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- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Structure coordinates and map files are deposited into the RSCB Protein Data Bank (PDB) with the following accession codes: PDB ID 7VNA [http://doi.org/10.2210/
pdb7VNA/pdb] (apo dAHR PAS-B), PDB ID 7VNH [http://doi.org/10.2210/pdb7VNA/pdb] (aNF-bound dAHR PAS-B), and PDB ID 7VNI [http://doi.org/10.2210/
pdb7VNI/pdb] (heterodimer). Structure coordinates used in this study are accessible in PDB under the following accession codes: 3F1O [http://doi.org/10.2210/
pdb3F1O/pdb], 6E3U [http://doi.org/10.2210/pdb6E3U/pdb], 4ZP4 [http://doi.org/10.2210/pdb4ZP4/pdb], 4F3L [http://doi.org/10.2210/pdb4F3L/pdb], 5SY5
[http://doi.org/10.2210/pdb5SY5/pdb], 3H82 [http://doi.org/10.2210/pdb3H82/pdb], 1V9Z [http://doi.org/10.2210/pdb1V9Z/pdb]. Source data are provided with
this paper.
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Sample sizes are stated in the main text figure legend or methods section and were based on standards in the fields of biochemistry and cell
biology. For example, ELISA and Luciferase reporter gene assays consisted of 3 replicates as used in published studies (https://
doi.org/10.1016/j.bbagrm.2009.06.003, https://doi.org/10.1038/nbt.2672).

No data were excluded.

MST binding assays were based on two biological replications as stated in https://doi.org/10.1016/j.molstruc.2014.03.009 and with similar
results. SEC and SDS-PAGE analyses were repeated more than three times with almost identical results.

Samples were allocated randomly.

Blinding was not used in this study. Data were derived from instrument-based measurement and software-based analysis.




