
 

Supplementary Figure S5. mRNA expression in the RET D571N mutated sample from TCGA  

A, Genome images from the Integrative Genomics Viewer (Broad Institute) for the whole RNA 

sequencing data of the D571N-mutant colon adenocarcinoma sample (Sample ID: TCGA-AZ-4315, 

obtained from the NCI Genomic Data Commons). IGV showed mutation reads of guanine to adenine at 

43112915 (aspartate 567 to asparagine).  
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B, mRNA expression data of RET (upper), GFRA1 (middle), and GDNF (bottom) as z-scores in TCGA. 

The list of calculated z-scores of the samples with nonsynonymous RET mutations and RET gene fusions 

was downloaded from cBioPortal (https://www.cbioportal.org/). The bar graphs show the mRNA 

expression z-scores relative to all samples on the horizontal axis for the aligned genetic abnormalities. 

The bar graph indicates the D571N mutant in red, fusions in green, the M918T mutants in orange, C634R 

mutants in light orange, and other mutants in blue. 
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