10 51077
7.82E-10 23371
7.85E-10 25862
7.89E-10 51095
7.91E-10 284069
7.95E-10 10236
7.96E-10 55749
7.96E-10 149013
8.00E-10 NA

8.07E-10 NA

8.13E-10 9635
8.13E-10 64231
8.13E-10 81704
8.17E-10 6651
8.18E-10 79759
8.26E-10 8509
8.26E-10 254394
8.33E-10 154865
8.34E-10 2817
8.36E-10 NA

8.38E-10 4070
8.43E-10 55118



CHD6
SPATA7
HSDL1
RNF38
CPNE3
CNTLN
GABRR2
RADS5IB
FAM182B
SIAH1
TMX4
HYAL2
RASLI11B
LAMB4
DESI2
NCDN
MKLNI1
PARP9
PRRGI
ZMYM2
VPS8
PCYOX1
BTK
ZNF568
LZTS2
CREBBP
TIA1
PUS7L
CD36
YLPM1
WDR36
C4orf45
ST3GAL3
0OAS3
ARNTL2
C3orf36
PSD3
TRPC4
WAC
ADAM21
MLH3
MYH13
DDX50
DLGS5
LARP4
FLT3LG
ZNF175
ATP2C1
SEPNI1
RBM4
ZNF566
TFIP11
ZNF407
SP3
PHYHDI1
SMAD2
EVAIA
TERF1
NAPIL1
RFX5

0.292014
0.291889
0.291881
0.291831
0.291814
0.291812
0.291812
0.291808
0.291784
0.291652
0.291611
0.291603
0.291603
0.291511
0.291386
0.291369
0.291324
0.291291
0.291234
0.291231
0.291193
0.291173
0.291151
0.291136
0.291122
0.291063
0.291035
0.290961
0.290946
0.290921
0.290915
0.290851
0.290842
0.290689
0.290681

0.29067

0.29066
0.290653
0.290644

0.29056

0.29048
0.290437
0.290394
0.290347
0.290264
0.290261
0.290251
0.290245
0.290228

0.29019
0.290151
0.290132
0.290124
0.290111
0.290033
0.290033
0.290001
0.289996
0.289955
0.289939

8.43E-10 84181
8.58E-10 55812
8.59E-10 83693
8.65E-10 152006
8.67E-10 8895
8.67E-10 54875
8.67E-10 2570
8.68E-10 5890
8.71E-10 728882
8.87E-10 6477
8.92E-10 56255
8.93E-10 8692
8.93E-10 65997
9.04E-10 22798
9.20E-10 51029
9.22E-10 23154
9.28E-10 4289
9.32E-10 83666
9.39E-10 5638
9.40E-10 7750
9.45E-10 23355
9.47E-10 51449
9.50E-10 695
9.52E-10 374900
9.54E-10 84445
9.62E-10 1387
9.65E-10 7072
9.75E-10 83448
9.77E-10 948
9.81E-10 56252
9.81E-10 134430
9.90E-10 152940
9.91E-10 6487
1.01E-09 4940
1.01E-09 56938
1.02E-09 80111
1.02E-09 23362
1.02E-09 7223
1.02E-09 51322
1.03E-09 8747
1.04E-09 27030
1.05E-09 8735
1.05E-09 79009
1.06E-09 9231
1.07E-09 113251
1.07E-09 2323
1.08E-09 7728
1.08E-09 27032
1.08E-09 NA

1.08E-09 5936
1.09E-09 84924
1.09E-09 24144
1.09E-09 55628
1.10E-09 6670
1.11E-09 254295
1.11E-09 4087
1.11E-09 84141
1.11E-09 7013
1.12E-09 4673
1.12E-09 5993



CCDCo66
ARFGAP3
SYNJ2
TBPL1
S100A7
AOC2
AKNADI
NSD1
PUMI1
MEOX2
GTF2E1
DEPTOR
NRBF2
SUPT20H
ARHGAP21
UBRS5
WEE2
PPPIR9B
PTGES
RAETIE
SF3B1
PTK2
TPR

CHM
NCALD
BRWD3
PLCL1
VTI1A
EDNRA
SPCS3
FAM227B
ATXN2
SLC35F3
YPELI
EP300
CTD-3088G3.8
GTF3C3
SRSF10
RHBDF2
SERPINB3
CARF
PTPRE
ZNF33A
MGATI1
FAM73A
MREG
CHRNE
TRAF3IP1
PHF20
KLC1
RETN
JARID2
SLIT3
C3orfl8
ACKR3
FEMIB
TRIMA4
ZC3HAV1
SBK3
NEK9

0.28993
0.289922
0.289904
0.289897
0.289823

0.28976
0.289737
0.289646
0.289622
0.289622
0.289616
0.289615
0.289586
0.289549
0.289543
0.289533
0.289522
0.289508
0.289502
0.289476

0.28944
0.289389
0.289389
0.289222
0.289086
0.289071
0.289061
0.289058
0.289048
0.289035
0.289019
0.288928
0.288916
0.288912
0.288896
0.288848
0.288843
0.288838
0.288757
0.288734

0.28873
0.288696

0.28864
0.288639
0.288629
0.288481
0.288479
0.288457
0.288418
0.288406
0.288379
0.288366
0.288363
0.288353
0.288345
0.288344
0.288344
0.288327
0.288288
0.288258

1.12E-09 285331
1.13E-09 26286
1.13E-09 8871
1.13E-09 9519
1.14E-09 6278
1.15E-09 314
1.15E-09 254268
1.17E-09 64324
1.17E-09 9698
1.17E-09 4223
1.17E-09 2960
1.17E-09 64798
1.18E-09 29982
1.18E-09 55578
1.18E-09 57584
1.19E-09 51366
1.19E-09 494551
1.19E-09 84687
1.19E-09 9536
1.20E-09 135250
1.20E-09 23451
1.21E-09 5747
1.21E-09 7175
1.24E-09 1121
1.26E-09 83988
1.26E-09 254065
1.27E-09 5334
1.27E-09 143187
1.27E-09 1909
1.27E-09 60559
1.27E-09 196951
1.29E-09 6311
1.29E-09 148641
1.29E-09 29799
1.29E-09 2033
1.30E-09 NA

1.30E-09 9330
1.30E-09 10772
1.32E-09 79651
1.32E-09 6317
1.32E-09 79800
1.33E-09 5791
1.34E-09 7581
1.34E-09 4245
1.34E-09 NA

1.37E-09 55686
1.37E-09 1145
1.37E-09 26146
1.38E-09 51230
1.38E-09 3831
1.39E-09 56729
1.39E-09 3720
1.39E-09 6586
1.39E-09 51161
1.40E-09 57007
1.40E-09 10116
1.40E-09 89122
1.40E-09 56829
1.41E-09 100130827
1.41E-09 91754



RP11-849F2.7

NSMAF
CEP164
C5Sorf42
PEARI1
ZMYM5
TYMP
ZNF829
PAIP1
RYK
C18orf54
RNF215
TUSC3
NDELI1
CCND1
BRAF
OGFODI1
TMF1
RSRC2
NOLS
RABGAPIL
NCOR2
MOBI1A
CHUK
SMARCAS
GSK3B
MUCI15

C8orf44-SGK3
ANKRD34A

ZNF471
CTSH
ZNF214
ARCNI1
PAPLN
TP53INP1
FAMI175A
SPRR2G
TES
SEL1L2
C2orf42
UBE3D
CHDS8
CNTRL
KDM3A
KIAAO0586
CNEPIRI1
PUM2
GPSM1
CCNTI1
UCN2
BLOCI1S5
NOXREDI1
RBM41
MDN1
CLEC4C
PCDHB4
RRP15
NFYA
MAGI2
SIPA1L1

0.288216
0.288183
0.288143
0.288013
0.287996
0.287976
0.287955
0.287942
0.287906
0.287886
0.287777
0.287773
0.287768
0.287764
0.287744
0.287735
0.287729
0.287706
0.287688
0.287687
0.287685
0.287684
0.28763
0.287617
0.287611
0.287516
0.287515
0.287485
0.287457
0.287298
0.287295
0.287294
0.287289
0.287185
0.287181
0.287141
0.287106
0.2871
0.287093
0.287035
0.287019
0.286992
0.286964
0.286899
0.286822
0.286821
0.286757
0.286709
0.286706
0.286701
0.286665
0.286645
0.286515
0.286475
0.28646
0.286457
0.2864
0.286369
0.286322
0.286232

1.42E-09 NA

1.43E-09 8439
1.43E-09 22897
1.46E-09 NA

1.46E-09 375033
1.47E-09 9205
1.47E-09 1890
1.47E-09 374899
1.48E-09 10605
1.49E-09 6259
1.51E-09 162681
1.51E-09 200312
1.51E-09 7991
1.51E-09 81565
1.51E-09 595
1.52E-09 673
1.52E-09 55239
1.52E-09 7110
1.53E-09 65117
1.53E-09 55035
1.53E-09 9910
1.53E-09 9612
1.54E-09 55233
1.54E-09 1147
1.54E-09 8467
1.56E-09 2932
1.56E-09 143662
1.57E-09 100533105
1.57E-09 284615
1.61E-09 57573
1.61E-09 1512
1.61E-09 7761
1.61E-09 372
1.63E-09 89932
1.63E-09 94241
1.64E-09 NA

1.65E-09 6706
1.65E-09 26136
1.65E-09 80343
1.67E-09 54980
1.67E-09 90025
1.68E-09 57680
1.68E-09 11064
1.70E-09 55818
1.72E-09 9786
1.72E-09 255919
1.73E-09 23369
1.74E-09 26086
1.74E-09 904
1.75E-09 90226
1.75E-09 63915
1.76E-09 122945
1.79E-09 55285
1.80E-09 23195
1.80E-09 170482
1.80E-09 56131
1.82E-09 51018
1.83E-09 4800
1.84E-09 9863
1.86E-09 26037



NPHP1
C9orf91
FAM175B
HGSNAT
FSCNI1
CPA4
NINJ2
DDX24
ICK
USP46
HLA-DPBI1
ST5
PIP4K2B
DEK
CELF1
CD40
UBQLN2
ANGEL2
RPAP3
FAMI196A
FJX1
COMMD?2
ZNF17
RBM25
TTL
ZBTB34
PTCD2
NCOA2
ACOT9
ITGB1BP1
DBRI1
GDF11
ZNF501
PRPF4B
ADO
WBP4
SEMAG6C
AGTPBP1
LPL
KLK13
Cé6orf62
ABRA
TRERF1
TNKS1BP1
OXR1
PLEKHOI1
USP51
SBNO1
PSMD35
CHD2
CXCL6
ZNF423
CENPC
Cl60rf86

TMEM256-PLSCR3

SMYD3
CMTRI1
INTS4
SESN3
EPB42

0.28622
0.286218
0.286173
0.286117
0.286107
0.286086
0.286045
0.285934
0.285928
0.285876
0.285826
0.285775
0.285729
0.285685
0.285666
0.285652
0.285648
0.285604
0.285553
0.285533
0.285513
0.285485

0.28536
0.285338
0.285312
0.285302
0.285295
0.285193
0.285152
0.285133
0.285115
0.285068
0.285061
0.285051
0.284983
0.284956
0.284951
0.284928
0.284889
0.284818
0.284788
0.284779
0.284745

0.28473
0.284729
0.284701
0.284682
0.284568

0.2845
0.284436
0.284421
0.284407
0.284366
0.284332
0.284268

0.28425

0.28422
0.284216
0.284172
0.284144

1.86E-09 4867
1.86E-09 NA

1.87E-09 NA

1.89E-09 138050
1.89E-09 6624
1.90E-09 51200
1.91E-09 4815
1.94E-09 57062
1.94E-09 NA

1.95E-09 64854
1.96E-09 3115
1.98E-09 NA

1.99E-09 8396
2.00E-09 7913
2.01E-09 10658
2.01E-09 958
2.01E-09 29978
2.02E-09 90806
2.04E-09 79657
2.04E-09 NA

2.05E-09 24147
2.06E-09 51122
2.09E-09 7565
2.10E-09 58517
2.11E-09 150465
2.11E-09 403341
2.11E-09 79810
2.14E-09 10499
2.15E-09 23597
2.16E-09 9270
2.16E-09 51163
2.18E-09 10220
2.18E-09 115560
2.18E-09 8899
2.20E-09 84890
2.21E-09 11193
2.21E-09 10500
2.22E-09 23287
2.23E-09 4023
2.25E-09 26085
2.26E-09 81688
2.26E-09 137735
2.27E-09 55809
2.28E-09 85456
2.28E-09 55074
2.29E-09 51177
2.29E-09 158880
2.33E-09 55206
2.35E-09 5711
2.37E-09 1106
2.37E-09 6372
2.38E-09 23090
2.39E-09 1060
2.40E-09 388284
2.42E-09 100529211
2.43E-09 64754
2.44E-09 23070
2.44E-09 92105
2.45E-09 143686
2.46E-09 2038



ZMYM6
PMCH
CASC4
PARN
PROK1
DDXI19A
POUG6F1
ZBTB44
KCTD12
PROX1
ZFAT
MPP6
SOATI
DYM
TRMT13
LZTFL1
CTNNB1
CPTIC
PPP2R5E
TNFSF8
ZNF2
ARMCX3
IDE
BLVRA
GIGYF2
PHF11
STARDI3
CDH23
TMEM184C
IL17RA
CcwC22
FUBP1
TMTCI
ALG10
AP3M2
FAMO98A
KRIT1
EDEM1
UHRF1BPIL
ANKRD17
ZNF12
PRPF38B
SMARCA?2
FICD
ANXASL1
KLHDC1
ZNF319
APOBEC3G
TRIM44
MAP9
CLECI2A
HIFTAN
SLC4A11
PZp

SNX3
CTSZ
FBX042
SPAGY
TMPPE
SARDH

0.284141
0.284139
0.284128
0.284127
0.284124
0.284069
0.284067
0.284066
0.284062

0.28388
0.283866
0.283859
0.283849
0.283828
0.283718
0.283711
0.283668
0.283604
0.283588
0.283499
0.283472

0.28347
0.283438
0.283434
0.283432
0.283405
0.283393
0.283328
0.283318
0.283307
0.283306
0.283287
0.283221

0.28321
0.283156
0.283147

0.28312
0.283108
0.283094
0.283093
0.283044
0.283035

0.28301
0.282997
0.282986
0.282927
0.282908
0.282898
0.282896
0.282893
0.282818
0.282785
0.282775
0.282735
0.282672
0.282656
0.282623
0.282617
0.282611
0.282526

2.46E-09 9204
2.46E-09 5367
2.47E-09 NA

2.47E-09 5073
2.47E-09 84432
2.49E-09 55308
2.49E-09 5463
2.49E-09 29068
2.49E-09 115207
2.55E-09 5629
2.56E-09 57623
2.56E-09 51678
2.56E-09 6646
2.57E-09 54808
2.61E-09 54482
2.61E-09 54585
2.63E-09 1499
2.65E-09 126129
2.65E-09 5529
2.69E-09 944
2.69E-09 7549
2.70E-09 51566
2.71E-09 3416
2.71E-09 644
2.71E-09 26058
2.72E-09 51131
2.72E-09 90627
2.75E-09 64072
2.75E-09 55751
2.75E-09 23765
2.76E-09 57703
2.76E-09 8880
2.79E-09 83857
2.79E-09 84920
2.81E-09 10947
2.81E-09 25940
2.82E-09 889
2.83E-09 9695
2.83E-09 23074
2.83E-09 26057
2.85E-09 7559
2.86E-09 55119
2.87E-09 6595
2.87E-09 11153
2.88E-09 728113
2.90E-09 122773
2.91E-09 57567
2.91E-09 60489
2.91E-09 54765
2.91E-09 79884
2.94E-09 160364
2.95E-09 55662
2.96E-09 83959
2.97E-09 5858
3.00E-09 8724
3.00E-09 1522
3.02E-09 54455
3.02E-09 9043
3.02E-09 643853
3.06E-09 1757



TMEDS8
LSP1
ESM1
SPRR2F
SPTB
Cllorf73
DDI2
HERPUD?2
ARAPI
GTF3C4
VCPKMT
ICE2
FAMI195B
YPEL5S
TSC22D2
CNP
IL20RB
WDR35
SAMDIL
GIMAP6
NUDT4
UBRI1
NUDCDI1
SLC35E1
IPO11
LRCHI
CNTNAPI
PLSCRI1
ARNT
USP35
FAM78B
RADI1
TCAF1
FBXWS8
TOP2B
KLF8
ZBEDS
LYL1
CD109
CHURCI1
RAB6A
CHSTI12
PDE4B
PIGK
CHIT1
YPEL2
LOXLA4
YWHAZ
C9orf84
AC090154.1
Cl70rf51
FAMI172A
ORILS
DNAIJC10
RAB3GAP2
CDKL3
EID2B
RABIS
HNRNPLL
GPATCHI1

0.282492
0.282489
0.282472
0.282469
0.282433
0.282429
0.282372
0.282352
0.282348
0.282345
0.282333
0.282268
0.282252

0.28217
0.282167
0.282156
0.282131
0.282113
0.282104
0.282061
0.281968
0.281967
0.281736
0.281698
0.281675
0.281635
0.281628
0.281536
0.281475
0.281451
0.281428

0.28139
0.281389
0.281313
0.281298
0.281298
0.281285
0.281233
0.281179
0.281166
0.2810064
0.281056
0.281045
0.281043
0.281005
0.280991
0.280987
0.280915
0.280865
0.280838
0.280833
0.280821
0.280775
0.280677
0.280669
0.280666
0.280666
0.280656

0.28064
0.280637

3.07E-09 283578
3.07E-09 4046
3.08E-09 11082
3.08E-09 6705
3.10E-09 6710
3.10E-09 NA

3.12E-09 84301
3.13E-09 64224
3.13E-09 116985
3.13E-09 9329
3.14E-09 79609
3.16E-09 79664
3.17E-09 NA

3.21E-09 51646
3.21E-09 9819
3.21E-09 1267
3.22E-09 53833
3.23E-09 57539
3.23E-09 219285
3.25E-09 474344
3.29E-09 11163
3.29E-09 197131
3.40E-09 84955
3.41E-09 79939
3.42E-09 51194
3.44E-09 23143
3.45E-09 8506
3.49E-09 5359
3.52E-09 405
3.53E-09 57558
3.54E-09 149297
3.56E-09 5810
3.56E-09 9747
3.59E-09 26259
3.60E-09 7155
3.60E-09 11279
3.61E-09 63920
3.63E-09 4066
3.66E-09 135228
3.66E-09 91612
3.71E-09 5870
3.72E-09 55501
3.72E-09 5142
3.72E-09 10026
3.74E-09 1118
3.75E-09 388403
3.75E-09 84171
3.79E-09 7534
3.81E-09 NA

3.83E-09 NA

3.83E-09 NA

3.83E-09 83989
3.86E-09 138881
3.91E-09 54431
3.91E-09 25782
3.91E-09 51265
3.91E-09 126272
3.92E-09 22931
3.93E-09 92906
3.93E-09 253635



TMTC2
ARRDCS
PGBD1
FBXL4
RABI11FIP5
ZBTB43
FAM133B
KLK5
ZBTB20
CSPP1
FCNI1
CSTA
CUL2
SPN
ACTR2
SCRNI1
RTLI
NUS1
MTRFIL
SEC24A
CBX1
IL1A
ARLG6IP5
NGFR
SERACI1
SIKE1
PSME4
SMC6
YTHDCI1
FADS2
MY SMI1
PBX2
TCAF2
ANKRD10
SLC38A9
CDKNI1B
ZNF610
KIAA0226
PHF10
CXCL16
CYSLTR2
CTSC
BMSI1
ZNF621
NECAP2
PP2D1
USP6
CDHS8
LYPD2
PMS2
TTC25
RADS54L2
CAPG
TRIM38
PXT1
ZNF8
TIMM23B
PTMS
SCN1B
CCDC109B

0.280629
0.280609
0.280595
0.28059
0.280494
0.280439
0.28041
0.280403
0.280398
0.28037
0.28034
0.280317
0.280279
0.28026
0.280258
0.28023
0.280181
0.280114
0.280113
0.280093
0.280001
0.279942
0.279895
0.279775
0.279764
0.279757
0.279709
0.279709
0.279652
0.279613
0.279608
0.279564
0.279412
0.279387
0.279336
0.279335
0.279315
0.279314
0.279287
0.27928
0.279104
0.279031
0.279011
0.278995
0.278961
0.278947
0.278936
0.278919
0.2789
0.278885
0.278847
0.278844
0.278823
0.278744
0.278741
0.278721
0.278686
0.278682
0.278605
0.278601

3.93E-09 160335
3.94E-09 645432
3.95E-09 84547
3.95E-09 26235
4.00E-09 26056
4.03E-09 23099
4.05E-09 257415
4.05E-09 25818
4.06E-09 26137
4.07E-09 79848
4.09E-09 2219
4.10E-09 1475
4.12E-09 8453
4.13E-09 6693
4.13E-09 10097
4.15E-09 9805
4.17E-09 388015
4.21E-09 116150
4.21E-09 54516
4.22E-09 10802
4.27E-09 10951
4.31E-09 3552
4.33E-09 10550
4.40E-09 4804
4.41E-09 84947
4.41E-09 80143
4.44E-09 23198
4.44E-09 79677
4.47E-09 91746
4.50E-09 9415
4.50E-09 114803
4.53E-09 5089
4.62E-09 285966
4.63E-09 55608
4.66E-09 153129
4.67E-09 1027
4.68E-09 162963
4.68E-09 NA

4.69E-09 55274
4.70E-09 58191
4.81E-09 57105
4.86E-09 1075
4.87E-09 9790
4.88E-09 285268
4.90E-09 55707
4.91E-09 151649
4.92E-09 9098
4.93E-09 1006
4.94E-09 137797
4.95E-09 5395
4.97E-09 83538
4.98E-09 23132
4.99E-09 822
5.04E-09 10475
5.04E-09 222659
5.06E-09 7554
5.08E-09 100652748
5.08E-09 5763
5.13E-09 6324
5.14E-09 NA



PERP
SRFBP1
ZNF639
DNAH100S
CHRNA3
DIEXF
DOCK7
CLDND1
IRG1
GUCY1A2
SCD
ABLIM3
FAMI122A
FGD2
HCAR3
ASB14
TMPRSSI11A
PHF2
MSI2
ATP7A
DHX?29
Cl5o0rf41
MYL4
NBAS
CCDC116
SIRT1
SLC9A6
ZHX1
PPP2R2B
NDE1
RTKN2
DNAJB9
C2orf69
GPR107
RP11-302B13.5
GNGT2
SUGT1
EFHD1
ABCEIl
EYS
CLCN6
BBS4
CLK1
DHX40
ZFP14
CHPF2
TMEMI185A
UBTD2
SLC24A4
PFKFB1
MREI11A
PIASI1
PKD2L1
FAMS53C
TIP1
DDX18
ZBED6
SSR3
AOX1
NBPF14

0.278599
0.278585
0.278569
0.278557
0.278534
0.278528
0.278522
0.278466
0.278458
0.2784
0.278377
0.278372
0.278353
0.278343
0.278342
0.278332
0.278284
0.27827
0.278168
0.27813
0.278094
0.278078
0.278072
0.277995
0.277974
0.277918
0.277881
0.27787
0.277862
0.277861
0.277855
0.277839
0.277837
0.277835
0.277831
0.27783
0.277806
0.277764
0.277756
0.277753
0.277728
0.277725
0.277702
0.277691
0.277669
0.277641
0.277621
0.277616
0.277568
0.277566
0.277548
0.277497
0.277394
0.277392
0.27738
0.277362
0.277346
0.277309
0.277285
0.277262

5.14E-09 64065
5.15E-09 153443
5.16E-09 51193
5.17E-09 642797
5.18E-09 1136
5.19E-09 NA

5.19E-09 85440
5.23E-09 56650
5.23E-09 NA

5.27E-09 2977
5.29E-09 6319
5.29E-09 22885
5.31E-09 116224
5.31E-09 221472
5.31E-09 8843
5.32E-09 142686
5.36E-09 339967
5.36E-09 5253
5.44E-09 124540
5.46E-09 538
5.49E-09 54505
5.50E-09 NA

5.51E-09 4635
5.56E-09 51594
5.58E-09 164592
5.62E-09 23411
5.65E-09 10479
5.65E-09 11244
5.66E-09 5521
5.66E-09 54820
5.66E-09 219790
5.68E-09 4189
5.68E-09 205327
5.68E-09 57720
5.68E-09 NA

5.68E-09 2793
5.70E-09 10910
5.73E-09 80303
5.74E-09 6059
5.74E-09 346007
5.76E-09 1185
5.76E-09 585
5.78E-09 1195
5.79E-09 79665
5.80E-09 57677
5.82E-09 54480
5.84E-09 84548
5.84E-09 92181
5.88E-09 123041
5.88E-09 5207
5.90E-09 NA

