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Scatter plot showing distribution of the result differences between analysts of (A) stained ratio, (B) total thrombus area, and (C)
stained area for the same slide image using Automated Region-of-interest based Image Analysis (ARIA) and traditional methodology. Differences from all pos-

sible combination of two analysts were plotted.
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Scatter plot showing distribution of the result differences between analysts of (A) anti-CD42b, (B) anti-glycophorin A, (C) anti-fi-
brinogen, and (D) anti-tissue factor-stained slides using Automated Region-of-interest based Image Analysis (ARIA) and traditional methodology. Differences

from all possible combination of two analysts were plotted.
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