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of diverse population origin

in a single-cell culture

Standard
settings

Cell propagation, 
Sorting single cells,

Strand-seq library preparation

Genotyping of each single-cell Strand-seq library
 against a population panel of phased genotypes

(1KG panel, n=3,202 samples)

Standard Strand-seq
libraryEUR

sample
AMR

sample
EAS

sample
AMR

sample

chrY 0.3 %

287.09 279.07
WC

583.59 5.34
WW

294.63 289.65
WC

3.71 540.34
CC

283.15 288.19
WC

555.01 4.56
WW

138.21 427.84
SCE

22.62 574.66
CC

238.69 241.51
WC

7.1 603.62
CC

317.99 306.23
WC

3.94 593.04
CC

178.79 286.84
SCE

243.53 245.05
WC

11.2 476.62
CC

290.36 301.35
WC

7.34 632.22
CC

290.12 285.14
WC

275.12 282.53
WC

657.23 6.74
WW

423.8 2.9
WW

234.35 232.6
WC

567.06 3.27
WW

0.54 1.04
0x copies

Watson strand, negative (-)

Crick strand, positive (+)

ChrY

Chr1 Chr2 Chr3 Chr4 Chr5 Chr6 Chr7 Chr8 Chr9 Chr10 Chr11 Chr12

Chr13 Chr14 Chr15 Chr16 Chr17 Chr18 Chr19 Chr20 Chr21 Chr22 ChrX

SCE