5.94E-09 8554
6.02E-09 9033
6.02E-09 51307
6.03E-09 7082
6.04E-09 8886
6.05E-09 100381270
6.08E-09 6747
6.10E-09 316
6.12E-09 25832



PLA2G4C
ATP13A3
SNX27
DYNCI1HI
HAUS6
PARD3B
CRYBG3
ZSCAN32
ST7
ZNF221
PLBD2
TRIM39
ZNF260
ZNF92
SETD5
GALNS
ZNF160
GNGI10
ATMIN
RNF165
ZBTB24
SMEK2
THUMPDI1
TBL1XR1
FBXO028
TVP23C
TRIM32
HDX
PRKCI
TRABD2B
HP
LRCH2
ID4

HAS2
MED23
PDE7A
PWPI
SPATAS
EFCAB6
RP5-1042K10.14
PLEKHH?2
PHF3
DNAIJA1
SMC3
FAM109B
RBM34
SMG8
NSUN4
DMTF1
SHOC2
GGA2
SUPT6H
RBM27
ZCRBI1
RBBP5
ZNF136
EFHCI1
ARL3
RNMT
INTS2

0.277258
0.277207
0.277132
0.277118
0.277103
0.277073
0.277044
0.276998
0.276985
0.276895
0.276885
0.276881
0.276851
0.276782
0.276674
0.276663
0.276629
0.276615
0.276592
0.276592
0.276586
0.276546
0.276509
0.276504
0.276503
0.276498
0.276459
0.2764
0.276375
0.276286
0.276263
0.276252
0.27624
0.276212
0.276209
0.276201
0.276199
0.276123
0.276038
0.276007
0.275973
0.275965
0.275951
0.275939
0.275928
0.275887
0.275874
0.275866
0.275852
0.275839
0.27577
0.275766
0.275764
0.275759
0.275745
0.275682
0.27566
0.275629
0.275624
0.275608

6.12E-09
6.16E-09
6.23E-09
6.24E-09
6.25E-09
6.27E-09
6.30E-09
6.33E-09
6.35E-09
6.42E-09
6.43E-09
6.43E-09
6.46E-09
6.52E-09
6.61E-09
6.62E-09
6.65E-09
6.66E-09
6.68E-09
6.68E-09
6.68E-09
6.72E-09 NA
6.75E-09
6.76E-09
6.76E-09
6.76E-09
6.80E-09
6.85E-09
6.87E-09
6.95E-09
6.97E-09
6.98E-09
6.99E-09
7.02E-09
7.02E-09
7.03E-09
7.03E-09
7.10E-09
7.18E-09
7.21E-09 NA
7.24E-09
7.25E-09
7.26E-09
7.27E-09
7.28E-09 NA
7.32E-09
7.33E-09
7.34E-09
7.35E-09
7.37E-09
7.43E-09
7.44E-09
7.44E-09
7.44E-09
7.46E-09
7.52E-09
7.54E-09
7.57E-09
7.57E-09
7.59E-09

8605
79572
81609

1778
54801

117583
131544
54925
7982
7638
196463
56658
339324
168374
55209

2588
90338

2790
23300

494470

9841

55623
79718
23219
201158
22954
139324
5584
388630
3240
57631
3400
3037
9439
5150
11137
166378
64800

130271
23469
3301
9126

23029
55181
387338
9988
8036
23062
6830
54439
85437
5929
7695
114327
403
8731
57508



EROILB
FAM204A
SMO
TMEM154
SV2A
ULK4
MIS18BP1
ZNF529
MAPKS
PDLIM7
UBE2V1
FMRI1
SCAI
ZNF280C
LSM14A
GPR137C
LACTB
TRAMILI1
MARK3
SLC8A1
EMC2
UBQLNI1
RHBDDI1
COG5
DUSP19
TENM2
CHDA4
MPV17
DUSP11
GDAP2
TTCS
USP48
ZNF506
UFL1
SLC25A36
pk

PRRT3
LMBRI1
HVCNI1
STARD9
SPINK13
GOPC
UBE2Z

RP11-248J23.6

SLC24A2
HLA-DQBI
HOXC4
POGK
ATG2B
FNDC3A
PLA2G16
RAPGEF3
TAF1A
PCGF6
CREG1
PEX12
PLEKHAS
PANK2
RHD
TMEM206

0.275558

0.27552
0.275512
0.275504
0.275485

0.27544
0.275423

0.27541
0.275403
0.275401
0.275344
0.275302

0.27528
0.275253
0.275244

0.27517
0.275146
0.275101

0.27509
0.275036

0.27497

0.27496
0.274951
0.274939
0.274934
0.274904
0.274829
0.274818
0.274811
0.274783
0.274775
0.274771
0.274739
0.274616
0.274559
0.274522
0.274455
0.274442
0.274441
0.274274
0.274239
0.274204

0.27418
0.274154
0.274143
0.274128
0.274111
0.274086
0.274068
0.274037
0.274029
0.273999
0.273953
0.273945

0.27394
0.273909
0.273885
0.273805
0.273792
0.273725

7.64E-09 NA
7.68E-09
7.68E-09
7.69E-09
7.71E-09
7.76E-09
7.77E-09
7.79E-09
7.79E-09
7.80E-09
7.85E-09
7.90E-09
7.92E-09
7.95E-09
7.96E-09
8.03E-09
8.06E-09
8.10E-09
8.12E-09
8.17E-09
8.24E-09
8.25E-09
8.26E-09
8.28E-09
8.28E-09
8.31E-09
8.39E-09
8.41E-09
8.41E-09
8.44E-09
8.45E-09
8.46E-09
8.49E-09
8.63E-09
8.69E-09
8.73E-09 NA
8.81E-09
8.82E-09
8.83E-09
9.02E-09
9.06E-09
9.10E-09
9.13E-09
9.16E-09 NA
9.17E-09
9.19E-09
9.21E-09
9.24E-09
9.26E-09
9.30E-09
9.31E-09 NA
9.34E-09
9.40E-09
9.41E-09
9.41E-09
9.45E-09
9.48E-09
9.58E-09
9.59E-09
9.68E-09 NA

63877
6608
201799
9900
54986
55320
57711
5599
9260
7335
2332
286205
55609
26065
283554
114294
133022
4140
6546
9694
29979
84236
10466
142679
57451
1108
4358
8446
54834
91875
84196
440515
23376
55186

285368
64327
84329
57519

153218
57120
65264

25769
3119
3221

57645

55102

22862

10411
9015
84108
8804
5193
54477
80025
6007



USP25
ZNF235
SDC3
XPC
GIMAPS
CEP44

RBM14-RBM4

TCTN2
FBXO10
SLC25A32
XRRA1
DPP8
NFIL3
PRMT9
CMTM7
BDNF
TAX1BP1
FHADI1
C4orf50
BAG3
SUPT3H
TOPORS
TTC33
GPR34
SPICE1
RSRCI1
ZDHHC20
AGGF1
PHF13
ACTRS
VPS35
UBXN2A
F2RL2
ZXDB
GOLGA2
VCL

ABII
SPINKO9
POUSF2
UBXN4
XKR5
RAPGEF2
CDC26
ACSM6
PRKCQ
SP1
TMEMI184B
SYNJ1
C190rf66
DCAF4L1
PLEKHA2
DUSP3
MEDI1
LLGL1
RASGRP4
ZNF250
RNF214
HECA
KCNIP2

0.27369
0.273689
0.273679
0.273674
0.273658
0.273621
0.273581
0.273573
0.273472
0.273439

0.27342
0.273381
0.273319
0.273316
0.273289
0.273259
0.273245
0.273242
0.273145
0.273128
0.273118
0.273089
0.273037
0.273032
0.273009
0.273004
0.272998
0.272994
0.272903
0.272873
0.272856
0.272854
0.272851
0.272848
0.272819
0.272733
0.272723
0.272685
0.272671

0.27267
0.272619
0.272597
0.272587
0.272582
0.272578
0.272559
0.272512
0.272489
0.272484
0.272422
0.272381
0.272299
0.272258
0.272256
0.272208
0.272085
0.272081
0.272063
0.272012
0.271993

9.72E-09 29761
9.72E-09 9310
9.74E-09 9672
9.74E-09 7508
9.76E-09 55340
9.81E-09 80817
9.86E-09 100526737
9.87E-09 NA

1.00E-08 79867
1.00E-08 26267
1.01E-08 81034
1.01E-08 143570
1.02E-08 54878
1.02E-08 4783
1.02E-08 90826
1.03E-08 112616
1.03E-08 627
1.03E-08 8887
1.04E-08 114827
1.04E-08 389197
1.05E-08 9531
1.05E-08 8464
1.06E-08 10210
1.06E-08 23548
1.06E-08 2857
1.06E-08 152185
1.06E-08 51319
1.06E-08 253832
1.08E-08 55109
1.08E-08 148479
1.08E-08 93973
1.08E-08 55737
1.08E-08 165324
1.08E-08 2151
1.09E-08 158586
1.10E-08 2801
1.10E-08 7414
1.11E-08 10006
1.11E-08 643394
1.11E-08 134187
1.12E-08 23190
1.12E-08 389610
1.12E-08 9693
1.12E-08 246184
1.12E-08 142827
1.12E-08 5588
1.13E-08 6667
1.13E-08 25829
1.13E-08 8867
1.14E-08 NA

1.15E-08 285429
1.16E-08 59339
1.17E-08 1845
1.17E-08 5469
1.18E-08 3996
1.19E-08 115727
1.19E-08 58500
1.20E-08 257160
1.21E-08 51696
1.21E-08 30819



KLK7
ZNF543
RSBNI1L
LRP6
LPGATI1
SH2D1A
NUCKSI1
ELF1
TASP1

C2
ARLS5B
TUBB3
CAND1
CCSAP
TRIB2
MTMR1
KMT2C
FAM110D
ALPK1
SNX25
AC016549.1
C18orf25
CPD

CIC
CCDC53
HEATR9
ATF1
C10orf12
STRN
CHST7
SREKI1IP1
IRF2BPL
SEC22A
PTPRK
CDC40
ASPH
TCTN3
ZNF746
VMP1
UTP23
ICAIL
CDC42BPA
LPCAT2
DCAF5
PPPIR21
CBWD2
PARG
CXCL11
RHOT1
LRPI1
SMOX
IL3RA
ARMCX4
KIAA0040
CTSD
SGPL1
RAPGEF4
TPBGL
NFXL1
Cllorf65

0.271964
0.271953
0.271946
0.271917
0.271908
0.271876
0.271691
0.271637
0.271627
0.271626
0.271626
0.271607
0.271582
0.271572
0.271565
0.271553
0.271553
0.271533
0.271522
0.271512
0.271481
0.271438
0.271375
0.271268
0.271262
0.271247
0.271232
0.271193
0.271166

0.27116
0.271133
0.271102
0.271091
0.271079
0.271071
0.270995
0.270984
0.270955
0.270955
0.270928
0.270892
0.270844
0.270825
0.270819
0.270805
0.270791
0.270758
0.270747
0.270743
0.270739
0.270724
0.270713
0.270687
0.270653
0.270598
0.270593

0.27058
0.270561
0.270524
0.270475

1.21E-08 5650
1.21E-08 125919
1.22E-08 222194
1.22E-08 4040
1.22E-08 9926
1.23E-08 4068
1.26E-08 64710
1.26E-08 1997
1.27E-08 55617
1.27E-08 717
1.27E-08 221079
1.27E-08 10381
1.27E-08 55832
1.27E-08 126731
1.28E-08 28951
1.28E-08 8776
1.28E-08 58508
1.28E-08 79927
1.28E-08 80216
1.28E-08 83891
1.29E-08 NA

1.30E-08 147339
1.31E-08 1362
1.33E-08 23152
1.33E-08 NA

1.33E-08 256957
1.33E-08 466
1.34E-08 NA

1.34E-08 6801
1.34E-08 56548
1.35E-08 285672
1.35E-08 64207
1.36E-08 26984
1.36E-08 5796
1.36E-08 51362
1.37E-08 444
1.37E-08 26123
1.38E-08 155061
1.38E-08 81671
1.38E-08 84294
1.39E-08 130026
1.40E-08 8476
1.40E-08 54947
1.40E-08 8816
1.41E-08 129285
1.41E-08 150472
1.41E-08 8505
1.42E-08 6373
1.42E-08 55288
1.42E-08 84918
1.42E-08 54498
1.42E-08 3563
1.43E-08 100131755
1.43E-08 9674
1.44E-08 1509
1.44E-08 8879
1.45E-08 11069
1.45E-08 100507050
1.46E-08 152518
1.47E-08 160140



TDRKH
MON?2
USP24
ATF5
WDR33
ANKRD36
PGM2
PPIG
TGIF2
ADAMI10
RFC1
APOD
Cllorf57
PIP5SK1A
RBSN
MYO18B
TSHR
FAMI13C
CTDSPL2
C9orf131
TNFRSF12A
SS18
RBM26
EYA4
KLHDC7B
MCMBP
DICERI1
NAB2
TAF1B
CSTF2T
ACAP2
CDK13
SMARCADI1
CAPRIN1
MTHFDIL
NPHP3
SERINC3
GZMK
GYPC
BATF
HOMERI1
ATG14
KIAA1279
TRAPPC11
IL15RA
CHRM5
N4BP1
SYNE3
C5orfl5
TMEM165
KCNABI1
EXOG
FBXO3
ZBTB37
ZNF518B
KCTD21
LRRTM3
MAPILC3B
ANP32E
NAA30

0.270448
0.270443

0.27042
0.270382
0.270353
0.270274
0.270266
0.270201
0.270194
0.270188
0.270129
0.270116
0.270065
0.270064
0.270063
0.270045
0.270026
0.269991
0.269868
0.269854
0.269818
0.269784
0.269767

0.26975
0.269695
0.269687

0.26959

0.26957
0.269554
0.269548
0.269536
0.269486

0.26946
0.269422
0.269391

0.26939
0.269373

0.26936
0.269288
0.269287
0.269282
0.269265
0.269237
0.269222
0.269184
0.269168
0.269157
0.269151
0.269141
0.269134
0.269085
0.269036
0.268985
0.268984
0.268897
0.268888
0.268885
0.268853
0.268831
0.268812

1.47E-08
1.47E-08
1.48E-08
1.48E-08
1.49E-08
1.50E-08
1.51E-08
1.52E-08
1.52E-08
1.52E-08
1.53E-08
1.53E-08
1.54E-08 NA
1.54E-08
1.54E-08
1.55E-08
1.55E-08
1.56E-08
1.58E-08
1.59E-08
1.59E-08
1.60E-08
1.60E-08
1.61E-08
1.62E-08
1.62E-08
1.64E-08
1.64E-08
1.65E-08
1.65E-08
1.65E-08
1.66E-08
1.67E-08
1.68E-08
1.68E-08
1.68E-08
1.69E-08
1.69E-08
1.70E-08
1.70E-08
1.71E-08
1.71E-08
1.71E-08 NA
1.72E-08
1.73E-08
1.73E-08
1.73E-08
1.73E-08
1.74E-08
1.74E-08
1.75E-08
1.76E-08
1.77E-08
1.77E-08
1.79E-08
1.79E-08
1.79E-08
1.80E-08
1.80E-08
1.81E-08

11022
23041
23358
22809
55339
375248
55276
9360
60436
102
5981
347

8394
64145
84700

7253

220965
51496
138724
51330

6760
64062

2070

113730
79892
23405

4665

9014
23283
23527

8621
56916

4076
25902
27031
10955

3003

2995
10538

9456
22863

60684
3601
1133
9683

161176

56951

55858
7881
9941

26273

84614

85460

283219
347731
81631
81611
122830



SERPINB4
RICSB
DARS
GATS
LYSMD3
POMK
METTL16
LIPJ
IRAK4
CGNLI
ARAP2
TEX10
APHI1B
BTBD10
RGPDS
AKTIP
CRYBALI
SMG6
ZNF71
CPPED1
NUPL1
ANKUBI1
HEATRI
INTSS8
FADS3
CXCLS
RRAGB
MSL3
PCF11
SMADI1
LSM11
AP1S3
MICAL2
ZNF597
SNRNP27
BAZ1B
FOXN3
SPRR3
ZNF480
APPL1
GIMAPS
RAPI1B
PAPOLA
LCASL
HSP90B1
EIF1AD
EP400NL
VAV1
CEP57
TBCI1DI5
OTUD6B
FXYD5
GPRASP1
CRTAM
TAF12
ASAHI
CYTIP
A1BG
NDST1
SETDB2

0.268802
0.26877
0.268744
0.268731
0.268692
0.268685
0.268633
0.268631
0.268529
0.268459
0.268455
0.268433
0.268414
0.268337
0.268297
0.268296
0.268284
0.268271
0.268207
0.268205
0.268202
0.2682
0.26818
0.268105
0.268016
0.268012
0.268011
0.267976
0.267976
0.267973
0.267937
0.267916
0.267915
0.267903
0.267887
0.267823
0.267823
0.267784
0.267779
0.26776
0.267752
0.267746
0.267744
0.267701
0.26767
0.267665
0.267635
0.267634
0.267613
0.26752
0.267512
0.26751
0.267476
0.267458
0.267406
0.267322
0.26728
0.267276
0.267267
0.267256

1.81E-08 6318
1.82E-08 55188
1.82E-08 NA

1.83E-08 NA

1.84E-08 116068
1.84E-08 84197
1.85E-08 79066
1.85E-08 142910
1.87E-08 51135
1.89E-08 84952
1.89E-08 116984
1.90E-08 54881
1.90E-08 83464
1.92E-08 84280
1.93E-08 727851
1.93E-08 64400
1.93E-08 1411
1.94E-08 23293
1.95E-08 58491
1.95E-08 55313
1.95E-08 NA

1.95E-08 389161
1.96E-08 55127
1.98E-08 55656
2.00E-08 3995
2.00E-08 3576
2.00E-08 10325
2.01E-08 10943
2.01E-08 51585
2.01E-08 4086
2.02E-08 134353
2.03E-08 130340
2.03E-08 9645
2.03E-08 146434
2.03E-08 11017
2.05E-08 9031
2.05E-08 1112
2.06E-08 6707
2.06E-08 147657
2.07E-08 26060
2.07E-08 155038
2.07E-08 5908
2.07E-08 10914
2.08E-08 150082
2.09E-08 7184
2.09E-08 84285
2.10E-08 NA

2.10E-08 7409
2.10E-08 9702
2.13E-08 64786
2.13E-08 51633
2.13E-08 53827
2.14E-08 9737
2.14E-08 56253
2.16E-08 6883
2.18E-08 427
2.19E-08 9595
2.19E-08 1
2.20E-08 3340
2.20E-08 83852



RTN2
SLCO2B1
AGBL3
TBCCDI1
CRLF3
REV1
COL4A3BP
CAPN14
RBM18
AC242988.1
MMP7
SLC39A1
C1QA
LOHI12CRI1
ARR3
UBAPI1
WDR75
GOLGASN
RAPGEF6
PPP5D1
GHRL
MLKL
HEATR6
SLC24A1
KNOP1
HHEX
FAM188B
ANAPCI10
Cllorf74
NXF1
BRAP
CNFN
MPHOSPH10
DPY19L2
TCF15
CEP63
MFSD12
PCDHA®6
BIRC6
LDLRAD3
HSP90AB1
PLTP
FIPIL1
AC253572.1
SP7
RNASE7
TPP2

RB1
PCDHA10
SGMS1
WDR92
SLC9A3R2
EP400
SMIMS8
NOLCI1
MYLK3
TTLL9
RGCC
ZNF804A
ZNF766

0.267203
0.267122
0.267111
0.267082

0.26698
0.266959
0.266949
0.266943

0.26694
0.266923
0.266853
0.266839
0.266802
0.266797
0.266756

0.26671
0.266687
0.266669
0.266666
0.266648
0.266628
0.266627

0.26662
0.266614

0.26661
0.266595
0.266591

0.26655
0.266549
0.266522
0.266487
0.266446
0.266444
0.266444
0.266439
0.266393
0.266388
0.266318
0.266266
0.266245
0.266228
0.266226
0.266192
0.266106
0.266091
0.266037
0.266034
0.266021
0.266013
0.266011
0.265998
0.265959
0.265945
0.265908
0.265896
0.265865
0.265779
0.265757
0.265713
0.265678

2.21E-08 6253
2.24E-08 11309
2.24E-08 340351
2.25E-08 55171
2.28E-08 51379
2.28E-08 51455
2.29E-08 NA

2.29E-08 440854
2.29E-08 92400
2.29E-08 NA

2.31E-08 4316
2.32E-08 27173
2.33E-08 712
2.33E-08 NA

2.34E-08 407
2.36E-08 51271
2.36E-08 84128
2.37E-08 643699
2.37E-08 51735
2.37E-08 100506012
2.38E-08 51738
2.38E-08 197259
2.38E-08 63897
2.38E-08 9187
2.39E-08 400506
2.39E-08 3087
2.39E-08 NA

2.40E-08 10393
2.40E-08 NA

2.41E-08 10482
2.42E-08 8315
2.43E-08 84518
2.44E-08 10199
2.44E-08 283417
2.44E-08 6939
2.45E-08 80254
2.45E-08 126321
2.47E-08 56142
2.49E-08 57448
2.50E-08 143458
2.50E-08 3326
2.50E-08 5360
2.51E-08 81608
2.54E-08 NA

2.54E-08 121340
2.56E-08 84659
2.56E-08 7174
2.57E-08 5925
2.57E-08 56139
2.57E-08 259230
2.57TE-08 116143
2.59E-08 9351
2.59E-08 57634
2.60E-08 57150
2.61E-08 9221
2.62E-08 91807
2.65E-08 164395
2.65E-08 28984
2.67E-08 91752
2.68E-08 90321



LMO2
CCL22
RABSA
EIF5B
KIAA1143
DERLI1
SNAPC3
C9orf72
GPR&7
LIMD2
EDRF1
ZBTB40
FAM227A
PSMD12
MYOZ1
TTYH3
YMEILI1
TNKS
UIMCI1
PPRC1

RP11-766F14.2

LRRTM?2
FOXI2
ZNF674
PPP4R2
HMGXB4
MAMLI1
TMEMI123
CDKL4
USP42
SPDYES5

RP11-136C24.3

BCAS3
DDX3X
RPTN
PPFIAI
ANAPCI1
C1QB
THAPS
ZFX
CDKI12
ZNF852
TTC27
ZNF106
KIF13A
RYR2
TMCI1
ELMOI
RBM48
PTPNI
CMTR2
TCEANC2
TAFS
FEZ2
SEC23A
THUMPD2
LRFNS
CDK19
PTPRB
ZNF708

0.265676
0.265604
0.2656
0.265555
0.26553
0.265412
0.265389
0.265376
0.265368
0.265355
0.26533
0.265322
0.265275
0.265178
0.265176
0.265162
0.265144
0.265138
0.265096
0.265082
0.265082
0.265073
0.265068
0.265044
0.265027
0.265017
0.264989
0.264975
0.264965
0.264955
0.264844
0.264837
0.264819
0.264814
0.264629
0.264626
0.264618
0.264579
0.264537
0.264526
0.264521
0.264491
0.264447
0.264439
0.264434
0.264425
0.264404
0.264363
0.26436
0.26434
0.264282
0.264219
0.264111
0.264067
0.264058
0.264015
0.264007
0.263996
0.263896
0.263888

2.68E-08
2.70E-08
2.71E-08
2.72E-08
2.73E-08
2.77E-08
2.78E-08
2.78E-08
2.78E-08
2.79E-08
2.80E-08
2.80E-08
2.82E-08
2.85E-08
2.85E-08
2.86E-08
2.86E-08
2.86E-08
2.88E-08
2.89E-08
2.89E-08 NA
2.89E-08
2.89E-08
2.90E-08
2.90E-08
2.91E-08
2.92E-08
2.92E-08
2.93E-08
2.93E-08
2.97E-08
2.97E-08 NA
2.98E-08
2.98E-08
3.05E-08
3.05E-08
3.06E-08
3.07E-08
3.09E-08
3.09E-08
3.09E-08
3.10E-08
3.12E-08
3.12E-08
3.13E-08
3.13E-08
3.14E-08
3.15E-08
3.16E-08
3.16E-08
3.19E-08
3.21E-08
3.25E-08
3.27E-08
3.28E-08
3.29E-08
3.30E-08
3.30E-08
3.34E-08
3.34E-08

4005
6367
5868
9669
57456
79139
6619
203228
53836
80774
26098
9923
646851
5718
58529
80727
10730
8658
51720
23082

