Differential Expression Between Epidermal and Enriched GO Terms
Ventral Mesoderm 40
3000
035
2500 E
" 230
g o}
o
& 2000 525
w 520
= 1500 2
S &
5 515
£ 1000 ;
E] - -g 10
z
5
'm m M :
Stage 10 Stage 10.5 stage 11 Stage 12 Stage 13
Developmental Stage Developmental Stage
= Higher in Epi  mHigher in Meso @mmm\Meso GOs Higher in Meso emmmMeso GOs Higher in Epi
------ Epi GOs Higher in Meso  ------ Epi GOs Higher in Epi
C Bra (T)
120 .
R & | [— ———t1]—e-- 100
WT B@9 WT B@10.5 -

T s | psmad1/5/8

20

Fold Change Relative to St9
o
o

Actin wT BMP @9 BMP @ 10.5
Ost9 mst13

Supplemental Figure 7 Early not Exogenous BMP Causes Mesoderm Formation. (A) Number of differentially
expressed genes between the epidermal and ventral mesoderm lineages at each developmental stage (padj < 0.05). (B)
Number of enriched Mesoderm GO Terms (solid line) and Epidermis GO Terms (dashed line) in genes significantly
higher in the ventral mesoderm lineage (purple) and epidermal lineage (red) at each developmental stage. (C)
Western Blot Analysis of lysates for epidermal (WT) and BMP4/7 treated at stage 9 (BMP4/7 20ng/ul) explants
collected at stage 10 and epidermal (WT) and BMP4/7 treated at stage 10.5 (BMP4/7 20ng/uL) explants collected at
stage 11 for pSmad1/5/8 with Actin loading control. Gel was cropped to show one replicate, uncropped gel is
Supplemental Figure 9B. (D) qRT-PCR of animal pole explants examining the fold change from stage 9 to 13 of
expression of mesodermal marker Bra(T) for epidermis(WT), treated with BMP4/7(20ng/uL) at stage 9 and treated
with BMP4/7 (20ng/uL) at stage 10.5 (***P<0.005).
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