Supplementary table 1. The abundance of A. mucinihlia in different intestinal disease

Disease Host The abundance of 4. mucinihlia reference
IBD Human - 1-10
IBD Human + 1
CRC Human + 12-15
Mice or rat + 16-19
Mice - 20
Celiac disease Human R 21,22
Constipation Mice - 23-25
Clostridium difficile infection | Human + 26-30
Human - 31
Salmonella Typhimurium Mice + 32-35
infection
Escherichia coli infection Rat - 36
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