26045
399823
641339
151987

10042

9794
114908
344387

84132

442590

54828
1654
126638
8500
64682
713
168451
7543
51755
285346
55622
64397
63971
6262
117531
9844
84060
5770
55783
127428
129685
9637
10484
80745
145581
23097
5787
7562



MEGF10
MBTPS2
XPO1
WDR43
RNF113B
SLC25A17
PDIA6
BRWDI1
MTEF2
GJCl1
GEMINS
DIS3
TEX9
CPSF2
SMARCC1
NFIX
METTL9
DRAXIN
HNRNPU
THAP6
UTPI1L
PYURF
ZNF197
TUBDI
COPS2
TXLNA
T™MX1
PHF12
IFIH1
FAMS9B
NEBL
ARMC3
CLEC12B
TLR7
FBXW7
SPRYD3
POLR3GL
DGKH
DYNLTS3
TP53BP1
HSPH1
VAMP7
MAN2B1
TP53BP2
IMPG1
HASI1
ARMCS
ARHGAPI12
PDCDI11
HMBOX1
UFM1
CC2D2B
MORC2
HMGN4
CAPN7
IL20RA
ZNF619
AHCTF1
ETV6
NAPIL5

0.263791
0.26379
0.263759
0.263692
0.263679
0.26366
0.263638
0.2636
0.263577
0.263539
0.263539
0.263476
0.263459
0.263428
0.263412
0.263319
0.2633
0.263291
0.263262
0.263257
0.263218
0.263209
0.263196
0.263164
0.263058
0.263046
0.263002
0.262963
0.262922
0.262894
0.262881
0.262867
0.262827
0.262821
0.262795
0.262792
0.262672
0.262666
0.262663
0.262658
0.26264
0.262597
0.262507
0.262469
0.26242
0.262414
0.262412
0.262393
0.262392
0.262325
0.262313
0.262279
0.262273
0.262236
0.262194
0.262179
0.262127
0.262123
0.26211
0.262089

3.39E-08 84466
3.39E-08 51360
3.40E-08 7514
3.43E-08 23160
3.43E-08 140432
3.44E-08 10478
3.45E-08 10130
3.47E-08 54014
3.48E-08 22823
3.49E-08 10052
3.49E-08 25929
3.52E-08 22894
3.53E-08 374618
3.54E-08 53981
3.55E-08 6599
3.59E-08 4784
3.60E-08 51108
3.60E-08 374946
3.61E-08 3192
3.62E-08 152815
3.63E-08 NA

3.64E-08 100996939
3.64E-08 10168
3.66E-08 51174
3.71E-08 9318
3.71E-08 200081
3.73E-08 81542
3.75E-08 57649
3.77E-08 64135
3.78E-08 23625
3.79E-08 10529
3.79E-08 219681
3.81E-08 387837
3.82E-08 51284
3.83E-08 55294
3.83E-08 84926
3.89E-08 84265
3.89E-08 160851
3.89E-08 6990
3.89E-08 7158
3.90E-08 10808
3.92E-08 6845
3.97E-08 4125
3.98E-08 7159
4.01E-08 3617
4.01E-08 3036
4.01E-08 25852
4.02E-08 94134
4.02E-08 22984
4.06E-08 79618
4.06E-08 51569
4.08E-08 387707
4.08E-08 22880
4.10E-08 10473
4.12E-08 23473
4.13E-08 53832
4.15E-08 285267
4.16E-08 25909
4.16E-08 2120
4.17E-08 266812



CDV3
PRR3
RADSID
SH3TC2
GPR135
S100A4
ZNF564
RNF166
ENC1
LDLRAD?2
CCDC7
HLA-DRB1
KBTBD6
ZNF230
EIF2S1
PDE6C
NAA16
SUMO4
PREPL
ACLY
PELI3
ABCA9
DCLK2
PAN3
UBE2E3
KPNA7
PYHINI
METTL21A
CTTNBP2NL
LDHAL6A
PSMC1
HLA-DRA
MB21D1
CHURCI-FNTB
STXBPS
ACSS3
PMSI1
DHX8
EAF1
ANO3
TNFAIPS
MAPKAPK?2
SLC36A4
RLIM

XPA
TRIM62
SUPT7L
SLC29A1
CD274

IL6
ZNF474
OLFML3
ZNF326
VKORCILI
ZNF827
NFIB
SMARCALI
REC114
SLC2A12
CRKL

0.262074
0.262069
0.262033
0.262
0.261922
0.26192
0.261907
0.261895
0.261867
0.261805
0.261787
0.261706
0.26155
0.26155
0.261535
0.261531
0.261515
0.261441
0.26144
0.261373
0.261359
0.261358
0.261349
0.261336
0.261314
0.261297
0.261277
0.261248
0.261245
0.2612
0.261196
0.261179
0.261106
0.26106
0.261054
0.261033
0.260926
0.260906
0.260873
0.260867
0.260845
0.260812
0.260807
0.260783
0.260744
0.260738
0.26068
0.260657
0.260595
0.260583
0.260581
0.260578
0.260571
0.260565
0.260547
0.260523
0.260481
0.260462
0.260447
0.260428

4.18E-08 55573
4.18E-08 80742
4.20E-08 5892
4.22E-08 79628
4.26E-08 64582
4.26E-08 6275
4.27E-08 163050
4.27E-08 115992
4.29E-08 8507
4.32E-08 401944
4.33E-08 79741
4.37E-08 3123
4.46E-08 89890
4.46E-08 7773
4.47E-08 1965
4.47E-08 5146
4.48E-08 79612
4.52E-08 387082
4.52E-08 9581
4.56E-08 47
4.56E-08 246330
4.56E-08 10350
4.57E-08 166614
4.58E-08 255967
4.59E-08 10477
4.60E-08 402569
4.61E-08 149628
4.63E-08 151194
4.63E-08 55917
4.65E-08 160287
4.66E-08 5700
4.67E-08 3122
4.71E-08 NA

4.73E-08 100529261
4.74E-08 134957
4.75E-08 79611
4.81E-08 5378
4.82E-08 1659
4.84E-08 85403
4.85E-08 63982
4.86E-08 25816
4.88E-08 9261
4.88E-08 120103
4.90E-08 51132
4.92E-08 7507
4.92E-08 55223
4.96E-08 9913
4.97E-08 2030
5.01E-08 29126
5.02E-08 3569
5.02E-08 133923
5.02E-08 56944
5.02E-08 284695
5.03E-08 154807
5.04E-08 152485
5.05E-08 4781
5.08E-08 50485
5.09E-08 283677
5.10E-08 154091
5.11E-08 1399



ZXDA
ZNF582
ALMSI1
SNRNP48
TTLLS
CHST?2
DMXL2
KIF20B
TMEM?237

RP11-690P14.4

JAGI
LRRCSE
FANCM
ZNF445
USPI11
SYTI15
TDRD3
RBPMS
LGALSS
CEPT1
C1GALTI1

RP5-966M1.6

ZNF184
KSR1
CHD3
CSNK1Gl1
FUBP3
RGS12
TMEM104
IQCG
TUBB
IRX6
EML3
CELF2
A2ML1
ERCCS8
PRIM?2
WDRS53
PPPIR2
MTURN
SDE2
ASNSDI1
SUZ12
ARPC2
RYBP
EIF3A
DNAIJC3
Cl6orf45s
ENOX2
C3orf38
DTX3
ATRN
DDX5
DCLREIC
GZMH
PKD1
TSPAN2
BMP2K
WRN
CD99

0.260427
0.26042
0.26042

0.260379

0.260365

0.260334
0.26032

0.260309

0.260304

0.260299

0.260296

0.260288
0.26027

0.260248

0.260213

0.260168

0.2601

0.260082
0.26008

0.260028
0.26001

0.260003

0.259977

0.259972

0.259881

0.259879
0.25986

0.259842

0.259838
0.25982

0.259743

0.259705

0.259651

0.259642

0.259594

0.259585

0.259584

0.259576

0.259561
0.25956
0.25955

0.259548

0.259547

0.259514

0.259507

0.259477

0.259434

0.259418

0.259358

0.259354

0.259312

0.259263

0.259212

0.259189

0.259173

0.259124

0.259115

0.259101

0.259024

0.259023

5.11E-08 7789
5.12E-08 147948
5.12E-08 7840
5.14E-08 154007
5.15E-08 23093
5.17E-08 9435
5.18E-08 23312
5.19E-08 9585
5.19E-08 65062
5.19E-08 NA

5.20E-08 182
5.20E-08 80131
5.21E-08 57697
5.23E-08 353274
5.25E-08 8237
5.28E-08 83849
5.32E-08 81550
5.33E-08 11030
5.33E-08 3964
5.37E-08 10390
5.38E-08 56913
5.38E-08 NA

5.40E-08 7738
5.41E-08 8844
5.46E-08 1107
5.47E-08 53944
5.48E-08 8939
5.49E-08 6002
5.49E-08 54868
5.51E-08 84223
5.56E-08 203068
5.58E-08 79190
5.62E-08 256364
5.63E-08 10659
5.66E-08 144568
5.67E-08 1161
5.67E-08 5558
5.67E-08 348793
5.68E-08 5504
5.68E-08 222166
5.69E-08 163859
5.69E-08 54529
5.69E-08 23512
5.71E-08 10109
5.72E-08 23429
5.74E-08 8661
5.77E-08 5611
5.78E-08 NA

5.82E-08 10495
5.83E-08 285237
5.86E-08 196403
5.89E-08 8455
5.93E-08 1655
5.94E-08 64421
5.95E-08 2999
5.99E-08 5310
6.00E-08 10100
6.01E-08 55589
6.06E-08 7486
6.06E-08 4267



PHAX
ZBTB32
PUS3
ABHDA4
NAA15
ZNF100
GID4
ZNF573
ULK1
THOCS5
TBC1D32
API5
CCNY
ZDBF2
C12o0rf60
MPHOSPH9
ZNF562
STRN3
GAFA3
WWOX
KDM4D
LCOR
ELMOD2
SPARCLI1
TTC26
ST13
SYPL1
IFNARI1
DNAJC13
GXYLTI
FAMO92A1
MTMR7
CUTC
CR1
SH3GL1
ZBTB14
UBE4A
ZNF585A
NCK1
PSMD7
AP000866.1
CEPS83
FAF2
ENY2
NUDTI13
RNASEH1
ZSCAN21
AMPD2
DIRC3
NTRK1
PRKDC
ZNF518A
SLU7
TTC14
RGS8
UBAP2L
SEC24B
ARMCX6
NATDI1
C7orf55-LUC7L2

0.259009
0.258975
0.258973
0.258942

0.25894

0.25894
0.258912
0.258896
0.258853
0.258846
0.258796
0.258795

0.25876
0.258741

0.25874
0.258708
0.258689

0.25868
0.258645
0.258643

0.25863
0.258625
0.258618
0.258576
0.258527
0.258513
0.258487
0.258432
0.258404
0.258375
0.258366
0.258356
0.258329

0.25832
0.258308
0.258243
0.258223
0.258208
0.258189
0.258175
0.258133
0.258131
0.258131
0.258109
0.258092
0.258084
0.258059
0.258045
0.258021
0.257985
0.257976
0.257948
0.257921
0.257893
0.257888
0.257886
0.257753
0.257741

0.25773
0.257712

6.08E-08
6.10E-08
6.10E-08
6.12E-08
6.13E-08
6.13E-08
6.15E-08
6.16E-08
6.19E-08
6.20E-08
6.23E-08
6.23E-08
6.26E-08
6.27E-08
6.28E-08
6.30E-08
6.31E-08
6.32E-08
6.35E-08 NA
6.35E-08
6.36E-08
6.36E-08
6.37E-08
6.40E-08
6.44E-08
6.45E-08
6.47E-08
6.51E-08
6.54E-08
6.56E-08
6.57E-08 NA
6.57E-08
6.59E-08
6.60E-08
6.61E-08
6.66E-08
6.68E-08
6.69E-08
6.71E-08
6.72E-08
6.75E-08 NA
6.75E-08
6.75E-08
6.77E-08
6.79E-08
6.79E-08
6.81E-08
6.83E-08
6.84E-08
6.87E-08
6.88E-08
6.91E-08
6.93E-08
6.95E-08
6.96E-08
6.96E-08
7.07E-08
7.08E-08
7.09E-08
7.10E-08 NA

51808
27033
83480
63874
80155
163227
79018
126231
8408
8563
221322
8539
219771
57683
144608
10198
54811
29966

51741
55693
84458
255520
8404
79989
6767
6856
3454
23317
283464

9108
51076
1378
6455
7541
9354
199704
4690
5713

51134
23197
56943
25961
246243
7589
271
729582
4914
5591
9849
10569
151613
85397
9898
10427
54470
256302



ZNF800
PTARI
SLC33Al
AMMECRI1
EXOCS
TMEM255A
SECISBP2L
SLC25A53
ST7L
SLCO3Al
IQGAPI
PGF
TMEM167B
SNX9
PPP4R1
FAMI186B
HINT3
CCDC92
RNF219
SEC22B
SUMO2
CCDC173
TARSL2
CCDC127
SEMA4D
SPTANI
PAIP2
FOXP1
DVL3
PRPF40A
TBC1D20
SLCI8A2
SALL4
IFNK
BST2
KAT7
HNRNPAIL2
CWC27
FKBPI1A
FAMS9A
STAG3
FOXO3
E2F6
TCTNI1
NPRI1
SIX5
RELA
NKAPL
GNLI
UFSP2
NAF1
FAMI26B
PIIS
PDZD9
GOLGAS
Cdorf26
CCZ1
EXOC1
DGCR14
NINJ1

0.257709
0.257588
0.257528
0.257528
0.257526
0.257501
0.257487
0.257467
0.257442
0.257429

0.25738
0.257363

0.25736
0.257354

0.25733
0.257326

0.25732
0.257303
0.257289
0.257276
0.257269

0.25726
0.257249
0.257229
0.257202
0.257172
0.257153

0.25708
0.257048
0.257001
0.256993
0.256965
0.256903
0.256889
0.256849

0.25684

0.25684
0.256826
0.256749
0.256745
0.256741
0.256737
0.256707
0.256701
0.256669
0.256655

0.25662
0.256605
0.256582
0.256566
0.256544
0.256531
0.256511
0.256474

0.25647
0.256459
0.256427
0.256418
0.256367
0.256321

7.11E-08
7.21E-08
7.26E-08
7.26E-08
7.27E-08
7.29E-08
7.30E-08
7.32E-08
7.34E-08
7.35E-08
7.39E-08
7.41E-08
7.41E-08
7.42E-08
7.44E-08
7.44E-08
7.45E-08
7.46E-08
7.48E-08 NA
7.49E-08
7.49E-08
7.50E-08
7.51E-08 NA
7.53E-08
7.55E-08
7.58E-08
7.60E-08
7.67E-08
7.69E-08
7.74E-08
7.75E-08
7.77E-08
7.83E-08
7.84E-08
7.88E-08
7.89E-08
7.89E-08
7.90E-08
7.98E-08
7.98E-08
7.98E-08
7.99E-08
8.02E-08
8.02E-08
8.05E-08
8.07E-08
8.10E-08
8.12E-08
8.14E-08
8.15E-08
8.17E-08
8.19E-08
8.21E-08
8.24E-08
8.25E-08
8.26E-08 NA
8.29E-08
8.30E-08
8.35E-08 NA
8.40E-08

168850
375743
9197
9949
149371
55026
9728
401612
54879
28232
8826
5228
56900
51429
9989
84070
135114
80212

9554
6613
129881

133957
10507
6709
51247
27086
1857
55660
128637
6571
57167
56832
684
11143
144983
10283
2280
375061
10734
2309
1876
79600
4881
147912
5970
222698
2794
55325
92345
285172
51050
255762
9950

51622
55763

4814



NRD1
EPDRI1
SOGA3
TBC1D8
C10orf2
PRSS37
ZKSCANI1
TRPM7
DLEU1
TET2
MAP2K1
ERLECI1
MED6
POT1
POLH
ZNF623
AC010642.1
Clorf109
RBM4B
LRIG1
RAD23B
OTOA
Cl4orf28
CDS2
MB21D2
YY2
HIATLI
N4BP3
NAASO
GGPS1
ZSCAN22
MPHOSPHS
FCHO2
Co6
THRAP3
ZMAT?2
CCDC62
SRSF11
TWF1
SETD2
MLANA
BFAR
RABI10
XG
TRMT44
NBPF10
C60rf89
TRIMS56
CNTN4
ZNF302
DMWD
FERIL5
AHI1
DPP9
FRMD5
PKNI1
SLC35F6
HMG20A
XRCC5
KIAAQ753

0.256314
0.256254
0.256223
0.256204
0.256191
0.256155
0.256138
0.256059
0.256021
0.255996
0.255957
0.255873
0.255841
0.255803
0.255707
0.255666
0.255665

0.25564
0.255609
0.255513
0.255511
0.255464
0.255459
0.255452

0.25532
0.255297
0.255293
0.255254
0.255231
0.255221
0.255157
0.255152
0.255102

0.25509
0.255083
0.255019
0.255017
0.254943
0.254937
0.254926
0.254903
0.254876
0.254873
0.254796
0.254787
0.254773
0.254724
0.254689
0.254683
0.254615
0.254578
0.254523
0.254522
0.254516

0.25451
0.254507

0.25448
0.254471
0.254461
0.254438

8.40E-08 NA

8.46E-08 54749
8.50E-08 387104
8.51E-08 11138
8.53E-08 NA

8.56E-08 136242
8.58E-08 7586
8.66E-08 54822
8.70E-08 10301
8.73E-08 54790
8.77E-08 5604
8.86E-08 27248
8.89E-08 10001
8.93E-08 25913
9.03E-08 5429
9.08E-08 9831
9.08E-08 NA

9.11E-08 54955
9.14E-08 83759
9.25E-08 26018
9.25E-08 5887
9.30E-08 146183
9.31E-08 122525
9.31E-08 8760
9.46E-08 151963
9.49E-08 404281
9.49E-08 NA

9.54E-08 23138
9.56E-08 80218
9.57E-08 9453
9.65E-08 342945
9.65E-08 54737
9.71E-08 115548
9.73E-08 729
9.73E-08 9967
9.81E-08 153527
9.81E-08 84660
9.90E-08 9295
9.90E-08 5756
9.92E-08 29072
9.94E-08 2315
9.98E-08 51283
9.98E-08 10890
1.01E-07 7499
1.01E-07 152992
1.01E-07 100132406
1.02E-07 221477
1.02E-07 81844
1.02E-07 152330
1.03E-07 55900
1.03E-07 1762
1.04E-07 90342
1.04E-07 54806
1.04E-07 91039
1.04E-07 84978
1.04E-07 5585
1.05E-07 54978
1.05E-07 10363
1.05E-07 7520
1.05E-07 9851



RDHI1
LACCI
ZNF611
BRD4
COPA
BAIAP2
REEPS
SPRRIA
ZNF398
ZNF540
MMS22L
GAN
GTPBP4
BTBD7
ZNF117
UGGT2
ZNF853
ORAI3
STATSA
IPO9
Céorfl
LPARG
UBN2
PGR
SNX19
ATR
RALGAPB
GPIHBPI
PORCN
U2SURP
PCDHB14
ZCCHC6
ZNF678
TATDNI
MET
EDNI
TRMT10B
C1QC
RHOA
KIF7
SMIM3
ZNF878
PEX3
PPIC
UBD
ZNF275
TTN
C170rf49
ZACN
PDGFD
C9orf41
SC5D
CAPNS2
IL12B
CBWDS
SLAIN2
TMEM182
TEAD2
KLHDCSB
NUP50

0.254422
0.254369
0.254332
0.254331
0.254289
0.254282
0.25428
0.254268
0.254216
0.254187
0.254127
0.25412
0.254102
0.254018
0.253992
0.253981
0.253944
0.253936
0.253917
0.253914
0.253904
0.253886
0.253884
0.253876
0.253846
0.253834
0.253823
0.253816
0.253795
0.253771
0.253759
0.253731
0.253693
0.253624
0.253605
0.253547
0.253537
0.253526
0.253488
0.253473
0.25342
0.253369
0.253334
0.25333
0.253305
0.2533
0.253176
0.253138
0.253097
0.253096
0.253089
0.253079
0.253048
0.253037
0.253031
0.25302
0.252991
0.252914
0.2529
0.252891

1.05E-07
1.06E-07
1.06E-07
1.06E-07
1.07E-07
1.07E-07
1.07E-07
1.07E-07
1.08E-07
1.08E-07
1.09E-07
1.09E-07
1.09E-07
1.10E-07
1.11E-07
1.11E-07
1.11E-07
1.12E-07
1.12E-07
1.12E-07
1.12E-07 NA
1.12E-07
1.12E-07
1.12E-07
1.13E-07
1.13E-07
1.13E-07
1.13E-07
1.13E-07
1.14E-07
1.14E-07
1.14E-07 NA
1.15E-07
1.16E-07
1.16E-07
1.17E-07
1.17E-07
1.17E-07
1.18E-07
1.18E-07
1.19E-07
1.19E-07
1.20E-07
1.20E-07
1.20E-07
1.20E-07
1.22E-07
1.23E-07
1.23E-07
1.23E-07
1.23E-07 NA
1.23E-07
1.24E-07
1.24E-07
1.24E-07
1.24E-07
1.25E-07
1.26E-07
1.26E-07
1.26E-07

51109
144811
81856
23476
1314
10458
7905
6698
57541
163255
253714
8139
23560
55727
51351
55757
54753
93129
6776
55705

10161
254048
5241
399979
545
57148
338328
64840
23350
56122

339500
83940
4233
1906
158234
714
387
374654
85027
729747
8504
5480
10537
10838
7273
124944
353174
80310

6309
84290
3593
220869
57606
130827
8463
200942
10762



COA1
C8orf37
DNAJC14
CENPP
HNRNPH3
FAM71D
SLC26A5
PHGRI1
C4orfd6
DPF2
KDMI1A
KCTD18
GRB2
SH3GLBI1
RND3
GTF3C1
SERTAD?2
TFCP2
ZNF791
ZNF23
DHX9
FUT10
FAMSIB
MBTDI1
SENP5
RNF11
GCFC2
CCDC28B
SNIP1
ITGAL
TMA16
ZNF680
Cé6orfl163
SRP72
KEL
E2F3
TRRAP
ZNF652
KATNAI
COBLL1
RP11-295P9.3
TAF6
XIAP
SPDL1
LA16¢-306E5.2
NMURI
PAPDA4
UBNI1
C9orf78
USP4
ELL
JADE1
ABHDS
USP45
THRSP
MAK
SFPQ
UBR3
OSGEPL1
MMGT1

0.252838
0.252831
0.252827
0.252826
0.252718
0.252704
0.252688
-0.25268
0.252641
0.252639
0.252633
0.252622
0.252605
0.252602
0.2526
0.252564
0.252529
0.252474
0.252449
0.252425
0.252371
0.252356
0.252295
0.252287
0.252259
0.252251
0.252251
0.252244
0.252209
0.252195
0.252194
0.252127
0.252078
0.252013
0.251993
0.251926
0.251907
0.251862
0.25186
0.251852
0.251848
0.251828
0.251799
0.251797
0.251695
0.251677
0.251669
0.251636
0.251622
0.25162
0.251617
0.251599
0.251586
0.251552
0.251481
0.251467
0.251438
0.251434
0.251417
0.251376

1.27E-07
1.27E-07
1.27E-07
1.27E-07
1.29E-07
1.29E-07
1.29E-07
1.29E-07
1.30E-07
1.30E-07
1.30E-07
1.30E-07
1.31E-07
1.31E-07
1.31E-07
1.31E-07
1.32E-07
1.33E-07
1.33E-07
1.33E-07
1.34E-07
1.34E-07
1.35E-07
1.36E-07
1.36E-07
1.36E-07
1.36E-07
1.36E-07
1.37E-07
1.37E-07
1.37E-07
1.38E-07
1.39E-07
1.40E-07
1.40E-07
1.41E-07
1.42E-07
1.42E-07
1.43E-07
1.43E-07
1.43E-07 NA
1.43E-07
1.44E-07
1.44E-07
1.45E-07 NA
1.46E-07
1.46E-07 NA
1.46E-07
1.47E-07
1.47E-07
1.47E-07
1.47E-07
1.47E-07
1.48E-07
1.49E-07
1.49E-07
1.50E-07
1.50E-07
1.50E-07
1.51E-07

55744
157657
85406
401541
3189
161142
375611
644844
201725
5977
23028
130535
2885
51100
390
2975
9792
7024
163049
7571
1660
84750
153643
54799
205564
26994
6936
79140
79753
3683
55319
340252
206412
6731
3792
1871
8295
22834
11104
22837

