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1. Access EchinoDB Application
Click on the following link to access the application: https://echinodb.uncc.edu

EchinoDB <A Link to BLAST Sequence Server

Enter Keyword & Hit Enter

Link to Ophioderma brevispinum transcriptome

Q Submit Search -

ndividual Sequence Literature Documentation

€| Clear Results Orthocluster

® sclection of Taxa

EchinoDB is a database consisting of amino acid sequence othoclusters from 42 echinoderm transcriptomes. We sampled taxa to span the deepest divergences within each of the 5
extant echinoderm classes. Data can be searched by keywords such as annotation and database identifiers from the Strongylocentrotus purpuratus reference protein set at NCBL
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2. Perform Search against Orthocluster Database
Type in any any keyword such as “zinc,” “chlor,” “iron” or NCBI’'s accession numbers like
“XP_78042.” Hit the “Submit Search” button in the upper left side of the web page or press the

“Enter” key to execute search.

EchinoDB

< