
Fig. 3

c left

MW [kDa]

250

150

100

50

37

25

20

15

10

75

250

150

50

37

20

15

10

75
100

25

cyclin B1

vinculin

middle
MW [kDa]

250

150

100

50

37

25

20

15

10

75

250

150

100

50

37

25

20

15

10

75 cyclin A2

vinculin

right

MW [kDa]
250

150

100

50

37

25

20

15

10

75

250

150

100

50

37

25

20

15

10

75 cyclin E

vinculin

d
left middle right

vinculin vinculin
vinculin

cyclin E

cyclin B1

cyclin A2

cyclin B1cyclin B1

- LPS + LPSe
MW [kDa] MW [kDa]

250

150
100

50
37

25
20
15
10

75

250

150
100

50
37

25
20
15
10

75

250
150
100

50
37

25
20
15
10

75

250
150
100

50
37

25
20
15

10

75

MW [kDa] MW [kDa]

250
150
100

50
37

25
20
15

10

75

g

GAPDH

p21

10

f left right

vinculin
vinculin

p27

p21

250

150

75

37

250

75

37

15

20