6878
331
54908

10316

29855
51759
7375
8178
79960
79575
85015
7069
4117
6421
130507
64172
93380



TTC8
CDYL
FAM69C
TRMTS5
EIF4G2
EIF4B
KATNBLI1
C170rf80
RIOK1
GPBP1
CBLL1
RBL2
ING1
HUWEI1
AKIRIN2
PCDHGC4
PKP4
PAPD5
RBMSA
ZNF559-ZNF177
GPR174
DENR
ATADS
KHDRBSI1
ATP6VOA2
Cllorf68
Cl170rf104
C1D

ID1
AL139333.1
RNASE6
CFAP36
SRCAP
FZD3
RAGI
C2orf76
MSL2
MED15
KMT2D
APP
VAMP5
LRRC40
ZCWPW2
FAM35A
NUP210L
RAB28
PRRC2B
GPR146
SAMDI11
AAK1
UTP20
MORF4L2
ASCC3
NUP62
GVQW1
STAG1
ITK

1IQCH
PPIP5K2
UEVLD

0.251367
0.251359
0.251352
0.251347
0.251339
0.251337
0.251332
0.251328
0.25132
0.251317
0.2513
0.251296
0.251244
0.251244
0.251228
0.251158
0.251151
0.251145
0.251134
0.251114
0.251107
0.251087
0.251076
0.251048
0.251045
0.251039
0.250971
0.25093
-0.25089
0.250875
0.25087
0.25081
0.250773
0.250773
0.250728
0.250698
0.250683
0.25067
0.250528
0.250522
0.250499
0.250495
0.250473
0.250425
0.250405
0.250399
0.250397
0.250374
0.250362
0.250342
0.250315
0.250229
0.250224
0.250211
0.250194
0.250175
0.250121
0.250071
0.250056
0.250034

1.51E-07 123016
1.51E-07 9425
1.51E-07 NA

1.51E-07 57570
1.51E-07 1982
1.52E-07 1975
1.52E-07 79768
1.52E-07 55028
1.52E-07 83732
1.52E-07 65056
1.52E-07 79872
1.52E-07 5934
1.53E-07 3621
1.53E-07 10075
1.53E-07 55122
1.55E-07 56098
1.55E-07 8502
1.55E-07 NA

1.55E-07 9939
1.56E-07 100529215
1.56E-07 84636
1.56E-07 8562
1.56E-07 79915
1.57E-07 10657
1.57E-07 23545
1.57E-07 83638
1.58E-07 NA

1.59E-07 10438
1.60E-07 3397
1.60E-07 NA

1.60E-07 6039
1.61E-07 112942
1.62E-07 10847
1.62E-07 7976
1.63E-07 5896
1.63E-07 130355
1.64E-07 55167
1.64E-07 51586
1.67E-07 8085
1.67E-07 351
1.67E-07 10791
1.67E-07 55631
1.68E-07 152098
1.69E-07 NA

1.69E-07 91181
1.69E-07 9364
1.69E-07 84726
1.70E-07 115330
1.70E-07 148398
1.70E-07 22848
1.71E-07 27340
1.72E-07 9643
1.73E-07 10973
1.73E-07 23636
1.73E-07 NA

1.74E-07 10274
1.75E-07 3702
1.76E-07 64799
1.76E-07 23262
1.76E-07 55293



KCNH7
VPRBP
EPHB4
TECPR2
ZNF846
CELSRI
ZFP69
IFNG
MFN1
SCFDI
ADCYAPI
KIF2A
ZNF547
ZNF268
WDR48
FNTA
ZNF462
SMG9
LRRC4
IQCK
NEDD4
OSTC
TMEM78
RBM7
SPCS2
PIBF1
ARMCI10
AFF1
IMMPIL
RABS5C
DNAJB7
DCTN4
THOC2
STAT3
ITCH
HAUS?
EIF3E
SUNI
ARLSA
ZMYMI
SRP54
ACTRT3
BCORLI
WHSCIL1
PCDHGAS
FSDIL
ISCAL1
LRRC69
BCOR
APOL6
ABI3
ZNF391
SHQI
BRD3
PPP3R1
PELII
SEMA3G

RP11-1IN7.5

HSPAS
MCLI

0.250009
0.249968
0.249939
0.249929
0.249883
0.249831
0.249827
0.249813

0.24981
0.249765

0.24967
0.249568

0.24955
0.249531
0.249528
0.249522
0.249505
0.249491
0.249487
0.249486

0.24947
0.249458
0.249425
0.249414
0.249399
0.249399
0.249388
0.249387
0.249338
0.249326
0.249315
0.249308
0.249292
0.249287
0.249279
0.249212
0.249204
0.249146
0.249114
0.249073
0.249038
0.249033
0.249019
0.249012
0.248962
0.248952
0.248949
0.248947
0.248929
0.248912
0.248892
0.248834
0.248832
0.248827
0.248789
0.248787
0.248735
0.248711
0.248703
0.248646

1.77E-07 90134
1.78E-07 NA

1.78E-07 2050
1.79E-07 9895
1.80E-07 162993
1.81E-07 9620
1.81E-07 339559
1.81E-07 3458
1.81E-07 55669
1.82E-07 23256
1.84E-07 116
1.86E-07 3796
1.87E-07 284306
1.87E-07 10795
1.87E-07 57599
1.87E-07 2339
1.88E-07 58499
1.88E-07 56006
1.88E-07 64101
1.88E-07 124152
1.88E-07 4734
1.89E-07 58505
1.89E-07 677790
1.90E-07 10179
1.90E-07 9789
1.90E-07 10464
1.90E-07 83787
1.90E-07 4299
1.91E-07 196294
1.92E-07 5878
1.92E-07 150353
1.92E-07 51164
1.92E-07 57187
1.92E-07 6774
1.93E-07 83737
1.94E-07 55142
1.94E-07 3646
1.96E-07 23353
1.96E-07 127829
1.97E-07 79830
1.98E-07 6729
1.98E-07 84517
1.99E-07 63035
1.99E-07 NA

2.00E-07 56110
2.00E-07 83856
2.00E-07 81689
2.00E-07 100130742
2.01E-07 54880
2.01E-07 80830
2.02E-07 51225
2.03E-07 346157
2.03E-07 55164
2.03E-07 8019
2.04E-07 5534
2.04E-07 57162
2.05E-07 56920
2.06E-07 NA

2.06E-07 3309
2.07E-07 4170



PLK?2
C19orf12
HECTD4
DAPK3
FAM20B
RNF20
IL1B
ZKSCAN3
FATI

RPE
ZNF248
MED20
SMAP2
RCVRN
CD28
CCNT2
PRSS53
SLC25A46
DAPPI1
ZFC3H1
TMEM91
PAQR7
ZNF599
DHFRLI1
PDLIM3
WWP1
CLDN1
NUP160
N4BP21.2
CEBPZ
ALG13
METTL15
VIPAS39
MDC1
RPL7L1
CREBZF
EPS15L1
CKLF
EXOC6B
GTPBPS
TBX21
ZNF277
MBD4
PLAA
SLC16A10
PDS5A
FBXL5
MEF2BNB-MEF2B
GLCCI1
ZNF81
SERPINBS8
WIZ
GRKS5
FAMI19A2
NR2F1
HECTDI1
QTRTD1
CCDC181
CCDC134
CD200R1

0.248633
0.248599
0.248568
0.248543
0.248531
0.248518
0.248514
0.24847
0.248457
0.248446
0.248442
0.248441
0.248434
0.248428
0.248357
0.248344
0.248342
0.248303
0.2483
0.248266
0.248257
0.248254
0.248234
0.248227
0.248212
0.248172
0.248146
0.248143
0.248141
0.248121
0.248098
0.248086
0.248086
0.248063
0.247924
0.247906
0.247906
0.247897
0.24788
0.247828
0.247813
0.247764
0.247755
0.247736
0.247731
0.247631
0.247602
0.247578
0.247567
0.247546
0.247535
0.247496
0.247472
0.247466
0.247465
0.247464
0.247421
0.247412
0.247407
0.247401

2.08E-07 10769
2.08E-07 83636
2.09E-07 283450
2.10E-07 1613
2.10E-07 9917
2.10E-07 56254
2.11E-07 3553
2.12E-07 80317
2.12E-07 2195
2.12E-07 6120
2.12E-07 57209
2.12E-07 9477
2.12E-07 64744
2.13E-07 5957
2.14E-07 940
2.15E-07 905
2.15E-07 339105
2.16E-07 91137
2.16E-07 27071
2.17E-07 196441
2.17E-07 641649
2.17E-07 164091
2.17E-07 148103
2.18E-07 NA

2.18E-07 27295
2.19E-07 11059
2.20E-07 9076
2.20E-07 23279
2.20E-07 10443
2.20E-07 10153
2.21E-07 79868
2.21E-07 196074
2.21E-07 63894
2.22E-07 9656
2.25E-07 285855
2.26E-07 58487
2.26E-07 58513
2.26E-07 51192
2.27E-07 23233
2.28E-07 29083
2.28E-07 30009
2.30E-07 11179
2.30E-07 8930
2.30E-07 9373
2.30E-07 117247
2.33E-07 23244
2.34E-07 26234
2.35E-07 NA

2.35E-07 113263
2.35E-07 347344
2.36E-07 5271
2.37E-07 58525
2.37E-07 2869
2.38E-07 NA

2.38E-07 7025
2.38E-07 25831
2.39E-07 NA

2.39E-07 57821
2.39E-07 79879
2.39E-07 131450



EIF4ENIF1
CEP8&9
UFDIL
SSB

IBTK
GOSR2
LCLATI
TRUBI1
LHX6
ZNF222
FBXO021
RARS2
ADPGK
HNRNPC
ZNF671
ANKRD2
POFUT2
LARP7
ZNF567
RIMS1
GPR52
KIAA0922
TNNI3K
BETI
ZNF280B
ULK2
IPO8
PCDHGB5S
BAZ2A
NUDT21
DNAIJC27
SAP30
CCT6A
CUL7
DCC
ALGI11
SFSWAP
SPON1
ZKSCAN4
STT3A
ZFP57
TCEAL1
ZSCANI12
ZNF665
PEX13
WDR&9
TLR4
KLHLA41
TMEM?241
TGM3
TYW3
NUDTI11
LTA4H
ZNF80
PDESB
PRDM10
TRMTIL
RABI11FIP3
UXSI1
ZC3H15

0.247399
0.247397
0.247371
0.247369

0.24736
0.247304
0.247303
0.247276
0.247266
0.247211
0.247152

0.24712
0.247082
0.247031
0.247015
0.247015
0.246999

0.24697
0.246931
0.246904
0.246863
0.246849
0.246839
0.246811
0.246774
0.246738

0.24672
0.246707
0.246696
0.246685
0.246656
0.246612
0.246601
0.246578
0.246572
0.246546
0.246529
0.246518
0.246512
0.246494
0.246488
0.246428

0.24637
0.246362
0.246351
0.246343
0.246332

0.24632
0.246309
0.246286
0.246269

0.24625
0.246243
0.246202
0.246161
0.246121
0.246047
0.246037
0.245939
0.245857

2.39E-07 56478
2.40E-07 84902
2.40E-07 NA

2.40E-07 6741
2.41E-07 25998
2.42E-07 9570
2.42E-07 253558
2.43E-07 142940
2.43E-07 26468
2.45E-07 7673
2.46E-07 23014
2.47E-07 57038
2.48E-07 83440
2.50E-07 3183
2.50E-07 79891
2.50E-07 26287
2.51E-07 23275
2.52E-07 51574
2.53E-07 163081
2.54E-07 22999
2.55E-07 9293
2.55E-07 NA

2.55E-07 51086
2.56E-07 10282
2.57E-07 140883
2.58E-07 9706
2.59E-07 10526
2.59E-07 56101
2.60E-07 11176
2.60E-07 11051
2.61E-07 51277
2.62E-07 8819
2.63E-07 908
2.63E-07 9820
2.63E-07 1630
2.64E-07 440138
2.65E-07 6433
2.65E-07 10418
2.65E-07 387032
2.66E-07 3703
2.66E-07 346171
2.68E-07 6917
2.70E-07 9753
2.70E-07 79788
2.70E-07 5194
2.70E-07 112840
2.71E-07 7099
2.71E-07 10324
2.71E-07 85019
2.72E-07 7053
2.73E-07 127253
2.73E-07 55190
2.73E-07 4048
2.75E-07 7634
2.76E-07 8622
2.77E-07 56980
2.80E-07 81627
2.80E-07 9727
2.83E-07 80146
2.86E-07 55854



TTPAL
UBA3
TPD52L.2
MBTPS1
SET

CD81
DDX10
CBX5
MIER2
CADPS2
KMT2E
MDM4
EXOC4
ZMATS
ENO4
QRICH1
FAM217B
PCDHGA®6
SPIDR
ZNF318
PTPRQ
AQP1
CTD-2574D22.6
JADE2
ANXA2
IFT46
ZFYVEI1
ECT2L
DCLREIB
MAPK1
AGO1
T™™2D3
TLL1
TMEM158
LLPH
GIN1
LIMCH1
XPO4
PIGM
ARHGEF1
ARG
RAPGEF1
ASF1A
SMC4
CRIPT
SIX1
SLC22A3
HEATRS5B
LCAT
LYRM2
GTPBP10
ZNF550
CBX3
EID2
C5orf28
CCDC67
B4GALTS5
CFAP61
RNF144B
SGCB

0.245853
0.245847
0.245819
0.245807
0.245788
0.245772
0.245767
0.245764
0.245674
0.245654

0.24563
0.245568
0.245537
0.245516
0.245447
0.245437
0.245433
0.245406
0.245379
0.245379
0.245371
0.245348
0.245333
0.245294
0.245249
0.245211
0.245194
0.245168
0.245146
0.245112
0.245105
0.245083
0.245063
0.245008
0.244974

0.24494
0.244934
0.244915
0.244886
0.244881
0.244877
0.244873
0.244865
0.244851
0.244836
0.244757
0.244749
0.244733
0.244697
0.244678
0.244672
0.244668
0.244665
0.244662
0.244655
0.244612
0.244606
0.244511
0.244503

0.24449

2.86E-07 79183
2.86E-07 9039
2.87E-07 7165
2.88E-07 8720
2.88E-07 6418
2.89E-07 975
2.89E-07 1662
2.89E-07 23468
2.92E-07 54531
2.93E-07 93664
2.93E-07 55904
2.95E-07 4194
2.97E-07 60412
2.97E-07 55954
3.00E-07 387712
3.00E-07 54870
3.00E-07 63939
3.01E-07 56109
3.02E-07 23514
3.02E-07 24149
3.02E-07 374462
3.03E-07 358
3.04E-07 NA

3.05E-07 23338
3.06E-07 302
3.08E-07 56912
3.08E-07 53349
3.09E-07 345930
3.10E-07 64858
3.11E-07 5594
3.12E-07 26523
3.12E-07 80213
3.13E-07 7092
3.15E-07 25907
3.16E-07 84298
3.17E-07 54826
3.18E-07 22998
3.18E-07 64328
3.19E-07 93183
3.20E-07 9138
3.20E-07 383
3.20E-07 2889
3.20E-07 25842
3.21E-07 10051
3.21E-07 9419
3.24E-07 6495
3.24E-07 6581
3.25E-07 54497
3.26E-07 3931
3.27E-07 57226
3.27E-07 85865
3.27E-07 162972
3.28E-07 11335
3.28E-07 163126
3.28E-07 NA

3.30E-07 NA

3.30E-07 9334
3.33E-07 26074
3.34E-07 255488
3.34E-07 6443



DCTNS
GALNTI10
VPS26A
SIK3

UTP6
PTGS2
MPHOSPH6
HFE
LRRC46
ZFHX?2
CALCOCOL1
RTN4
PPP2R3C
TNFRSF1B
RCOR3
EOMES
KAT6B
NR2C2
HNRNPK
TERF2
CCDC40
ZNF616
KBTBD7
HIATL2
ARL15
KCND1
UBE2V2
ZNF35

RBAK-RBAKDN

ECD
PCBP3
PAWR
KIAA0391
COTLI1
KIAA1407
FAM209B
ZNF836
GOLGAG6L4
MRPS10
RDH10
GLRA3
CBWDI1
ZBTBg&B
ETVS
EFCABI13
ZC3H7B
GLUL
PIP5KI1C
ZMPSTE?24
PLIN2
SPTBNI1
SPOP
SART3
SEC24C
ANKRD13C
FERMT3
ACTBL2
SF3A3
KIAA1715
TAF1

0.244436
0.244408
0.244402
0.244387
0.244373
0.244371
0.244299
0.244296
0.244295
0.244286
0.244257
0.24425
0.24423
0.244229
0.244187
0.244186
0.244174
0.244166
0.244157
0.244107
0.244069
0.244041
0.244031
0.243998
0.243995
0.243987
0.243983
0.24396
0.243952
0.243952
0.24391
0.2439
0.243867
0.243854
0.243841
0.243819
0.24381
0.243801
0.243751
0.243741
0.243738
0.243731
0.243697
0.243641
0.243566
0.243565
0.243543
0.243517
0.243453
0.243446
0.243443
0.24344
0.24341
0.243409
0.243376
0.243363
0.243358
0.243332
0.243289
0.243281

3.36E-07 84516
3.37E-07 55568
3.38E-07 9559
3.38E-07 23387
3.39E-07 55813
3.39E-07 5743
3.41E-07 10200
3.42E-07 3077
3.42E-07 90506
3.42E-07 85446
3.43E-07 57658
3.43E-07 57142
3.44E-07 55012
3.44E-07 7133
3.46E-07 55758
3.46E-07 8320
3.46E-07 23522
3.47E-07 7182
3.47E-07 3190
3.49E-07 7014
3.51E-07 55036
3.52E-07 90317
3.52E-07 84078
3.53E-07 NA

3.54E-07 54622
3.54E-07 3750
3.54E-07 7336
3.55E-07 7584
3.55E-07 100533952
3.55E-07 11319
3.57E-07 54039
3.57E-07 5074
3.59E-07 NA

3.59E-07 23406
3.60E-07 NA

3.61E-07 388799
3.61E-07 162962
3.61E-07 643707
3.63E-07 55173
3.64E-07 157506
3.64E-07 8001
3.64E-07 55871
3.66E-07 728116
3.68E-07 2119
3.71E-07 124989
3.71E-07 23264
3.72E-07 2752
3.73E-07 23396
3.76E-07 10269
3.76E-07 123
3.76E-07 6711
3.76E-07 8405
3.78E-07 9733
3.78E-07 9632
3.79E-07 81573
3.80E-07 83706
3.80E-07 345651
3.81E-07 10946
3.83E-07 NA

3.83E-07 6872



ANKRD?28
METAP2
ZNF589
CTBS
GBP2
LTNI1
BTBDI11
R3HDM1
CCDC43
TIFA
CEP41
KIAA1841
SPATA13
SNTBI
CFHR3
SYDE2
DOPEY1
PCGF5
ARHGEF7
BRD2
TMEM140
RP11-545J16.1
HLA-DPA1
OPRL1
PXYLP1
FAM76A
DNAJB11
TACC1
GALNTS
RWDDI1
CDADCI1
NKTR
ALOX12
MYLK4
SPOPL
SYNE2
SLC10AS
RIMBP3
HNRNPH2
KDM2B
PSIP1
KCNIJ1
ZSCAN26
ANAPCI13
CLHC1
RWDD4
ZNF496
COPS7A
NCOA7
SPIRE1
H3F3B
SSX21P
SAMD12
DYRKI1A
LARP1
RNF168
AHNAK
ZBEDS
CEP295
PTK7

0.243226
0.243212
0.243168
0.243163
0.243158
0.243147
0.243117

0.24309
0.243019
0.243016
0.243012
0.242968
0.242923

0.24288
0.242872
0.242832
0.242828
0.242793

0.24275
0.242716
0.242707
0.242707
0.242688
0.242679
0.242669
0.242659

0.24264
0.242626
0.242578
0.242573
0.242557
0.242534
0.242508
0.242478
0.242471
0.242468
0.242424
0.242375
0.242326

0.24231
0.242299
0.242241
0.242158
0.242147
0.242125
0.242116
0.242113
0.242104
0.242077
0.242059

0.24203
0.242023
0.242013
0.241989
0.241987
0.241951
0.241938
0.241908
0.241879
0.241865

3.86E-07 23243
3.86E-07 10988
3.88E-07 51385
3.88E-07 1486
3.89E-07 2634
3.89E-07 26046
3.90E-07 121551
3.92E-07 23518
3.95E-07 124808
3.95E-07 92610
3.95E-07 95681
3.97E-07 84542
3.99E-07 221178
4.01E-07 6641
4.01E-07 10878
4.03E-07 84144
4.03E-07 NA

4.05E-07 84333
4.07E-07 8874
4.09E-07 6046
4.09E-07 55281
4.09E-07 NA

4.10E-07 3113
4.10E-07 4987
4.11E-07 92370
4.11E-07 199870
4.12E-07 51726
4.13E-07 6867
4.15E-07 11227
4.15E-07 51389
4.16E-07 81602
4.17E-07 4820
4.18E-07 239
4.20E-07 340156
4.20E-07 339745
4.20E-07 23224
4.22E-07 347051
4.25E-07 85376
4.27E-07 3188
4.28E-07 84678
4.28E-07 11168
4.31E-07 3758
4.35E-07 7741
4.36E-07 25847
4.37E-07 130162
4.37E-07 201965
4.37E-07 84838
4.38E-07 50813
4.39E-07 135112
4.40E-07 56907
4.41E-07 NA

4.42E-07 117178
4.42E-07 401474
4.43E-07 1859
4.44E-07 23367
4.45E-07 165918
4.46E-07 79026
4.48E-07 58486
4.49E-07 85459
4.50E-07 5754



CSNK1A1
EED
STXBP3
PIK3CD
RALA
NFIA

RP11-571M6.15

DMXL1
TAF9B
VPS54
AC008686.1
LDOCIL
CCRN4L
ZNF557
ZNF512
IWS1
LONP2
ATP6V1GI
ZMYND15
ZNF565
FAMI104A
TRIM37
KIAA1919
BTN3Al
TRPVS
FAM210B
PDC
GALNTI18
PPP6R3
MAPKAP1
FOXIJ3
PRTG
CAMLG
FAM199X
YY1AP1
TAL1
ZNF354A
ANKRD65
ZNF778
ZNF140
ATL2
CCDC79
SIGLEC15
POLN
MAP3K5
XPNPEP3
FAM102B
GALNTI11
PUSI0
CCDC65
STX4
SRBD1
EXT2
SNX13
DCPI1A
POLR3A
FNBP4
ZNF792
ATXN7
METTL14

0.241865
0.241863
0.241859
0.241858
0.241845
0.241829
0.241797
0.241792
0.241779
0.241778
0.241751
0.241717
0.2417
0.24169
0.241671
0.24167
0.241651
0.241612
0.241596
0.241587
0.241536
0.241483
0.241416
0.241413
0.241413
0.241393
0.241387
0.241386
0.241372
0.24135
0.241347
0.241341
0.241339
0.241337
0.241332
0.241318
0.241314
0.24129
0.241282
0.241269
0.241254
0.241247
0.241233
0.241233
0.241224
0.241215
0.241186
0.241148
0.241141
0.241111
0.241103
0.241091
0.241065
0.240999
0.240975
0.240972
0.240969
0.24094
0.240931
0.240927

4.50E-07
4.50E-07
4.50E-07
4.50E-07
4.51E-07
4.52E-07
4.53E-07 NA
4.53E-07
4.54E-07
4.54E-07
4.56E-07 NA
4.57E-07 NA
4.58E-07 NA
4.59E-07
4.60E-07
4.60E-07
4.61E-07
4.63E-07
4.64E-07
4.64E-07
4.67E-07
4.69E-07
4.73E-07 NA
4.73E-07
4.73E-07
4.74E-07
4.75E-07
4.75E-07
4.75E-07
4.77E-07
4.77E-07
4.77E-07
4.77E-07
4.77E-07
4.77E-07
4.78E-07
4.78E-07
4.80E-07
4.80E-07
4.81E-07
4.82E-07
4.82E-07 NA
4.83E-07
4.83E-07
4.83E-07
4.84E-07
4.85E-07
4.87E-07
4.88E-07
4.89E-07
4.90E-07
4.91E-07
4.92E-07
4.96E-07
4.97E-07
4.97E-07
4.97E-07
4.99E-07
4.99E-07
5.00E-07

1452
8726
6814
5293
5898
4774

1657
51616
51542

79230
84450
55677
83752
9550
84225
147929
84923
4591

11119
56302
116151
5132
374378
55291
79109
22887
283659
819
139231
55249
6886
6940
441869
197320
7699
64225

284266
353497
4217
63929
284611
63917
150962
85478
6810
55133
2132
23161
55802
11128
23360
126375
6314
57721



