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Logistic Regression (n = 244)
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Model 2: Clinical + Labs
(AUC: 0.8873)

Model 3: Clinical + Labs + Neu
(AUC: 0.9699)

Model 1: Clinical
(AUC: 0.7405)

Median AUC of 
Original Data: 0.8217

(CI: 0.7642 - 0.8793)

Model 4: Clinical + Labs + Neu + Proteins
(AUC: 1)

LRT (Model 3, Model 4): p = 4.3x10-8
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