Pancancer Pathways Profiling AC-T-carbo treated RCBII/III
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Figure S4 | Changes in cancer gene expression after chemotherapy in ER+HER2- and TNBC RCBII/Ill disease.

A) Heatmap showing expression of pan-cancer profiling gene set in TNBC residual disease samples from patients who
received AC-T with or without additional platinum-based chemotherapy.

B) Heatmap showing expression of cancer related genes in matched pre-treatment and residual disease ER+HER2- samples.

C) Heatmap showing expression of cancer related genes in matched pre-treatment and residual disease TNBC samples.