CSTé6
RSPO1
AC069063.2
FGD3
METTLI10
ZNF134
ZW10
RRAGA
ZC3H8
PLIN4
CACNB4
LPINI
LRRC55
TTC4
DENND3
ARPCIB
DDX42
PPWDI1
RANBP6
MMS19
ABTB2
ZNF559
ARHGEF10
ZNF30
TBC1D16
SUSD6
DAXX
EIF4E
RBM15
ZNF253
LRIG2
REPS1
SLTM
HAUS3
ZNF493
ZNF317
NIP7
HP1BP3
TBKBP1
DIXDCI1
RHEB
PNISR
FBXL3
ZNF670
ACTR10
HSP90AA1
MMP17
BROX
NEU3
MRFAPILI1
JRKL
SHROOM4
DNAHS
SRPR
RCL1
FAMI61A
NMTI1
CLLUIOS
C6orf106
BCL9

0.240916
0.240907
0.240869
0.240868
0.240801
0.240717
0.240713
0.240664

0.24054
0.240532
0.240526
0.240525
0.240495
0.240491
0.240448
0.240447
0.240439
0.240437
0.240422
0.240401
0.240396
0.240332
0.240289
0.240264
0.240237
0.240223
0.240187
0.240155
0.240102
0.240056

0.24002
0.240017
0.239971
0.239965
0.239904
0.239849
0.239839
0.239815
0.239776

0.23977
0.239767
0.239759
0.239739
0.239725
0.239706
0.239677
0.239672
0.239662
0.239593
0.239567
0.239532
0.239513
0.239459
0.239455
0.239422
0.239421
0.239378
0.239352
0.239312
0.239271

5.00E-07 1474
5.01E-07 284654
5.03E-07 NA

5.03E-07 89846
5.07E-07 NA

5.12E-07 7693
5.12E-07 9183
5.15E-07 10670
5.22E-07 84524
5.22E-07 729359
5.23E-07 785
5.23E-07 23175
5.24E-07 219527
5.25E-07 7268
5.27E-07 22898
5.27E-07 10095
5.28E-07 11325
5.28E-07 23398
5.29E-07 26953
5.30E-07 64210
5.30E-07 25841
5.34E-07 84527
5.37E-07 9639
5.38E-07 90075
5.40E-07 125058
5.41E-07 9766
5.43E-07 1616
5.45E-07 1977
5.48E-07 64783
5.51E-07 56242
5.53E-07 9860
5.53E-07 85021
5.56E-07 79811
5.56E-07 79441
5.60E-07 284443
5.64E-07 57693
5.64E-07 51388
5.66E-07 50809
5.68E-07 9755
5.69E-07 85458
5.69E-07 6009
5.69E-07 25957
5.71E-07 26224
5.72E-07 93474
5.73E-07 55860
5.75E-07 3320
5.75E-07 4326
5.76E-07 148362
5.80E-07 10825
5.82E-07 114932
5.84E-07 8690
5.85E-07 57477
5.89E-07 1767
5.89E-07 NA

5.91E-07 10171
5.91E-07 84140
5.94E-07 4836
5.96E-07 NA

5.98E-07 NA

6.01E-07 607



RBPI
SLC22A17
MICU1
SHOX2
TRMTI11
C19orf71
INTS3
USP13
STAM?2
UBAS
DTHD1
TMEM185B
DNTTIP2
EMLA4
ZNF788
MAGED?2
ASCL1
TMCO3
BTN3A2
PDZRN3
ARFGEF1
TMEMS57
EVAIC
CUX1
POLR2B
BTN2A1
CD300LG
TMEMS51
PLD2
COQI10A
NES
TNNI2
IKBKAP
ZSWIMS
MAU2
RCNI1
ARHGEF28
MKRN2
CSTEF3
UGGT1
TM2D2
KLHL22
CCDC148
MEOX1
USP8
FFAR3
IL2RB
AGPS
PPP1R13L
RAB2A
GABPB2
ZNF717
C7orf49
ZNF347
ZSCAN30
NT5C1B
PLAGI1
THUMPD3
BTBDI1
SRSF1

0.239241
0.239191
0.239157
0.2391
0.23907
0.239064
0.238989
0.23897
0.238947
0.238938
0.238908
0.238882
0.238861
0.238853
0.238845
0.238837
0.238807
0.238806
0.238791
0.238759
0.238716
0.238688
0.238666
0.238664
0.238629
0.238625
0.238618
0.238596
0.238594
0.238584
0.23858
0.238573
0.23856
0.238537
0.238527
0.238526
0.238505
0.238503
0.23848
0.238466
0.238456
0.238435
0.238413
0.238405
0.238405
0.23839
0.238365
0.23835
0.238348
0.238341
0.238323
0.238305
0.238282
0.238279
0.238268
0.238256
0.238218
0.238151
0.23815
0.23814

6.03E-07 5947
6.06E-07 51310
6.09E-07 10367
6.13E-07 6474
6.15E-07 60487
6.15E-07 100128569
6.20E-07 65123
6.22E-07 8975
6.23E-07 10254
6.24E-07 79876
6.26E-07 401124
6.28E-07 79134
6.29E-07 30836
6.30E-07 27436
6.30E-07 NA

6.31E-07 10916
6.33E-07 429
6.33E-07 55002
6.34E-07 11118
6.36E-07 23024
6.39E-07 10565
6.41E-07 NA

6.43E-07 59271
6.43E-07 1523
6.46E-07 5431
6.46E-07 11120
6.46E-07 146894
6.48E-07 55092
6.48E-07 5338
6.49E-07 93058
6.49E-07 10763
6.50E-07 7136
6.51E-07 NA

6.52E-07 23053
6.53E-07 23383
6.53E-07 5954
6.55E-07 64283
6.55E-07 23609
6.56E-07 1479
6.57E-07 56886
6.58E-07 83877
6.60E-07 84861
6.61E-07 130940
6.62E-07 4222
6.62E-07 9101
6.63E-07 2865
6.65E-07 3560
6.66E-07 8540
6.66E-07 10848
6.66E-07 5862
6.68E-07 126626
6.69E-07 100131827
6.71E-07 NA

6.71E-07 84671
6.72E-07 100101467
6.73E-07 93034
6.76E-07 5324
6.81E-07 25917
6.81E-07 53339
6.82E-07 6426



ZNF329
SQLE
VAC14
NDUFAF7
MSANTD2
EPM2AIP1
ZNF587B
DLGI
TRMT61B
ZNF181
RIN3
MYBLI
HELZ2
COPBI
SYCEI
HTRIF
SRP19
OR2D2
GPRIN3
DAGI
ZNF107
SMEK 1
CFAP57
LIN52
ERCC3
DZANK
RCAN3
TAB2
TMED2
MSRB3
ZNF124
IKBKG
DEF8
USP28
MYNN
POU2F2
BOK
GOLGA4
MADILI
GTF2H3
RABIA
ABCC5
ZNF830
CCL21
NFX1
SLC25A51
WBP5
NUP133
STIP1
ACTRIA
PRPF39
NOX5
RENBP
SPDYE3
ZNF519
ASXLI
VCP
ITPKC
EPTI
ERII

0.238124
0.238108
0.238094
0.238081
0.238061
0.238047
0.238005
0.238004
0.237995
0.237989
0.237984
0.237957
0.237933
0.237909
0.237868
0.237848
0.237845
0.237841
0.237807
0.237781
0.237771

0.23773
0.237707
0.237703

0.23769
0.237656
0.237605
0.237579
0.237473
0.237464
0.237464
0.237385
0.237353
0.237308
0.237279
0.237256
0.237252

0.23725
0.237247
0.237197
0.237162
0.237156
0.237139
0.237126
0.237107
0.237068
0.237018
0.237011
0.236993

0.23697
0.236965
0.236944
0.236925
0.236881
0.236871
0.236868
0.236864
0.236857
0.236823
0.236811

6.83E-07 79673
6.84E-07 6713
6.85E-07 55697
6.86E-07 55471
6.87E-07 79684
6.89E-07 9852
6.92E-07 100293516
6.92E-07 1739
6.93E-07 55006
6.93E-07 339318
6.93E-07 79890
6.95E-07 4603
6.97E-07 85441
6.99E-07 1315
7.02E-07 93426
7.04E-07 3355
7.04E-07 6728
7.04E-07 120776
7.07E-07 285513
7.09E-07 1605
7.10E-07 51427
7.13E-07 NA

7.15E-07 149465
7.15E-07 91750
7.16E-07 2071
7.19E-07 55184
7.23E-07 11123
7.25E-07 23118
7.34E-07 10959
7.34E-07 253827
7.34E-07 7678
7.41E-07 8517
7.43E-07 54849
7.47E-07 57646
7.50E-07 55892
7.51E-07 5452
7.52E-07 666
7.52E-07 2803
7.52E-07 8379
7.56E-07 2967
7.59E-07 5861
7.60E-07 10057
7.61E-07 91603
7.62E-07 6366
7.64E-07 4799
7.67E-07 92014
7.71E-07 NA

7.72E-07 55746
7.74E-07 10963
7.75E-07 10121
7.76E-07 55015
7.78E-07 79400
7.79E-07 5973
7.83E-07 441272
7.84E-07 162655
7.84E-07 171023
7.85E-07 7415
7.85E-07 80271
7.88E-07 NA

7.89E-07 90459



FTSI3
ZNF740
PKNOX1
DHX58
SNW1
ADNP
IGFBP6
RAB7A
TAGAP
MTPAP
TGFBRAPI
IFT20
AARS
MAK16
ZNF782
STAG2
UBR4
PRRG3
SPATA6L
FBXL18
MAPKIIP1L
HPS4
KCNE5
TMEMG64
TXLNB
HDAC9
KCNV2
KANSL3
TBX18
AC069063.1
ERVFRD-1
ZNF189
ZNF283
TNFAIPSL1
CRABP2
ANGPTL6
ZNF571
NRSN2
TINF2
C3orf49
SLC35A5
NOL10
DCAF13
MEX3A
DNAJC21
SMARCEI1
ERV3-1
UBE2R2
MINA
TRIM47
ZNF98
DDX47
ATP2A2
DUSP22
STAC3
ZBTB39
SYCP3
RBM28
PDCDI1
TOP3B

0.236778
0.236774
0.236774
0.236724
0.236714
0.236697
0.236686
0.23667
0.236656
0.236597
0.236549
0.236515
0.236512
0.236486
0.236476
0.236405
0.236392
0.236339
0.236328
0.236319
0.23617
0.23617
0.23615
0.236145
0.236141
0.236122
0.236119
0.236113
0.236094
0.236
0.23598
0.235975
0.235955
0.235948
0.235926
0.235911
0.23591
0.235893
0.235878
0.235878
0.235858
0.23583
0.235819
0.235802
0.2358
0.235762
0.235742
0.235729
0.235713
0.235691
0.235683
0.235658
0.235641
0.235627
0.235607
0.235601
0.235594
0.235534
0.235508
0.235487

7.92E-07
7.92E-07
7.92E-07
7.97E-07
7.98E-07
7.99E-07
8.00E-07
8.02E-07
8.03E-07
8.08E-07
8.12E-07
8.15E-07
8.16E-07 NA
8.18E-07
8.19E-07
8.25E-07
8.26E-07
8.31E-07
8.32E-07
8.33E-07
8.47E-07
8.47E-07
8.49E-07
8.49E-07
8.50E-07
8.51E-07
8.52E-07
8.52E-07
8.54E-07
8.63E-07 NA
8.65E-07
8.65E-07
8.67E-07
8.68E-07
8.70E-07
8.71E-07
8.71E-07
8.73E-07
8.74E-07
8.74E-07
8.76E-07
8.79E-07
8.80E-07
8.82E-07
8.82E-07
8.86E-07
8.87E-07
8.89E-07
8.90E-07 NA
8.92E-07
8.93E-07
8.96E-07
8.97E-07
8.99E-07
9.01E-07
9.01E-07
9.02E-07
9.08E-07
9.11E-07
9.13E-07

117246
283337
5316
79132
22938
23394
3489
7879
117289
55149
9392
90410

84549
158431
10735
23352
79057
55064
80028
93487
89781
23630
169200
167838
9734
169522
55683
9096

405754
7743
284349
126282
1382
83854
51276
80023
26277
132200
55032
79954
25879
92312
134218
6605
2086
54926

91107
148198
51202
488
56940
246329
9880
50511
55131
5133
8940



PAK1IP1
TAS2R3
NSL1
EIF3C
KIAA0020
TLK2
CRHR2
NUP98
CST2
RNPC3
ACTCl1
TSR1
EIF2AK4
USP33
OTUD7B
UBAP2
GANAB
GMEBI
STK19
ZNF812
MNATI1
ATPI1A
SPDYE1
MROH9
HNRNPH1
LRRC49
PPPIR3D
TXNDC2
SGOL2
NDN
WDR3
ROR1
MRPL19
SH2D4B
ESF1
ZNF491
FUTS8
AP3M1
AKS5
SLC30A5
C10o0rf32
LRRC8B
AGPAT6
MTOI1
RNF8
ZRANB2
TOP3A
HDC
ADORA1
ACSM5
ANKRDI11
Clorfll6
KIAA1109
SPATS2L
GALNT2
NFKB1
SCN4A
FAMI185A
ANLN
ZNF649

0.235391
0.235381
0.235358
0.235335
0.235315
0.235263
0.235228
0.23522
0.235218
0.235217
0.235213
0.235206
0.235201
0.235174
0.235118
0.235067
0.235057
0.235039
0.235023
0.235009
0.23495
0.234867
0.234865
0.234861
0.234789
0.234789
0.234736
0.234735
0.234722
0.234697
0.234696
0.234694
0.234686
0.234579
0.234565
0.234562
0.234553
0.234544
0.234539
0.234519
0.234505
0.234483
0.234463
0.234455
0.234432
0.234427
0.234409
0.234373
0.234351
0.2343
0.23427
0.234243
0.234216
0.234206
0.234178
0.234159
0.234159
0.234141
0.234131
0.234127

9.22E-07 55003
9.23E-07 50831
9.26E-07 25936
9.28E-07 8663
9.30E-07 NA

9.35E-07 11011
9.39E-07 1395
9.40E-07 4928
9.40E-07 1470
9.40E-07 55599
9.40E-07 70
9.41E-07 55720
9.42E-07 440275
9.44E-07 23032
9.50E-07 56957
9.55E-07 55833
9.56E-07 23193
9.58E-07 10691
9.60E-07 8859
9.62E-07 NA

9.68E-07 4331
9.77E-07 23250
9.77E-07 285955
9.77E-07 80133
9.85E-07 3187
9.85E-07 54839
9.91E-07 5509
9.91E-07 84203
9.92E-07 NA

9.95E-07 4692
9.95E-07 10885
9.95E-07 4919
9.96E-07 9801
1.01E-06 387694
1.01E-06 51575
1.01E-06 126069
1.01E-06 2530
1.01E-06 26985
1.01E-06 26289
1.01E-06 64924
1.02E-06 NA

1.02E-06 23507
1.02E-06 NA

1.02E-06 25821
1.02E-06 9025
1.02E-06 9406
1.03E-06 7156
1.03E-06 3067
1.03E-06 134
1.04E-06 54988
1.04E-06 29123
1.05E-06 79098
1.05E-06 84162
1.05E-06 26010
1.05E-06 2590
1.05E-06 4790
1.05E-06 6329
1.06E-06 222234
1.06E-06 54443
1.06E-06 65251



DNAIJCS8
TBC1D9
EGFL7
CCDC186
CHD7
OMG
ZNF182
TVP23A
RNF41
PAFAHIBI1
CYP20A1
FAM200A
HSPA12A
ZFAND4
HSPAS
GAB2
GRIK1
UBA2
CSNK2A1
TPST2
TLK1
TBC1D24
LGMN
DNTTIP1
ANGPTL3
ZBTB26
PTPRA
ESYTI
EROIL
ZKSCAN7
YY1
TMOISF1
ZNF174
BRPF1
LANCLI1
SERBP1
NUBI1
ZMIZ1
WDRI11
SAMDI15
Cllorf95
HLA-DMB
ZNF528
AL023806.1
MSH6
FKTN
ATP6VIH
SPG21
ZNF549
AL158801.1
DNAJA2
UPF3B
ZNF845
SMC5
ATG3
TMEMS7A
ZNF19
Cl12o0rf76
ORC3

IF16

0.2341
0.234095
0.234082
0.233961
0.233955
0.233905
0.233863
0.233859
0.233823
0.233813
0.233781
0.233781
0.233735
0.233734
0.233709
0.233709
0.233665
0.233656
0.233656
0.233619
0.233612
0.233589
0.233589
0.233584
0.233572
0.233545
0.233543
0.233515
0.233513
0.233496
0.233476
0.233456
0.233443
0.233421
0.233417
0.233382
0.233372
0.233335
0.233334
0.233285
0.233266
0.233258

0.23325

0.23325
0.233229
0.233219
0.233199
0.233177
0.233177
0.233164
0.233152
0.233152
0.233128
0.233113

0.23309
0.233027
0.233026
0.233018
0.233014
0.232979

1.06E-06
1.06E-06
1.06E-06
1.08E-06
1.08E-06
1.08E-06
1.09E-06
1.09E-06
1.09E-06
1.10E-06
1.10E-06
1.10E-06
1.10E-06
1.10E-06
1.11E-06
1.11E-06
1.11E-06
1.11E-06
1.11E-06
1.12E-06
1.12E-06
1.12E-06
1.12E-06
1.12E-06
1.12E-06
1.13E-06
1.13E-06
1.13E-06
1.13E-06 NA
1.13E-06
1.14E-06
1.14E-06
1.14E-06
1.14E-06
1.14E-06
1.15E-06
1.15E-06
1.15E-06
1.15E-06
1.16E-06
1.16E-06
1.16E-06
1.16E-06
1.16E-06 NA
1.17E-06
1.17E-06
1.17E-06
1.17E-06
1.17E-06
1.18E-06 NA
1.18E-06
1.18E-06
1.18E-06
1.18E-06
1.18E-06
1.19E-06
1.19E-06
1.19E-06
1.19E-06
1.20E-06

22826
23158
51162
55088
55636
4974
7569
780776
10193
5048
57404
221786
259217
93550
3312
9846
2897
10054
1457
8459
9874
57465
5641
116092
27329
57684
5786
23344

55888
7528
10548
7727
7862
10314
26135
51667
57178
55717
161394
65998
3109
84436

2956
2218
51606
51324
256051

10294
65109
91664
23137
64422
25963
7567
400073
23595
2537



LTV1
TSNAX
NRAS
ASPM
UBE3C
IRFS5
RCN2
SIN3A
B3GAT2
KRT7
UBE3A
TEX2
UCHLS
SZT2
PPPIR8
ERRFI1
UBP1
LIG4
EIF4G3
MTMR12
RRAGC
TMEDI10
TRIM16
EMCI1
ZNF24
ISG20L2
TIAM1
SUDS3
ALG9
TIALI
AP1G1
G3BP2
TMEM248
TMEM189
USP14
NEK4
ARHGEF33
DHX15
TEDDM1
TRAPPC2B
TMEM150A
RAETIL
ANKRD32
DDBI1
AVL9
RPGR
GANC
SPEN
SLCO1A2
PPMIK
TSN
FBXO15
ZNF526
PDZD8
PRKAAI
TCF20
IL12RB2
ZNF627
SCYL2
LYG2

0.232954
0.232946
0.232944
0.232932
0.232904
0.232885
0.232857
0.232692
0.232639
0.232631
0.232612
0.232595
0.232558
0.232528
0.232516
0.232423
0.23241
0.232408
0.232387
0.232381
0.232327
0.232289
0.23226
0.232237
0.232233
0.232227
0.232166
0.232126
0.232118
0.232117
0.232098
0.232091
0.232084
0.232066
0.23206
0.232058
0.232018
0.232017
0.23198
0.231969
0.231908
0.231901
0.231886
0.231828
0.231823
0.231786
0.23172
0.231719
0.231718
0.2317
0.231661
0.231574
0.231523
0.231517
0.231502
0.231446
0.231445
0.231402
0.231295
0.231277

1.20E-06 84946
1.20E-06 7257
1.20E-06 4893
1.21E-06 259266
1.21E-06 9690
1.21E-06 3663
1.21E-06 5955
1.24E-06 25942
1.24E-06 135152
1.24E-06 3855
1.25E-06 7337
1.25E-06 55852
1.25E-06 51377
1.26E-06 23334
1.26E-06 5511
1.27E-06 54206
1.27E-06 7342
1.28E-06 3981
1.28E-06 8672
1.28E-06 54545
1.29E-06 64121
1.29E-06 10972
1.30E-06 10626
1.30E-06 23065
1.30E-06 7572
1.30E-06 81875
1.31E-06 7074
1.31E-06 64426
1.32E-06 79796
1.32E-06 7073
1.32E-06 164
1.32E-06 9908
1.32E-06 55069
1.32E-06 NA

1.32E-06 9097
1.32E-06 6787
1.33E-06 100271715
1.33E-06 1665
1.34E-06 127670
1.34E-06 10597
1.35E-06 129303
1.35E-06 154064
1.35E-06 NA

1.36E-06 1642
1.36E-06 23080
1.36E-06 6103
1.37E-06 2595
1.37E-06 23013
1.37E-06 6579
1.38E-06 152926
1.38E-06 7247
1.39E-06 201456
1.40E-06 116115
1.40E-06 118987
1.41E-06 5562
1.41E-06 6942
1.41E-06 3595
1.42E-06 199692
1.44E-06 55681
1.44E-06 254773



BTBDS8
DDX59
TUBGCP3
NLRC3
DDX46
TAS2R4
GDI1
PCYTIA
ARHGAP42
KPNBI1
RAD21
RAB40A
UPP2
SIRT2
SNX2
CPN2
BCL11B
PRKRIR
SCGB3A2
FAM114A1
CAMKMT
B4GALTI1
CXorf58
PTPN13
CCDC121
GALNT1
ZNF33B
PRPF4
ITPKB
TVP23C-CDRT4
ZNF41
BBSI
ETV3
VPS37C
PCM1
UBTF
ARHGAPI18
IRAK1BPI
ITGA10
ANXA2R
XRN2
GLIPR1
ABCCI1
FAIM
ZMYMONB
DYNC2LI1
DNMIL
CDON
TFAP2A
HNRNPDL
SPTLC1
ATP6VIEI
SLX4
TAS2R10
ZNF354B
LTA
SMIM18
ZFPg2
OCSTAMP
VPS37A

0.231249
0.231216
0.231193
0.231127
0.231121
0.231073
0.231048
0.231044
0.231014
0.230999

0.23099

0.23098
0.230923
0.230884

0.23088

0.23087
0.230866
0.230862
0.230847
0.230843
0.230842
0.230802
0.230798
0.230733
0.230717
0.230706
0.230688
0.230686
0.230638

0.23061
0.230592
0.230564
0.230526
0.230505
0.230483

0.23048
0.230423
0.230408
0.230403
0.230379
0.230356

0.23035

0.23034
0.230337

0.23032
0.230311
0.230282
0.230275
0.230256
0.230236
0.230229
0.230202
0.230187
0.230169
0.230105
0.230078
0.230064
0.230044
0.230033
0.230022

1.44E-06 284697
1.45E-06 83479
1.45E-06 10426
1.46E-06 197358
1.46E-06 9879
1.47E-06 50832
1.48E-06 2664
1.48E-06 5130
1.48E-06 143872
1.48E-06 3837
1.49E-06 5885
1.49E-06 142684
1.50E-06 151531
1.50E-06 22933
1.50E-06 6643
1.50E-06 1370
1.51E-06 64919
1.51E-06 NA

1.51E-06 117156
1.51E-06 92689
1.51E-06 79823
1.52E-06 2683
1.52E-06 254158
1.53E-06 5783
1.53E-06 79635
1.53E-06 2589
1.53E-06 7582
1.53E-06 9128
1.54E-06 3707
1.55E-06 100533496
1.55E-06 7592
1.55E-06 582
1.56E-06 2117
1.56E-06 55048
1.57E-06 5108
1.57E-06 7343
1.58E-06 93663
1.58E-06 134728
1.58E-06 8515
1.59E-06 389289
1.59E-06 22803
1.59E-06 11010
1.59E-06 4363
1.59E-06 55179
1.60E-06 NA

1.60E-06 51626
1.60E-06 10059
1.60E-06 50937
1.61E-06 7020
1.61E-06 9987
1.61E-06 10558
1.62E-06 529
1.62E-06 84464
1.62E-06 50839
1.63E-06 117608
1.64E-06 4049
1.64E-06 100507341
1.64E-06 284406
1.65E-06 128506
1.65E-06 137492



