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Supplemental Figure 6. Mesendoderm Analysis. (A) Number of differentially expressed genes between the
endoderm and ventral mesoderm lineages at each developmental stage (padj ≤ 0.05). (B) KEGG enrichment analysis
of genes differentially expressed between ventral mesoderm and endoderm lineage at each developmental stage.
Genes significantly increased in the endoderm lineage are enriched for TGF-beta genes, as defined by KEGG
database from stages 10-10.5 and genes significantly higher in the ventral mesoderm lineage are enriched for TGF-
beta genes for stages 11-12. (C) WGCNA on stages 10,10.5 and 11 in the mesoderm and endoderm lineages
identifies 22 gene modules, the blue module demonstrating increasing correlation over time to the endoderm lineage
and the brown module demonstrating increasing correlation over time to the mesoderm lineage.