GORASP2
NCOA5
PRMT3
PDE6G
DDX60L
GPNI1
DHX33
AMMECRIL
SLC10A7
ALS2CR11
CPE
CYB5R4
SUPT5H
TNPO3
HLTF
PITRM1
ZSCAN9
TSPANS
BAG2
FBXO7
CNPY3
CCDC122
AKAP10
L1CAM
SBNO2
SLC35F5
CABINI1
RBM39
POLRI1B
TAF1D
TGFBI1I1
PSTPIP2
AP2M1
DRAPI
UBE2EI1
VHL
HSF2
SF3B2
ZNF646
VPS45
DNMT3A
CRNKLI1
PTHIR
C5orf22
ARHGAP9
SH3BP4
TCEA2
TUBG2
UNC45B
FNBP1L
USP12
STARD3NL
ZNF443
ZDHHC21
MEIS2
ZNF551
SELM
ZNF765
LIG3
COPB2

0.230013
0.229962

0.22995
0.229947

0.22994
0.229928
0.229913
0.229896
0.229884
0.229869
0.229856
0.229847
0.229838
0.229833
0.229831
0.229773
0.229751
0.229714
0.229653
0.229589
0.229589
0.229559
0.229514
0.229503
0.229399
0.229396

0.22936
0.229295
0.229265
0.229264
0.229245
0.229241
0.229212

0.22919
0.229187
0.229151
0.229147
0.229139
0.229097
0.229084
0.229073
0.229061
0.229046
0.229031
0.229008
0.228983
0.228967

0.22893
0.228913
0.228882
0.228875

0.22884
0.228816
0.228784
0.228776
0.228767
0.228765
0.228762
0.228746
0.228721

1.65E-06
1.66E-06
1.66E-06
1.66E-06
1.66E-06
1.66E-06
1.67E-06
1.67E-06
1.67E-06
1.67E-06 NA
1.68E-06
1.68E-06
1.68E-06
1.68E-06
1.68E-06
1.69E-06
1.70E-06
1.70E-06
1.71E-06
1.73E-06
1.73E-06
1.73E-06
1.74E-06
1.74E-06
1.76E-06
1.76E-06
1.77E-06
1.78E-06
1.79E-06
1.79E-06
1.79E-06
1.79E-06
1.80E-06
1.80E-06
1.80E-06
1.81E-06
1.81E-06
1.81E-06
1.82E-06
1.82E-06
1.82E-06
1.82E-06
1.83E-06
1.83E-06
1.84E-06
1.84E-06
1.84E-06
1.85E-06
1.85E-06
1.86E-06
1.86E-06
1.87E-06
1.87E-06
1.88E-06
1.88E-06
1.88E-06
1.88E-06 NA
1.88E-06
1.89E-06
1.89E-06

26003
57727
10196

5148
91351
11321
56919
83607
84068

1363
51167
6829
23534
6596
10531
7746
10098
9532
25793
10695
160857
11216
3897
22904
80255
23523
9584
84172
79101
7041
9050
1173
10589
7324
7428
3298
10992
9726
11311
1788
51340
5745
55322
64333
23677
6919
27175
146862
54874
219333
83930
10224
340481
4212
90233

91661
3980
9276



KLHL29
CDIA
ZNF490
BUB3
PSMC2
SLCYA7
RERG
LMANI
ZFANDI
TBRGI
FAMG65C
RBM33
LRRC7
CERS6
CALR
RNF170
PKM
TVP23B
PDE12
ZKSCAN2
GORAB
CCZIB
MARCKS
MFSDS
POMI21
GPRI111
UBQLN4
DISP!1
AKAPSL
COG6
H6PD
ARL17B
ANXA7
SH3TC1
NRIP1
CCNI
HLCS
CDKS5R1
TACRI
HELLS
MEDI12
BBS7
CDH20
VPS39
FHODI1

RP11-849H4.2

YWHAQ
NOM1
CYP26C1
CEP104
PROSI
ATP6VOE1
ZNF34
GNAL
CEACAM6
LONRF1
UNC50
XPO5
PRDMI15
ZNF75A

0.228709
0.228701
0.228677
0.228648
0.228608
0.228507
0.228495
0.228458
0.228452
0.228427
0.228412
0.22839
0.228374
0.228341
0.228307
0.228301
0.228287
0.228284
0.22827
0.228254
0.22823
0.228225
0.22822
0.228219
0.228218
0.228209
0.228187
0.228182
0.228168
0.228156
0.2281
0.228093
0.228071
0.228044
0.227975
0.227963
0.227939
0.22791
0.227902
0.227899
0.227896
0.227865
0.227842
0.227812
0.22779
0.227764
0.227756
0.227748
0.227734
0.22769
0.22768
0.227644
0.227622
0.227596
0.227529
0.227471
0.22747
0.227439
0.227434
0.227394

1.89E-06 114818
1.90E-06 909
1.90E-06 57474
1.91E-06 9184
1.91E-06 5701
1.94E-06 84679
1.94E-06 85004
1.95E-06 3998
1.95E-06 79752
1.95E-06 84897
1.96E-06 NA

1.96E-06 155435
1.96E-06 57554
1.97E-06 253782
1.98E-06 811
1.98E-06 81790
1.98E-06 5315
1.98E-06 51030
1.98E-06 201626
1.99E-06 342357
1.99E-06 92344
1.99E-06 221960
2.00E-06 4082
2.00E-06 256471
2.00E-06 9883
2.00E-06 NA

2.00E-06 56893
2.00E-06 84976
2.01E-06 26993
2.01E-06 57511
2.02E-06 9563
2.02E-06 100506084
2.03E-06 310
2.03E-06 54436
2.05E-06 8204
2.05E-06 10983
2.06E-06 3141
2.06E-06 8851
2.06E-06 6869
2.06E-06 3070
2.06E-06 9968
2.07E-06 55212
2.08E-06 28316
2.08E-06 23339
2.09E-06 29109
2.09E-06 NA

2.10E-06 10971
2.10E-06 64434
2.10E-06 340665
2.11E-06 9731
2.11E-06 5627
2.12E-06 8992
2.13E-06 80778
2.13E-06 2774
2.15E-06 4680
2.16E-06 91694
2.16E-06 25972
2.17E-06 57510
2.17E-06 63977
2.18E-06 7627



TAF4B
UBE2F
SRRM1
TAOK3
POMI121C
WDR70
ING3
Cl12o0rf43
POLR3D
NPHP4
ZMYM3
CPSF7
CLDN16
SMU1
HK1
POLRIA
EBAG9
TTC37
DDIT4
DCTD
TRIT1
LA16¢-431H6.6
BNIPL
RGPD3
CADM4
CCDC18
KDMI1B
RP11-574K11.31
RSBN1
RARG
EXOSC3
GPR75
COQI10B
ZBP1
SRPX2
CCDC15
AGTRAP
TCP11L2
TRA2A
TADALI
AC105009.1
DGKE
CAV1
ITGB3
CCD(C93
CHDI1
CBX6
KLHL6
TRA2B
CEP78
ADAM?29
SCARA3
SLC7A6
PTPRU
CTAGE9
YTHDC2
GINM1
LRRC27
SEMA3C
CTCF

0.227363
0.227354
0.227354
0.227328
0.227324
0.227318
0.227294
0.227284
0.227267
0.227243
0.227225
0.227213
0.227199
0.227098
0.227074
0.227073
0.227061
0.226989
0.226985
0.226978
0.226969
0.226929
0.226905
0.226886
0.226862
0.226819
0.226775

0.22674
0.226722
0.226713

0.22671
0.226698
0.226669

0.22666
0.226596
0.226588
0.226578
0.226576
0.226573
0.226557
0.226518
0.226516
0.226488
0.226474
0.226426
0.226422
0.226414
0.226369

0.22635
0.226339
0.226287
0.226245
0.226244
0.226215
0.226198
0.226166
0.226158
0.226142
0.226131
0.226101

2.18E-06 6875
2.19E-06 140739
2.19E-06 10250
2.19E-06 51347
2.19E-06 100101267
2.19E-06 55100
2.20E-06 54556
2.20E-06 64897
2.21E-06 661
2.21E-06 261734
2.22E-06 9203
2.22E-06 79869
2.22E-06 10686
2.25E-06 55234
2.25E-06 3098
2.25E-06 25885
2.26E-06 9166
2.27E-06 9652
2.27E-06 54541
2.27E-06 1635
2.28E-06 54802
2.29E-06 NA

2.29E-06 149428
2.30E-06 653489
2.30E-06 199731
2.31E-06 343099
2.32E-06 221656
2.33E-06 NA

2.34E-06 54665
2.34E-06 5916
2.34E-06 51010
2.34E-06 10936
2.35E-06 80219
2.35E-06 81030
2.37E-06 27286
2.37E-06 80071
2.37E-06 57085
2.37E-06 255394
2.37E-06 29896
2.38E-06 117143
2.39E-06 NA

2.39E-06 8526
2.40E-06 857
2.40E-06 3690
2.41E-06 54520
2.41E-06 1105
2.41E-06 23466
2.43E-06 89857
2.43E-06 6434
2.43E-06 84131
2.45E-06 11086
2.46E-06 51435
2.46E-06 9057
2.46E-06 10076
2.47E-06 643854
2.48E-06 64848
2.48E-06 116254
2.48E-06 80313
2.49E-06 10512
2.49E-06 10664



PCMTD2
SNCG
ADSS
CDCP2
CD180
TMEM217
CUEDCI1
MYO6
ZBTB49
GLIPRI1L2
VPS13A
ZNF45
ZCCHCS8
RWDD3
URBI
CCDC171
GFM1
PCDHBS5
CTR9
POLR2K
PPP2R5C
GPR171
GGNBP2
NUDCD3
ZNF561
TDRD9
JKAMP
ERF
ZNF500
MTRR
MTBP
RHEBLI
FAM120B
TTC17
AC024060.1
TTC21B
SLC25A18
TGS1
EXOC6
GPR&9A
Cl120rf29
TRAFDI1
ANKHDI1
APC
RBM19
RMDNI1
EDIL3
RP3-461F17.3
PIK3R3
KLHL15
IFITM3
Clorf52
SLC13A4
ANTXR2
LRRC74A
LAMA3
GPATCH4
HNRNPULI1
FAMI150A
GMPS

0.22609
0.226075
0.226067

0.22604
0.226033
0.226003
0.226002
0.225986
0.225962
0.225947
0.225912
0.225908

0.22585
0.225838
0.225816
0.225801
0.225784
0.225774

0.22577
0.225761
0.225752
0.225747
0.225746
0.225719
0.225688
0.225655
0.225579
0.225557
0.225518

0.22548

0.22548
0.225478
0.225476
0.225457
0.225439
0.225438
0.225431
0.225416
0.225303

0.22529
0.225268
0.225264
0.225247
0.225245
0.225234

0.22522
0.225217
0.225157
0.225147
0.225136
0.225126
0.225103
0.225083
0.225072
0.225053
0.225048
0.225015
0.225002
0.224919
0.224903

2.50E-06
2.50E-06
2.50E-06 NA
2.51E-06
2.51E-06
2.52E-06
2.52E-06
2.52E-06
2.53E-06
2.54E-06
2.54E-06
2.55E-06
2.56E-06
2.56E-06
2.57E-06
2.57E-06
2.58E-06
2.58E-06
2.58E-06
2.59E-06
2.59E-06
2.59E-06
2.59E-06
2.60E-06
2.60E-06
2.61E-06
2.63E-06
2.64E-06
2.65E-06
2.66E-06
2.66E-06
2.66E-06
2.66E-06
2.67E-06
2.67E-06 NA
2.67E-06
2.68E-06
2.68E-06
2.71E-06
2.72E-06
2.72E-06
2.72E-06
2.73E-06
2.73E-06
2.73E-06
2.74E-06
2.74E-06
2.75E-06 NA
2.76E-06
2.76E-06
2.76E-06
2.77E-06
2.77E-06
2.78E-06
2.78E-06
2.78E-06
2.79E-06
2.80E-06
2.82E-06 NA
2.83E-06

55251
6623

200008
4064
221468
404093
4646
166793
144321
23230
7596
55596
25950
9875
203238
85476
26167
9646
5440
5527
29909
79893
23386
93134
122402
51528
2077
26048
4552
27085
121268
84498
55761

79809
83733
96764
54536
653519
91298
10906
54882
324
9904
51115
10085

8503
80311
10410
148423

26266
118429
145497

3909
54865
11100

8833



CBWD3
SELENBP1
PGLYRP3
TWEF2
GNL2
ZNF343
RBBP4
ILK
IRGQ
TMEMS
GRM7
EPB41L2
GGN
ABCF1
MRFAPI
ZNF227
CMIP
WDR7
ITGA9
ZNF345
HDAC2
SCARB2
MYEF2
RPP30
XPOT
SLC12A5
CCL3L3
ZNF74
CD38
ZFP30
TMEM33
WDR60
APBBI
SLC1A4
KLHDC10
ARL9

SYSI1-DBNDD2

S100A3
URB2
SF3Al
HIFO

RP11-872D17.8

RNF141
IFIT1
RRP36
CIDEB
WDR27
TFPT
FBXL20
WT1
FARP1
RAPGEF5
PCMT1
RRP8
USP10
SLC22A1
IL10
TOM1
TMEM121
SNAP47

0.224894
-0.22487
0.224854
0.224843
0.224825
0.224818
0.224815
0.224751

0.22475
0.224727
0.224652
0.224594
0.224573
0.224533

0.22448
0.224421
0.224409
0.224378
0.224356
0.224338
0.224281
0.224273
0.224257
0.224212
0.224196
0.224187

0.22418
0.224136
0.224129
0.224115

0.22411
0.224056
0.224048
0.224027
0.223995
0.223995
0.223928
0.223921
0.223895
0.223865

0.22381
0.223801
0.223767
0.223753
0.223712
0.223688
0.223679
0.223671
0.223635
0.223624
0.223596
0.223518

0.22351
0.223493

0.22349
0.223478
0.223439
0.223439
0.223414
0.223394

2.83E-06 445571

2.84E-06 8991
2.84E-06 114771
2.85E-06 11344
2.85E-06 29889
2.85E-06 79175
2.85E-06 5928
2.87E-06 3611
2.87E-06 126298
2.88E-06 NA

2.90E-06 2917
2.92E-06 2037
2.93E-06 199720
2.94E-06 23
2.95E-06 93621
2.97E-06 7770
2.98E-06 80790
2.99E-06 23335
2.99E-06 3680
3.00E-06 25850
3.02E-06 3066
3.02E-06 950
3.02E-06 50804
3.04E-06 10556
3.04E-06 11260
3.05E-06 57468
3.05E-06 414062
3.06E-06 7625
3.06E-06 952
3.07E-06 22835
3.07E-06 55161
3.09E-06 NA

3.09E-06 322
3.10E-06 6509
3.11E-06 23008
3.11E-06 132946
3.13E-06 767557
3.13E-06 6274
3.14E-06 9816
3.15E-06 10291
3.17E-06 NA

3.17E-06 NA

3.18E-06 50862
3.19E-06 3434
3.20E-06 88745
3.21E-06 27141
3.21E-06 253769
3.21E-06 29844
3.23E-06 84961
3.23E-06 7490
3.24E-06 10160
3.27E-06 9771
3.27E-06 5110
3.27E-06 23378
3.28E-06 9100
3.28E-06 6580
3.29E-06 3586
3.29E-06 10043
3.30E-06 80757
3.31E-06 116841



HAS3
PABPC4
SYF2
MAPK14
EIF2B2
WDYHV1
DCLREIA
RBM45
PHLDAL1
MAPKI10
USP16
PNMA1
EFCABI10
ABCD2
ANKRD31
ZSCAN25
NSUN3
DEDD
NMI
SEMA3A
GSTA4
IRF2BP2
DCAF7
FNTB
ACTB

CTC-454121.3

NOL11
RNF31
URII
EIF2A
TOB2
PPMIH
ITGB4
ARMCX5
RMNDI
PDESA
IMMP2L
AQP3
STAMBPLI
TRMTI12
PLOD2
ATNI
KIAA0556
CDIE
MED29
ERICHI
CIR1
RRP12
ZNF22
SEMA4A
STRIP1
UBE2B
LRRN4
ZNF681
UCP3
ZSCAN29
RELB
SRF
GOSR1
ZNF786

0.223373
0.223373
0.223357
0.223336
0.223335
0.223324
0.223323
0.223304
0.223301
0.223269
0.22326
0.223201
0.2232
0.223167
0.223149
0.223146
0.223077
0.22304
0.22296
0.222946
0.222941
0.222932
0.222894
0.222889
0.222887
0.222874
0.222866
0.22283
0.222785
0.222782
0.222732
0.222722
0.222721
0.222709
0.222707
0.222651
0.222638
0.222636
0.222632
0.222627
0.222622
0.222611
0.222562
0.222541
0.222533
0.222503
0.222501
0.2225
0.222471
0.222448
0.222434
0.22242
0.222395
0.222389
0.222387
0.222361
0.222355
0.222338
0.222332
0.222295

3.31E-06 3038
3.32E-06 8761
3.32E-06 25949
3.33E-06 1432
3.33E-06 8892
3.33E-06 NA

3.33E-06 9937
3.34E-06 129831
3.34E-06 22822
3.35E-06 5602
3.35E-06 10600
3.37E-06 9240
3.37E-06 100130771
3.39E-06 225
3.39E-06 256006
3.39E-06 221785
3.42E-06 63899
3.43E-06 9191
3.46E-06 9111
3.46E-06 10371
3.47E-06 2941
3.47E-06 359948
3.48E-06 10238
3.48E-06 2342
3.49E-06 60
3.49E-06 NA

3.49E-06 25926
3.51E-06 55072
3.52E-06 8725
3.52E-06 83939
3.54E-06 10766
3.55E-06 57460
3.55E-06 3691
3.55E-06 64860
3.55E-06 55005
3.57E-06 8654
3.58E-06 83943
3.58E-06 360
3.58E-06 57559
3.58E-06 55039
3.58E-06 5352
3.59E-06 1822
3.60E-06 NA

3.61E-06 913
3.62E-06 55588
3.63E-06 157697
3.63E-06 9541
3.63E-06 23223
3.64E-06 7570
3.65E-06 64218
3.65E-06 85369
3.66E-06 7320
3.67E-06 164312
3.67E-06 148213
3.67E-06 7352
3.68E-06 146050
3.68E-06 5971
3.69E-06 6722
3.69E-06 9527
3.71E-06 136051



NCL
ATGI16L1
1L27
TEX29
ZNF251
TMED7
PCGF2
CDs52
PSMD6
PCDHB6
MAP3K19
POGZ
TRIMS2
MBLAC2
YTHDEF2
RIC8A
ZNF75D
NONO
RGSS5
ZNF583
MED28
HESS
ZUFSP
ARHGEF40
TMEM107
RNF139
POLR3C
ERBB2IP
AGAP3
CETN2
CASP8
PMM2
SPIN3
TMEM?218
LIPT1
LCORL
MGATS
MTOR
MYOI1H
MDM1
RAB14
CDH3
WDR45B
RRPIB
SCAPER
DDX20
TNPO2
ERMARD
FRGI
ADAMTSI18
ZNF234
KIAA1377
LEMD3
GIMAP1
SEC61A1
EDARADD
CCDC132
GS1-11419.3
ELP2
PSMD11

0.222282
0.22227
0.222261
0.222232
0.222199
0.222184
0.222133
0.222126
0.222124
0.222122
0.222099
0.222095
0.222061
0.222032
0.222
0.221904
0.221867
0.221857
0.221848
0.221822
0.221742
-0.22173
0.22172
0.221682
0.221647
0.221639
0.221635
0.221614
0.221507
0.221416
0.221405
0.221342
0.22129
0.221283
0.221252
0.221249
0.221236
0.221224
0.221221
0.221175
0.221158
0.221138
0.221088
0.221063
0.221014
0.221003
0.220969
0.220938
0.220897
0.220881
0.220875
0.220854
0.220846
0.220844
0.220835
0.220829
0.220828
0.220827
0.220797
0.220786

3.71E-06 4691
3.72E-06 55054
3.72E-06 246778
3.73E-06 121793
3.74E-06 90987
3.75E-06 51014
3.77E-06 7703
3.77E-06 1043
3.77E-06 9861
3.77E-06 56130
3.78E-06 80122
3.78E-06 23126
3.80E-06 84851
3.81E-06 153364
3.82E-06 51441
3.86E-06 60626
3.87E-06 7626
3.88E-06 4841
3.88E-06 8490
3.89E-06 147949
3.92E-06 80306
3.93E-06 388585
3.93E-06 NA

3.95E-06 55701
3.96E-06 84314
3.96E-06 11236
3.97E-06 10623
3.97E-06 NA

4.02E-06 116988
4.06E-06 1069
4.06E-06 841
4.09E-06 5373
4.11E-06 169981
4.11E-06 219854
4.12E-06 51601
4.13E-06 254251
4.13E-06 4249
4.14E-06 2475
4.14E-06 283446
4.16E-06 56890
4.16E-06 51552
4.17E-06 1001
4.19E-06 56270
4.21E-06 23076
4.23E-06 49855
4.23E-06 11218
4.25E-06 30000
4.26E-06 55780
4.28E-06 2483
4.28E-06 170692
4.29E-06 10780
4.30E-06 NA

4.30E-06 23592
4.30E-06 170575
4.30E-06 29927
4.31E-06 128178
4.31E-06 NA

4.31E-06 NA

4.32E-06 55250
4.33E-06 5717



GPN3
ZNF384
CXCR2
INO8O
IRF7
EXOC7
MAPKSIP1
UNKL
P2RY13
ECT2
OBSL1
TCEALL1
NRDE2
PPP1R3B
MTF1
TMEMI108
IFT88
LSM12
SUPT16H
SEC61A2
RABL2B
PRKCE
CLTC
ZFYVE9
ANKH
SNX14

AC006116.20

WIPI2
RUFY1
DNAJC2
REXO2
GRPEL2
SIX4
DCAF6
CHTEFS
KIF5B
MITD1
GCA
Cl50rf27
NSUN6
WRB

TGIF2-C200rf24

KIF1B
LAMP1
ATP9B
NUPL2
NSMCE2
RSPH3
TYW1
TAS2R14
CENPQ
SNX6
NAA35
TECTB
RNF6
CACHDI1
PCDHGA7
SRGAP3
ZNF3
C22o0rfd6

0.22078
0.220776
0.220752
0.220752
0.220743
0.220705

0.2207
0.220688
0.220686
0.220674
0.220673
0.220624
0.220621
0.220591
0.220579
0.220563
0.220555
0.220548
0.220536
0.220517
0.220499
0.220476
0.220419
0.220415
0.220377
0.220368
0.220362

0.22032
0.220304
0.220293
0.220267

0.22026
0.220237
0.220236
0.220227
0.220197
0.220191
0.220189

0.22018
0.220159
0.220131
0.220119
0.220077
0.220057
0.220044
0.220017
0.220012
0.219977
0.219916
0.219874
0.219858
0.219825
0.219795
0.219769

0.21971
0.219681

0.21965
0.219646
0.219643
0.219621

4.33E-06
4.33E-06
4.34E-06
4.34E-06
4.35E-06
4.36E-06
4.36E-06
4.37E-06
4.37E-06
4.38E-06
4.38E-06
4.40E-06
4.40E-06
4.41E-06
4.42E-06
4.43E-06
4.43E-06
4.43E-06
4.44E-06
4.45E-06
4.46E-06
4.47E-06
4.49E-06
4.49E-06
4.51E-06
4.52E-06
4.52E-06 NA
4.54E-06
4.55E-06
4.55E-06
4.56E-06
4.57E-06
4.58E-06
4.58E-06
4.58E-06
4.60E-06
4.60E-06
4.60E-06
4.60E-06 NA
4.61E-06
4.63E-06 NA
4.63E-06 NA
4.65E-06
4.66E-06
4.67E-06
4.68E-06 NA
4.68E-06
4.70E-06
4.73E-06
4.75E-06
4.76E-06
4.77E-06
4.79E-06
4.80E-06
4.83E-06
4.84E-06
4.86E-06
4.86E-06
4.86E-06
4.87E-06

51184
171017
3579
54617
3665
23265
9479
64718
53829
1894
23363
9338
55051
79660
4520
66000
8100
124801
11198
55176
11158
5581
1213
9372
56172
57231

26100
80230
27000
25996
134266
51804
55827
54921
3799
129531
25801

221078

23095
3916
374868

286053
83861
55253
50840
55166
58533
60560

6975
6049
57685
56108
9901
7551
79640



MICA

RP11-295K3.1

CNTF
CYP3A43
SOX18
RAB38
CD74
LRRC63
TRIM29
SQSTM1
PLA2G4E
SLC35B2
DENND4C
ARNTL
TFAM
PROSER2
CAll
PSMC6
NAPB
PRKAG1
MESDC2
ANKRD35
MGARP
C12orf65
ZNF346
ZNF629
TBC1D31
TCEALS
TMEM214
ASBI1
TCEAL7
WDRS5B
MED26
AKS8
CCL17
MYLIP
CKB
CWFI19L1
ELK1
POLG2
NUFIP1
FPGT
SLFN14
ODF2
DAAM?2
E2F5
GCNIL1
FLCN
CFAP43
STRAP
GNBI1
SLMAP
KRBA2
NPTN
C2lorf62
ZNF606
LY6E
YOD1
POLR3F
NAPG

0.219613
0.219603
0.219502
0.219498
0.219479
0.219469
0.219452
0.219425
0.219411
0.219388
0.219386
0.219377

0.21937
0.219368

0.21935
0.219324
0.219316
0.219268
0.219213
0.219179

0.21915
0.219115
0.219112

0.21911
0.219081
0.218996
0.218976

0.21897
0.218945
0.218921

0.21892

0.21891
0.218893
0.218872
0.218866
0.218851
-0.21882
0.218766
0.218756
0.218752
0.218715
0.218663
0.218663
0.218644
0.218624
0.218583

0.21857
0.218524
0.218524

0.21846
0.218445
0.218429
0.218331
0.218319
0.218309
0.218303
0.218296
0.218288
0.218252
0.218233

4.88E-06 100507436

4.88E-06 NA

4.93E-06 1270
4.93E-06 64816
4.94E-06 54345
4.95E-06 23682
4.96E-06 972
4.97E-06 220416
4.98E-06 23650
4.99E-06 8878
4.99E-06 123745
5.00E-06 347734
5.00E-06 55667
5.00E-06 406
5.01E-06 7019
5.02E-06 254427
5.03E-06 770
5.05E-06 5706
5.08E-06 63908
5.10E-06 5571
5.11E-06 NA

5.13E-06 148741
5.13E-06 84709
5.13E-06 91574
5.15E-06 23567
5.19E-06 23361
5.20E-06 93594
5.21E-06 90843
5.22E-06 54867
5.23E-06 51665
5.23E-06 56849
5.24E-06 54554
5.25E-06 9441
5.26E-06 158067
5.26E-06 6361
5.27E-06 29116
5.29E-06 1152
5.32E-06 55280
5.32E-06 2002
5.32E-06 11232
5.34E-06 26747
5.37E-06 8790
5.37E-06 342618
5.38E-06 4957
5.39E-06 23500
5.41E-06 1875
5.42E-06 NA

5.45E-06 201163
5.45E-06 80217
5.48E-06 11171
5.49E-06 2782
5.50E-06 7871
5.55E-06 124751
5.56E-06 27020
5.57E-06 56245
5.57E-06 80095
5.57E-06 4061
5.58E-06 55432
5.60E-06 10621
5.61E-06 8774



AZIN2
NUP93
RPRD2
DIABLO
MOGATI
HEPHL1
KCNMB3
PPPICB
ALKBHS5
ZC3HI12B
ACVR2B
NCF1
FBXO045
C22o0rf23
NUP205
KANSL2
TRAF5
FAM217A
LACEI1
ZNF142
AIG1
KCNC3
DIAPH2
RPGRIP1
RGS10
RAC2
ANKRD61
FBX027
KLHL9
YKT6
HYOU1
CADMI1
PNO1
SLC35E2
PPPIR3C
PISD
PIGA
AMDI1
Clé6orfd6
ZNF577
HDLBP
PRKRA

ANKHDI1-EIF4EBP:

COMMD9
TAS2R13
NUP54
SF3B3
ZPR1
LINS
VPS72
TCERGI

PDE3B
EHBPILI1
NOMO2
PRKACA
CCNALl
CLP1
KLHL10
CCDC178

6-3H

0.218213
0.21819
0.218188
0.21818
0.218133
0.218127
0.218084
0.218064
0.21805
0.218028
0.218019
0.218017
0.218016
0.218014
0.217998
0.217982
0.217964
0.217943
0.217901
0.217794
0.217762
0.217754
0.217753
0.217752
0.217743
0.217738
0.21773
0.217724
0.217715
0.217676
0.217665
0.217664
0.217664
0.217662
0.217649
0.217641
0.21764
0.217631
0.217627
0.217611
0.217582
0.217545
0.217522
0.217488
0.217482
0.21744
0.217428
0.2174
0.217399
0.217396
0.217347
0.217346
0.217321
0.217282
0.217279
0.217278
0.217276
0.217275
0.217266
0.217246

5.62E-06 113451
5.63E-06 9688
5.64E-06 23248
5.64E-06 56616
5.67E-06 116255
5.67E-06 341208
5.70E-06 27094
5.71E-06 5500
5.71E-06 54890
5.73E-06 340554
5.73E-06 93
5.73E-06 653361
5.73E-06 200933
5.74E-06 84645
5.74E-06 23165
5.75E-06 54934
5.76E-06 7188
5.78E-06 222826
5.80E-06 NA

5.86E-06 7701
5.88E-06 51390
5.89E-06 3748
5.89E-06 1730
5.89E-06 57096
5.89E-06 6001
5.90E-06 5880
5.90E-06 100310846
5.91E-06 126433
5.91E-06 55958
5.93E-06 10652
5.94E-06 10525
5.94E-06 23705
5.94E-06 56902
5.94E-06 NA

5.95E-06 5507
5.96E-06 23761
5.96E-06 5277
5.96E-06 262
5.96E-06 123775
5.97E-06 84765
5.99E-06 3069
6.01E-06 8575
6.03E-06 404734
6.05E-06 29099
6.05E-06 50838
6.08E-06 53371
6.08E-06 23450
6.10E-06 8882
6.10E-06 NA

6.10E-06 6944
6.13E-06 10915
6.14E-06 NA

6.15E-06 5140
6.17E-06 254102
6.18E-06 283820
6.18E-06 5566
6.18E-06 8900
6.18E-06 10978
6.18E-06 317719
6.20E-06 374864



C9orf85
RPRDI1B
OPHNI1
CAPRIN2
CDIPT
SLC26A11
SWI5
PPFIA4
ATP11B
TARDBP
VAMP1
RIOK2
CERS2
CD2
HEXB
ARSJ
CASP2
UPK3B
EPB41L1
ELMOD3
ZNF202
MPPED?2
WBP11
DCAF12
CWC(C25
SCOC
KDM3B
NBPF11
IREB2
SRP68
LRRDI1
PKN2
SKIV2L2
MEGF8
TTLL7
ANKRD?29
GRIP1
KIAA1147
CLCC1
MFAP1
GOLGBI
ZNF473
RBM22
TOP1
NCOA6
MOB4
SPIN4
DBT
RPF2
POLR3G
VPS11
UBE2I
SMARCC2
AMZ2
CHERP
KCTD2
AASDH
PPP6R1
GDF7
ZNF284

0.217241
0.217233
0.217217
0.217195
0.217175
0.217172
0.21713
0.217099
0.217088
0.217076
0.217033
0.217019
0.217018
0.217012
0.216975
0.216971
0.216962
0.216961
0.216941
0.216916
0.216914
0.216899
0.216892
0.216881
0.216877
0.216859
0.216853
0.216824
0.216814
0.216798
0.216758
0.216755
0.21675
0.216742
0.216701
0.216674
0.216651
0.216633
0.216625
0.2166
0.216595
0.216589
0.216572
0.216565
0.216544
0.216432
0.216426
0.216422
0.216405
0.216402
0.216379
0.216374
0.216364
0.216255
0.21623
0.21622
0.216218
0.216205
0.216181
0.216177

6.20E-06 138241
6.21E-06 58490
6.22E-06 4983
6.23E-06 65981
6.24E-06 10423
6.24E-06 284129
6.27E-06 375757
6.29E-06 8497
6.30E-06 23200
6.30E-06 23435
6.33E-06 6843
6.34E-06 55781
6.34E-06 29956
6.34E-06 914
6.37E-06 3074
6.37E-06 79642
6.38E-06 835
6.38E-06 105375355
6.39E-06 2036
6.41E-06 84173
6.41E-06 7753
6.42E-06 744
6.42E-06 51729
6.43E-06 25853
6.43E-06 54883
6.44E-06 60592
6.45E-06 51780
6.47E-06 200030
6.47E-06 3658
6.48E-06 6730
6.51E-06 401387
6.51E-06 5586
6.51E-06 NA

6.52E-06 1954
6.55E-06 79739
6.56E-06 147463
6.58E-06 23426
6.59E-06 NA

6.60E-06 23155
6.61E-06 4236
6.62E-06 2804
6.62E-06 25888
6.63E-06 55696
6.64E-06 7150
6.65E-06 23054
6.73E-06 25843
6.73E-06 139886
6.73E-06 1629
6.74E-06 84154
6.75E-06 10622
6.76E-06 55823
6.76E-06 7329
6.77E-06 6601
6.85E-06 51321
6.86E-06 10523
6.87E-06 23510
6.87E-06 132949
6.88E-06 22870
6.90E-06 151449
6.90E-06 342909



BRD7
TAP2
ARHGEF2
MORN4
CD97
DHX16
T™MC3
PRF1
TPCN2
ATAD2
TIPRL
SASH3
CDK15
BTG3
USP9X
KANK1
DDX31
RNF103-CHMP3
KDELR3
STK38L
MAPRE1
HERC2
ZNF273
SNAPCS5
CMTM2
SMIM7
CPOX
KIF14
ST3GALS
TCAIM
WDSUBI1
ZNF217
AC003002.6
SUMOL1
SYPL2
CBX4
ZNF300
DNASEIL1
VPS33A
KANK4
PTPRJ
FBXO032
ANXA3
METTLA4
STAUI1
RP11-468E2.4
SLCI2A2
TXNDC9
CSDE1
PCDHB3
TBP
SLCOIBI
ZNF383
GPBARI
SKAP2
ANAPC4
ITFG1
PTPN2
PSMD1
ZNF26

0.216171
0.216166
0.216163
0.216161
0.216112
0.216101
0.216093
0.216035
0.216035
0.216018
0.216002
0.215997
0.215983
0.215981
0.215962
0.215935
0.215928
0.21592
0.215848
0.215818
0.215755
0.215744
0.215718
0.215702
0.215693
0.215671
0.215629
0.215623
0.2156
0.215592
0.215589
0.215564
0.215533
0.215492
0.215489
0.215463
0.215463
0.21546
0.215453
0.215358
0.215334
0.215328
0.215327
0.215317
0.215298
0.215246
0.215242
0.215227
0.215222
0.215215
0.215212
0.2152
0.21517
0.215156
0.215119
0.215117
0.215117
0.215116
0.2151
0.215043

6.90E-06 29117
6.91E-06 6891
6.91E-06 9181
6.91E-06 118812
6.94E-06 NA

6.95E-06 8449
6.96E-06 342125
7.00E-06 5551
7.00E-06 219931
7.01E-06 29028
7.02E-06 261726
7.03E-06 54440
7.04E-06 65061
7.04E-06 10950
7.05E-06 8239
7.07E-06 23189
7.07E-06 64794
7.08E-06 100526767
7.13E-06 11015
7.15E-06 23012
7.20E-06 22919
7.21E-06 8924
7.22E-06 10793
7.24E-06 10302
7.24E-06 146225
7.26E-06 79086
7.29E-06 1371
7.29E-06 9928
7.31E-06 8869
7.32E-06 285343
7.32E-06 151525
7.34E-06 7764
7.36E-06 NA

7.39E-06 7341
7.39E-06 284612
7.41E-06 8535
7.41E-06 91975
7.41E-06 1774
7.42E-06 65082
7.49E-06 163782
7.51E-06 5795
7.51E-06 114907
7.51E-06 306
7.52E-06 64863
7.53E-06 6780
7.57E-06 NA

7.58E-06 6558
7.59E-06 10190
7.59E-06 7812
7.60E-06 56132
7.60E-06 6908
7.61E-06 10599
7.63E-06 163087
7.64E-06 151306
7.67E-06 8935
7.67E-06 29945
7.67E-06 81533
7.67E-06 5771
7.68E-06 5707

7.73E-06 7574



MED4
RSL1DI
TRIM34
ZMYNDS
PDE6D
FTSJ2
TMEM181
BIN2
MUC16
PMP22
SENP2
ZNF200
CCDC168
NR2E3
PDE10A
RAB35
AKAPS
IL9R
PDE4A
BRSK1
NAMPT
LIN7C
USP1

SFR1
LAMP3
PSG9
DTD2
USPL1
RBMX
TAF13
MSH3
CDK5RAP2
PCDHA9
UTP14C
ATP6VOC
CAD
IKBKB
SRDS5A1
PIM2
DIO1
HAP1
LRRC37A2
PROX2
FYCO1
PGSI1
PDCD2
Clorf74
IPPK
RAB40AL
MRPLA42
CCDC138
PDPR
ZSCANSA
NCBP2
CCNH
RWDD2A
NHS
STPG2
THAP9

6-9H

0.215043
0.214961
0.214916
0.214907
0.214883
0.214879
0.214866
0.214852
0.214828
0.214818
0.214807
0.214791
0.214763
0.214731
0.214683
0.214665
0.214632
0.214595
0.214585
0.214558
0.214527
0.214516
0.2145
0.214484
0.214471
0.214448
0.214448
0.214439
0.214411
0.214398
0.214367
0.214351
0.214351
0.214328
0.214254
0.214249
0.214234
0.214233
0.214203
0.214195
0.214194
0.214107
0.214089
0.214055
0.213986
0.213978
0.213913
0.213891
0.213866
0.213863
0.213843
0.213821
0.213756
0.213715
0.21358
0.213578
0.213564
0.21353
0.213515
0.213485

7.73E-06 29079
7.79E-06 26156
7.83E-06 53840
7.83E-06 23613
7.85E-06 5147
7.85E-06 NA

7.86E-06 57583
7.88E-06 51411
7.89E-06 94025
7.90E-06 5376
7.91E-06 59343
7.92E-06 7752
7.95E-06 643677
7.97E-06 10002
8.01E-06 10846
8.02E-06 11021
8.05E-06 10270
8.08E-06 3581
8.09E-06 5141
8.11E-06 84446
8.13E-06 10135
8.14E-06 55327
8.16E-06 7398
8.17E-06 NA

8.18E-06 119392
8.20E-06 27074
8.20E-06 5678
8.21E-06 112487
8.23E-06 10208
8.24E-06 27316
8.26E-06 6884
8.28E-06 4437
8.28E-06 55755
8.30E-06 9752
8.36E-06 9724
8.36E-06 527
8.37E-06 790
8.38E-06 3551
8.40E-06 6715
8.41E-06 11040
8.41E-06 1733
8.48E-06 9001
8.50E-06 474170
8.52E-06 283571
8.58E-06 79443
8.59E-06 9489
8.65E-06 5134
8.66E-06 148304
8.69E-06 64768
8.69E-06 282808
8.71E-06 28977
8.72E-06 165055
8.78E-06 55066
8.82E-06 79149
8.94E-06 22916
8.94E-06 902
8.95E-06 112611
8.98E-06 4810
8.99E-06 285555
9.02E-06 79725



TOR1AIP2
PGAM1
IGFLR1
AC09288]1.1
NEK6
ZRANB3
Cé6orfl165
DERL2
TSPAN16
ZNF84
CTD-2616J11.11
UTP14A
FANCL
SSC4D
OARDI1
PM20D2
EIF4G1
HMGXB3
ZDHHC5
RASAL3
NOP9
ABCC4
PTMA
LBR
HTRA2
NME6
DPH6
CPEB2
HNRNPL
MIOS
KRBOX4
LIF

EIF4H
PRPF18
DDX23
AKIP1
ERNI1
GSTCD
AP000721.4
CLPX
KDM4C
ITGB3BP
ZNF418
SYNRG
TRIM65
IL12RBI1
CXCL10
ZNF630
OPTN
PIK3R1
FLYWCHI1
PCDHBI15
CD37
MPZL3
SUCO
CRAMPIL
DYXI1C1
C20o0rf144
RBM5
RBMX2

0.213475
0.213457
0.213427
0.213412
0.213402
0.213397
0.21339
0.213372
0.21337
0.213353
0.213302
0.213301
0.21329
0.213179
0.213146
0.213122
0.213114
0.213101
0.213097
0.213092
0.213081
0.21307
0.213063
0.213044
0.213041
0.213037
0.213033
0.213033
0.213
0.212999
0.212998
0.21299
0.212987
0.212983
0.212979
0.212933
0.212903
0.212896
-0.21279
0.212784
0.212759
0.212719
0.212704
0.212653
0.212641
0.212625
0.212618
0.212617
0.212612
0.212604
0.212587
0.212515
0.212479
0.212467
0.212392
0.212391
0.212364
0.212349
0.212347
0.212305

9.03E-06
9.05E-06
9.07E-06
9.08E-06 NA
9.09E-06
9.10E-06
9.11E-06 NA
9.12E-06
9.12E-06
9.14E-06
9.18E-06 NA
9.19E-06
9.20E-06
9.30E-06
9.33E-06
9.35E-06
9.36E-06
9.37E-06
9.37E-06
9.38E-06
9.39E-06
9.40E-06
9.40E-06
9.42E-06
9.42E-06
9.43E-06
9.43E-06
9.43E-06
9.46E-06
9.46E-06
9.46E-06
9.47E-06
9.47E-06
9.48E-06
9.48E-06
9.53E-06
9.55E-06
9.56E-06
9.66E-06 NA
9.67E-06
9.69E-06
9.73E-06
9.74E-06
9.79E-06
9.80E-06
9.82E-06
9.83E-06
9.83E-06
9.83E-06
9.84E-06
9.86E-06
9.93E-06
9.96E-06
9.97E-06
1.00E-05
1.00E-05 NA
1.01E-05 NA
1.01E-05
1.01E-05
1.01E-05

163590
5223
79713

10783
84083

51009
26526
7637

10813
55120
136853
221443
135293
1981
22993
25921
64926
161424
10257
5757
3930
27429
10201
89978
132864
3191
54468
55634
3976
7458
8559
9416
56672
2081
79807

10845
23081
23421
147686
11276
201292
3594
3627
57232
10133
5295
84256
56121
951
196264
51430

128864
10181
51634



AUTS2
TMEMI14A
CENPBD1
SMARCDI1
CEP95
EMB
PATZ1
SLC38A1
TCEB3
DNAHI14
ROCK2
TXNRDI
ARL14EPL
DYNLL1
ZNF419
ANKRD27
TSKU
DCAF16
ZCCHC2
DHX37
POLRIE
COA7
EIF3J
TDG
ZC3HI18
OCM
NANP
PACRGL
IARS
RRN3
POLE3
GPR63
LRBA
GART
ANO2
TMOD3
CRBN
MIEF1
TMOSF3
NUP35
CRMPI
ANKRD1
DDX52
ZNF516
MAPIS
ZCCHC4
GALK2
ISY1

TMEMI194A

TMEM260
GCNT7
ITIH4
EPN2
NFE2L3
ORC2
PIGB
HNRNPA3
PJA2
WEFDC3
PAF1

0.212294
0.21229
0.212281
0.212273
0.21227
0.21226
0.212259
0.212252
0.212219
0.212182
0.212167
0.212138
0.212119
0.212113
0.212097
0.212095
0.212085
0.21204
0.212002
0.211999
0.211995
0.211982
0.211981
0.211979
0.2119
0.211862
0.211845
0.211825
0.211804
0.211785
0.211774
0.211746
0.211744
0.211651
0.21159%4
0.211589
0.211585
0.211561
0.211538
0.211536
0.211535
0.211525
0.211504
0.211467
0.211438
0.211429
0.211426
0.211419
0.211407
0.211369
0.211364
0.211354
0.211353
0.211328
0.211326
0.211311
0.211301
0.211273
0.211271
0.211251

1.01E-05 26053
1.01E-05 28978
1.02E-05 92806
1.02E-05 6602
1.02E-05 90799
1.02E-05 133418
1.02E-05 23598
1.02E-05 81539
1.02E-05 NA

1.03E-05 127602
1.03E-05 9475
1.03E-05 7296
1.03E-05 644100
1.03E-05 8655
1.03E-05 79744
1.03E-05 84079
1.04E-05 25987
1.04E-05 54876
1.04E-05 54877
1.04E-05 57647
1.04E-05 64425
1.05E-05 65260
1.05E-05 8669
1.05E-05 6996
1.05E-05 124245
1.06E-05 654231
1.06E-05 140838
1.06E-05 133015
1.06E-05 NA

1.07E-05 54700
1.07E-05 54107
1.07E-05 81491
1.07E-05 987
1.08E-05 2618
1.09E-05 57101
1.09E-05 29766
1.09E-05 51185
1.09E-05 54471
1.09E-05 56889
1.09E-05 129401
1.09E-05 1400
1.09E-05 27063
1.10E-05 11056
1.10E-05 9658
1.10E-05 55201
1.10E-05 29063
1.10E-05 2585
1.11E-05 57461
1.11E-05 NA

1.11E-05 54916
1.11E-05 140687
1.11E-05 3700
1.11E-05 22905
1.12E-05 9603
1.12E-05 4999
1.12E-05 9488
1.12E-05 220988
1.12E-05 9867
1.12E-05 140686
1.12E-05 54623



PHF1
LGRS
APOL2
GPR162
RBM17
RNF4
PALM
CXCR1
MAGEDI
CPVL
AMNI
AGRN
PPP2R4
PTCRA
TAOK2
ASPRV1
UTPI15
RGS18
FOXQI
DAGLB
FBXO18
TAB3
KIAA1549
SNX12
BSCL2
LIN37
PRR12
ZNF487
TFAP2C
SYBU
PAQR3
CUEDC2
TMEM130
PIK3CB
TNFRSF21
SPEF2
VMA21
ZNF263
DFNB59
ZNF835
ADAMTSI
CAPZAI
CAMKK?2
RAD17
EPHA4
ZNF780B
PLA2RI
SLAMF1
PSPC1
DROSHA
CYP8BI
FTSJ1
IL31RA
NPTXR
CWC15
AP3BI1
FAMS3D
PIGF
ZNF224
USB1

0.211217
0.211202
0.211179
0.211157
0.211152
0.211148
0.211132
0.211131
0.211104
0.210938
0.210911
0.210896
0.210877
0.210837
0.21083
0.210797
0.210786
0.210783
0.210753
0.210739
0.210739
0.210734
0.210723
0.210708
0.21066
0.210633
0.210531
0.210528
0.210434
0.210419
0.21036
0.21036
0.210348
0.210263
0.210262
0.210261
0.210256
0.210214
0.2102
0.210196
0.210187
0.210186
0.210176
0.210174
0.210147
0.210104
0.210092
0.210085
0.210055
0.210049
0.210049
0.210047
0.210039
0.210034
0.210002
0.210002
0.209999
0.209977
0.20997
0.209955

1.13E-05
1.13E-05
1.13E-05
1.13E-05
1.13E-05
1.14E-05
1.14E-05
1.14E-05
1.14E-05
1.16E-05
1.16E-05
1.16E-05
1.17E-05 NA
1.17E-05
1.17E-05
1.17E-05
1.18E-05
1.18E-05
1.18E-05
1.18E-05
1.18E-05 NA
1.18E-05
1.18E-05
1.18E-05
1.19E-05
1.19E-05
1.21E-05
1.21E-05
1.22E-05
1.22E-05
1.23E-05
1.23E-05
1.23E-05
1.24E-05
1.24E-05
1.24E-05
1.24E-05
1.24E-05
1.25E-05 NA
1.25E-05
1.25E-05
1.25E-05
1.25E-05
1.25E-05
1.25E-05
1.26E-05
1.26E-05
1.26E-05
1.26E-05
1.26E-05
1.26E-05
1.26E-05
1.26E-05
1.27E-05
1.27E-05
1.27E-05
1.27E-05
1.27E-05
1.27E-05
1.28E-05

5252
8549
23780
27239
84991
6047
5064
3577
9500
54504
196394
375790

171558
9344
151516
84135
64407
94234
221955

257397
57670
29934
26580
55957
57479

642819

7022
55638

152559
79004

222865

5291
27242
79925

203547

10127

90485
9510
829
10645
5884
2043
163131
22925
6504
55269
29102
1582
24140
133396
23467
51503
8546
81610
5281
7767
79650



NCOAI1
YIPF6
NUDT17
SETDB1
NRF1
ZNF727
ABCB4
SMG7
RTF1
AP4S1
PPTC7
SGK494
PDE4D
GALNT®6
DVL2
SUME2
COL27A1
CARS
GPATCHI1
ARPCS5
INTS12
IK

EXO5
KIAAO0100
SNCA
PROCR
PARPI
MAGT1
CSNKI1E
ZNF584
SPRY3
ZFANDG6
ZNF776
SYT2
CFAP53
KRBA1
Cé6orf211
STT3B
KLHDCS8A
ALKBHI1
PRPF3
NDNL2
NEK10
GCLM
CDC14B
RFWD3
GDPD5
SHANK?2
KIAA1107
TAF15
GATADI
RBBP9
MICB
RNF40
TTC23L
Cl170rfd7
MRPL50
Cé6orf201
EWSRI1
PPAT

0.209938
0.2099
0.209841
0.209834
0.209828
0.209811
0.209792
0.209775
0.209744
0.20973
0.209705
0.209695
0.209635
0.209629
0.209625
0.209622
0.209622
0.209603
0.209584
0.209573
0.209567
0.209566
0.209565
0.209559
0.209556
0.209552
0.209548
0.209533
0.209499
0.209497
0.209495
0.209485
0.209481
0.209465
0.209457
0.209422
0.209406
0.209368
0.209363
0.209342
0.209296
0.209279
0.20926
0.209245
0.209239
0.209238
0.209233
0.209232
0.209219
0.209215
0.20921
0.209204
0.209145
0.209124
0.209116
0.20911
0.209092
0.20908
0.209016
0.209007

1.28E-05
1.28E-05
1.29E-05
1.29E-05
1.29E-05
1.29E-05
1.30E-05
1.30E-05
1.30E-05
1.30E-05
1.31E-05
1.31E-05 NA
1.32E-05
1.32E-05
1.32E-05
1.32E-05
1.32E-05
1.32E-05 NA
1.32E-05
1.32E-05
1.32E-05
1.32E-05
1.32E-05
1.33E-05
1.33E-05
1.33E-05
1.33E-05
1.33E-05
1.33E-05
1.33E-05
1.33E-05
1.33E-05
1.34E-05
1.34E-05
1.34E-05
1.34E-05
1.35E-05 NA
1.35E-05
1.35E-05
1.35E-05
1.36E-05
1.36E-05 NA
1.36E-05
1.37E-05
1.37E-05
1.37E-05
1.37E-05
1.37E-05
1.37E-05 NA
1.37E-05
1.37E-05
1.37E-05
1.38E-05
1.38E-05
1.38E-05
1.38E-05 NA
1.39E-05
1.39E-05
1.40E-05
1.40E-05

8648
286451
200035

9869

4899
442319

5244

9887

23168
11154
160760

5144
11226
1856
25870
85301

55094
10092
57117
3550
64789
9703
6622
10544
142
84061
1454
201514
10251
54469
284309
127833
220136
84626

201595
55220
8846
9129

152110
2730
8555

55159
81544
22941

8148
57798
10741

4277

9810

153657

54534
404220
2130
5471



UBE2G1
PCDHGAS
ANKRD33
GCLC
TRMT112
EIF3H
PLEKHNI1
PCDHGA2
ANKRDI18A
IP6K1
CLDN20
ACIN1
NIFK
FAM72D
CSTF1
ANKRD46
ADCY2
ANKSTA
WDHDI1
PBXIP1
FHOD3
CYP21A2
CD1B
FUNDC2
LRRC20
WDRI12
ARLG6IP1
TRAK?2
SLC37A3
TMEM?242
SLC47A1
MMP3
WASF2
LRRC39
CNOTR
ANGELI1
IL17RD
SNX8
SLC4A5
SPAGS
PRR4
RP11-613M10.8
MAP3K9
ZNF736
GFOD1
MNT
PTDSS1
HSD11B2
ZNF701
TDRP
ZNF195
LEP
CEP192
FOXK1
MAP3K13
RCC2
CHIC1
RPTOR
NRG3
TSPYL6

0.208977
0.208954
0.20892
0.208848
0.208815
0.208774
0.208751
0.208732
0.208704
0.20869
0.208626
0.208611
0.208605
0.208567
0.208562
0.208556
0.208531
0.208515
0.208489
0.208463
0.208443
0.208418
0.208417
0.208413
0.208401
0.208366
0.208334
0.208332
0.208329
0.208234
0.208224
0.208168
0.208156
0.208154
0.208154
0.208137
0.208122
0.208101
0.208095
0.208024
0.207969
0.2079
0.20788
0.207837
0.207788
0.207753
0.207747
-0.20774
0.207718
0.207708
0.207666
0.207656
0.207643
0.20761
0.207574
0.207573
0.207548
0.207531
0.207523
0.207516

1.40E-05 7326
1.41E-05 9708
1.41E-05 79998
1.42E-05 2729
1.42E-05 51504
1.43E-05 8667
1.43E-05 84069
1.44E-05 56113
1.44E-05 253650
1.44E-05 9807
1.45E-05 49861
1.45E-05 22985
1.45E-05 84365
1.46E-05 728833
1.46E-05 1477
1.46E-05 157567
1.46E-05 108
1.47E-05 23294
1.47E-05 11169
1.47E-05 57326
1.48E-05 80206
1.48E-05 1589
1.48E-05 910
1.48E-05 65991
1.48E-05 55222
1.49E-05 55759
1.49E-05 23204
1.49E-05 66008
1.49E-05 84255
1.51E-05 729515
1.51E-05 55244
1.52E-05 4314
1.52E-05 10163
1.52E-05 127495
1.52E-05 9337
1.52E-05 23357
1.52E-05 54756
1.53E-05 29886
1.53E-05 57835
1.54E-05 26206
1.55E-05 11272
1.56E-05 NA

1.56E-05 4293
1.57E-05 728927
1.57E-05 54438
1.58E-05 4335
1.58E-05 9791
1.58E-05 3291
1.58E-05 55762
1.58E-05 157695
1.59E-05 7748
1.59E-05 3952
1.59E-05 55125
1.60E-05 221937
1.61E-05 9175
1.61E-05 55920
1.61E-05 53344
1.61E-05 57521
1.61E-05 10718
1.61E-05 388951



ARLI1
RTELI
ZWILCH
Cl6orf96
UNK
SLC22A15
TEAD3
PARP2

F3
UBE2L6
LRIF1
ATGI13
GPSM2
ZNF441
ZNHIT3
DNAAF2
FBXL17
LARS
ENPP2
ANKFY1
TMEMS54
CCNLI1
DRGI1
RPA2
GPR22
EXD2
VTCNI1
ZBTB10
ADAMTSL2
S100A13
GOLPH3
DCUNI1D5
HDACS
CLCN7
TOMM70A
DUSP18
FNDC9
EZH1
METTL23
GSPT1
GPX1
PRPS1
TIMMDC1
ZNF737
TCHP
CTPS1
MLLTI1
HLA-DRBS5
RANBP17
RALB
GPR&9B
FOCAD
NKAP
VPS13D
COPS5
CRTC2
SBDS
AGPATI1
NUP107
PHF8

0.207493
0.207475
0.207454
0.207452
0.207451
0.207438
0.207433
0.207383
0.207346
0.207337
0.2073
0.207299
0.207267
0.207259
0.207243
0.207217
0.207191
0.207176
0.207153
0.207132
-0.20711
0.207108
0.20709
0.207062
0.20704
0.207018
0.207005
0.207002
0.206981
0.206962
0.206955
0.206952
0.206952
0.206946
0.206945
0.206926
0.206916
0.206836
0.206827
0.206822
0.206805
0.206802
0.206793
0.20678
0.206775
0.206748
0.206738
0.20673
0.20673
0.206722
0.206717
0.206707
0.206695
0.206675
0.206617
0.20661
0.206594
0.206581
0.206579
0.206577

1.62E-05 400
1.62E-05 51750
1.62E-05 55055
1.62E-05 342346
1.62E-05 85451
1.63E-05 55356
1.63E-05 7005
1.64E-05 10038
1.64E-05 2152
1.64E-05 9246
1.65E-05 55791
1.65E-05 9776
1.65E-05 29899
1.65E-05 126068
1.66E-05 9326
1.66E-05 55172
1.67E-05 64839
1.67E-05 NA

1.67E-05 5168
1.67E-05 51479
1.68E-05 113452
1.68E-05 57018
1.68E-05 4733
1.69E-05 6118
1.69E-05 2845
1.69E-05 55218
1.70E-05 79679
1.70E-05 65986
1.70E-05 9719
1.70E-05 6284
1.70E-05 64083
1.70E-05 84259
1.70E-05 55869
1.71E-05 1186
1.71E-05 NA

1.71E-05 150290
1.71E-05 408263
1.72E-05 2145
1.72E-05 124512
1.73E-05 2935
1.73E-05 2876
1.73E-05 5631
1.73E-05 51300
1.73E-05 100129842
1.73E-05 84260
1.74E-05 1503
1.74E-05 4298
1.74E-05 3127
1.74E-05 64901
1.74E-05 5899
1.74E-05 51463
1.74E-05 54914
1.75E-05 79576
1.75E-05 55187
1.76E-05 10987
1.76E-05 200186
1.76E-05 51119
1.77E-05 10554
1.77E-05 57122
1.77E-05 23133



ETF1
CUL1
MOB3C
MCPH1
TTC23
SETD1A
HDAC4
C190rf68
DUSPI1
GOLGASH
EGFR
PIAS2
TSPAN18
CYP24A1
DEF6
FGD1
ST6GALL
TRMT6
GMCLI1
POLR3H
R3HDM?2
MYEOV
OLFML2A
HILPDA
ENO2
SCYL3
PRRC2A
AC092835.2
RP11-446E24.4
IFIT2
CRY2
CSNK1G3
BBOX1
FAM72A
NR2Cl1
MRPL33
PYGL
EBF4
ARIH2
ATXN7L3B
RP11-437B10.1
UBXNI1
KARS
DDX27
LUC7L3
PLEC
SUV420H1
INTS7
BIVM
SNX33
HSD3B7
ZNF773
TSC1
GRWDI1
SRSF4
SDC1
CHMP3
SLX4IP
RP11-86414.1
KXD1

0.206552
0.20654
0.20653
0.20653

0.206429

0.206413

0.206409

0.206343

0.206337

0.206317

0.206289

0.206281

0.206281
0.20627
0.20623

0.206151

0.206017
0.20599

0.205981

0.205975

0.205956

0.205935

0.205931

0.205917

0.205916

0.205916

0.205911

0.205901

0.205889

0.205882
0.20584

0.205826

0.2058

0.205789

0.205782
0.20577

0.205758
0.20575

0.205743

0.205737
0.20572

0.205713

0.205692

0.205676

0.205625

0.205608

0.205581

0.205565
0.20555

0.205545

0.205515

0.205462

0.205461

0.205452

0.205415

0.205394

0.205382

0.205374

0.205359

0.205345

1.77E-05 2107
1.77E-05 8454
1.77E-05 148932
1.77E-05 79648
1.79E-05 64927
1.79E-05 9739
1.79E-05 9759
1.81E-05 NA

1.81E-05 1843
1.81E-05 728498
1.82E-05 1956
1.82E-05 9063
1.82E-05 90139
1.82E-05 1591
1.83E-05 50619
1.84E-05 2245
1.86E-05 6480
1.87E-05 51605
1.87E-05 64395
1.87E-05 171568
1.87E-05 22864
1.88E-05 26579
1.88E-05 169611
1.88E-05 29923
1.88E-05 2026
1.88E-05 57147
1.88E-05 7916
1.88E-05 NA

1.89E-05 NA

1.89E-05 3433
1.90E-05 1408
1.90E-05 1456
1.90E-05 8424
1.90E-05 729533
1.91E-05 7181
1.91E-05 9553
1.91E-05 5836
1.91E-05 57593
1.91E-05 10425
1.91E-05 552889
1.92E-05 NA

1.92E-05 51035
1.92E-05 NA

1.93E-05 55661
1.93E-05 51747
1.94E-05 5339
1.94E-05 NA

1.95E-05 25896
1.95E-05 54841
1.95E-05 257364
1.95E-05 80270
1.96E-05 374928
1.96E-05 7248
1.97E-05 83743
1.97E-05 6429
1.98E-05 6382
1.98E-05 51652
1.98E-05 128710
1.98E-05 NA

1.99E-05 79036



SF1

STC2
ANKRD22
RRH

ISCU
BARDI1
TBC1D12
ZDHHCS8
RADS50
GPALPP1
GLA
PHLDB3
PTPN6
KLF10
Cl5o0rf52
WEE1
PARP4
AFTPH
CAMP
ACTL6A
BACH2
IL13RA1
IPO13
ZNF558
FAMI159A
GZF1
LSGI1
CKAP5
PRX
ODF3B
PTP4A2
CRYAB
ZBTB12
TMEM209
KIAA0895
SYS1

TEC
PIEZO1
ENHO
ANKRDI13D
BEX4
CDC42BPB
CYPI11A1
LMO7
EI24
TMEM39B
GOLGA7B
SNRNP200
PARVB
ACP2
LAP3
PDIAS
UAPILI
RNFTI1
PDPK1
ATP6AP1
COIL

TNF

KLF9
AL138706.2

0.205344
0.205322
0.205312
0.205294
0.205294
0.20527
0.205256
0.2052
0.205133
0.205076
0.205066
0.205052
0.205021
0.204992
0.204922
0.20492
0.204905
0.204802
0.20477
0.204764
0.204757
0.204721
0.20471
0.204703
0.204702
0.204696
0.20468
0.204673
0.204635
0.204609
0.204569
0.204564
0.20455
0.204547
0.204534
0.204486
0.204406
0.204396
-0.20438
0.204368
0.20434
0.204334
0.204323
0.204321
0.204309
0.20428
0.204258
0.204245
0.204201
0.204183
0.204176
0.204157
0.204123
0.204122
0.204106
0.204027
0.204014
0.203998
0.203967
0.203936

1.99E-05
1.99E-05
1.99E-05
2.00E-05
2.00E-05
2.00E-05
2.00E-05
2.01E-05
2.03E-05
2.04E-05
2.04E-05
2.04E-05
2.05E-05
2.05E-05
2.07E-05 NA
2.07E-05
2.07E-05
2.09E-05
2.10E-05
2.10E-05
2.10E-05
2.11E-05
2.11E-05
2.11E-05
2.11E-05 NA
2.11E-05
2.12E-05
2.12E-05
2.13E-05
2.13E-05
2.14E-05
2.14E-05
2.14E-05
2.14E-05
2.15E-05
2.16E-05
2.17E-05
2.17E-05
2.18E-05
2.18E-05
2.19E-05
2.19E-05
2.19E-05
2.19E-05
2.19E-05
2.20E-05
2.20E-05
2.21E-05
2.21E-05
2.22E-05
2.22E-05
2.22E-05
2.23E-05
2.23E-05
2.23E-05
2.25E-05
2.25E-05
2.26E-05
2.26E-05
2.27E-05 NA

7536
8614
118932
10692
23479
580
23232
29801
10111
55425
2717
653583
5777
7071

7465
143
54812
820
86
60468
3597
9670
148156

64412
55341
9793
57716
440836
8073
1410
221527
84928
23366
90196
7006
9780
375704
338692
56271
9578
1583
4008
9538
55116
401647
23020
29780
53
51056
10954
91373
51136
5170
537
8161
7124
687



C8orfd4
CCDC38
C5orf49
GNL3
TSEN15
FBX048
INPP5D
TAF11
HNRNPAO
CTNNBLI
CSNK2A2
NPEPPS
ZNF7
EPRS
AP2A1
KLRK1
TXNRD3
TOPBP1
CAP1
DDX1
SMYD4
MLLT4
ZMI172
COX7A1
LYPLA1
MADD
DCK
CDK2
DKK1
CHTOP
DPH3
TMEM?232
FAMI124A
CROCC
RARS
AIM2
SYTL4
EPB41L5
SLC35F4
MED22
TYWI1B
PARP6
DEXI
AREL1
FBX022
ZC3HAVIL
NUP155
PREB
CNPY2
TBC1D4
PGAPI1
CCL28
FASTKD2
SLC39A7
ARLG6IP6
NBEALI1
MTHFSD
ABHDI16A
CLIP3
GPR&2

0.203925
0.203878
0.203867
0.203861
0.203842
0.203813
0.203753
0.203724
0.203705
0.203683
0.203671
0.203666
0.203664
0.203651
0.20363
0.203588
0.203584
0.203546
0.203475
0.203464
0.203433
0.20337
0.203368
0.203326
0.203299
0.203279
0.203246
0.203205
0.203182
0.203161
0.20315
0.203146
0.203093
0.203073
0.203028
0.203026
0.203015
0.203006
0.202974
0.202971
0.202944
0.202936
0.202918
0.202902
0.202865
0.202833
0.202833
0.2027
0.202665
0.20266
0.202637
-0.20264
0.202633
0.202632
0.202632
0.202624
0.202574
0.202571
0.20255
0.202498

2.27E-05
2.28E-05
2.29E-05
2.29E-05
2.29E-05
2.30E-05
2.31E-05
2.32E-05
2.32E-05
2.33E-05
2.33E-05
2.33E-05
2.33E-05
2.33E-05 NA
2.34E-05
2.35E-05
2.35E-05
2.36E-05
2.37E-05
2.37E-05
2.38E-05
2.40E-05 NA
2.40E-05
2.41E-05
2.41E-05
2.42E-05
2.42E-05
2.43E-05
2.44E-05
2.44E-05
2.45E-05
2.45E-05
2.46E-05
2.46E-05
2.47E-05 NA
2.47E-05
2.48E-05
2.48E-05
2.49E-05
2.49E-05
2.49E-05
2.50E-05
2.50E-05
2.50E-05
2.51E-05
2.52E-05
2.52E-05
2.55E-05
2.56E-05
2.56E-05
2.57E-05
2.57E-05
2.57E-05
2.57TE-05
2.57E-05
2.57E-05
2.58E-05
2.58E-05
2.59E-05
2.60E-05

56260
120935
134121

26354
116461
554251

3635
6882
10949
56259
1459
9520
7553

160
22914
114112
11073
10487
1653
114826

83637
1346
10434
8567
1633
1017
22943
26097
285381
642987
220108
9696

9447
94121
57669

341880
6837
441250
56965
28955

9870
26263
92092

9631
10113
10330

9882
80055
56477
22868

7922

151188
65065
64779

7920
25999
27197



FAM216A
METTL20
L3MBTL2
EIF2B1
ZNF467
ACSL3
HTATSF1
ARIDIA
BCL2L13
SUGP2
Cl160rf95
RANBP3
FAM32A
RTFDC1
ZNF77
AP2Bl1
TBL1X
TM4SF18
NKRF
GTF3C2
TAMMA41
U2AF1
SLC2A10
CLECI16A
SMIM17
PAXBPI1
WDR46
NUP43
PBDCI1
TSSK4
AQR
ZFP64
MTHFD2L
PSMA2
PRR14L
VTA1
FBXO0O9
ELP4
PIGW
ZNF691
DNAJC7
AOAH
TOX4
PDIKI1L
MS4A2
SCYL1
ZNF707
ORMDLI1
APOLDI1
PSMD10
MEA1
RAP1GDS1
KCTD14
RINT1
GUF1
EDEM?2
PPPIR3F
MICALS3
XKRX
TIMM10B

0.202477
0.202449
0.202446
0.202429
0.202414
0.202379
0.202375
0.202369
0.202356
0.202311
0.202285

0.20226
0.202253
0.202216
0.202211
0.202202
0.202197
0.202182
0.202179
0.202175
0.202172
0.202161
0.202159
0.202121
0.202109
0.202108
0.202101

0.20209
0.202056
0.202015
0.202009
0.202001

0.20199
0.201983
0.201957
0.201938
0.201927
0.201877
0.201869
0.201867
0.201827
0.201819
0.201774
0.201765
0.201746
0.201719
0.201713
0.201665
0.201645

0.20162
0.201563
0.201544
0.201514
0.201503
0.201491
0.201445

0.20144
0.201425
0.201413
0.201399

2.60E-05 29902
2.61E-05 NA

2.61E-05 83746
2.62E-05 1967
2.62E-05 168544
2.63E-05 2181
2.63E-05 27336
2.63E-05 8289
2.63E-05 23786
2.65E-05 10147
2.65E-05 100506581
2.66E-05 8498
2.66E-05 26017
2.67E-05 NA

2.67E-05 58492
2.67E-05 163
2.67E-05 6907
2.68E-05 116441
2.68E-05 55922
2.68E-05 2976
2.68E-05 132001
2.68E-05 7307
2.68E-05 81031
2.69E-05 23274
2.70E-05 147670
2.70E-05 94104
2.70E-05 9277
2.70E-05 348995
2.71E-05 51260
2.72E-05 283629
2.72E-05 9716
2.72E-05 55734
2.73E-05 441024
2.73E-05 5683
2.73E-05 253143
2.74E-05 51534
2.74E-05 26268
2.76E-05 26610
2.76E-05 284098
2.76E-05 51058
2.77E-05 7266
2.77E-05 313
2.78E-05 9878
2.78E-05 149420
2.79E-05 2206
2.80E-05 57410
2.80E-05 286075
2.81E-05 94101
2.82E-05 81575
2.82E-05 5716
2.84E-05 4201
2.84E-05 5910
2.85E-05 65987
2.85E-05 60561
2.86E-05 60558
2.87E-05 55741
2.87E-05 89801
2.87E-05 57553
2.88E-05 402415
2.88E-05 26515



RALGPS2
VPS37D
NUP214
CD3EAP
ZNF655
MFAP3L
HSPAIL
MAP6
STXS
ZDHHCI16
AVEN
OXSR1
DCLK1
KIAA2018
FAMI9A3
PLRG1
SCFD2
CREG2
IL13
RUFY4
GNPTAB
SLC30A1
CDKN2AIP
TCF7L1
ABCDI1
RSPH4A
MDM2
AL365181.2
MAPILC3B2
RANBP2
HATI
MID1
NVL
MAGOHB
WNT7B
CYBS5D1
YTHDF1
GNRHR
SNX20
KLHL36
BATF3
ASH2L
ZNF20
BCCIP
FANI1
DIMT1
NGDN
ADORA2A
HNMT
ITGB6
RALGAPAI1
ANKRDS52
USP18
SAP30BP
TMEM?230
DUS4L
MYH2
Cl7orf62
ARL13A
FCRL5

0.201381
0.201371
0.201359
0.201352
0.20134
0.201322
0.2013
0.201217
0.201186
0.201185
0.201178
0.201159
0.201116
0.2011
0.201087
0.20104
0.201031
0.200989
0.200955
0.200939
0.200897
0.200893
0.200863
0.200856
0.200799
0.200798
0.20076
0.200757
0.200732
0.200715
0.200704
0.200686
0.20068
0.200661
0.200641
0.200613
0.200609
0.200602
0.200598
0.20056
0.200559
0.20054
0.200512
0.200504
0.200503
0.200492
0.200485
0.200459
0.200457
0.20039
0.200388
0.200384
0.200356
0.200355
0.200318
0.200287
0.200255
0.200235
0.200231
0.20019

2.89E-05 55103
2.89E-05 155382
2.89E-05 8021
2.89E-05 NA

2.90E-05 79027
2.90E-05 9848
2.91E-05 3305
2.93E-05 4135
2.94E-05 6811
2.94E-05 84287
2.94E-05 57099
2.95E-05 9943
2.96E-05 9201
2.96E-05 NA

2.97E-05 NA

2.98E-05 5356
2.98E-05 152579
2.99E-05 200407
3.00E-05 3596
3.01E-05 285180
3.02E-05 79158
3.02E-05 7779
3.03E-05 55602
3.03E-05 83439
3.05E-05 215
3.05E-05 345895
3.06E-05 4193
3.06E-05 NA

3.07E-05 643246
3.07E-05 5903
3.07E-05 8520
3.08E-05 4281
3.08E-05 4931
3.09E-05 55110
3.09E-05 7477
3.10E-05 124637
3.10E-05 54915
3.10E-05 2798
3.10E-05 124460
3.12E-05 79786
3.12E-05 55509
3.12E-05 9070
3.13E-05 7568
3.13E-05 56647
3.13E-05 22909
3.14E-05 27292
3.14E-05 25983
3.14E-05 135
3.15E-05 3176
3.16E-05 3694
3.17E-05 253959
3.17E-05 283373
3.17E-05 11274
3.18E-05 29115
3.19E-05 29058
3.20E-05 11062
3.20E-05 4620
3.21E-05 NA

3.21E-05 392509
3.22E-05 83416



C7orf73
TRIQK
SERTM1
RTTN
TIGD2
MMADHC
WDR49
SNX1
YWHAB
BAGS
THPO

0.200186
0.200134

0.20013
0.200125

0.20012
0.200115
0.200112
0.200091
0.200059
0.200045
0.200021

3.23E-05 NA
3.24E-05
3.24E-05
3.24E-05
3.25E-05
3.25E-05
3.25E-05
3.25E-05
3.26E-05
3.27E-05
3.28E-05

286144
400120
25914
166815
27249
151790
6642
7529
9529
7066



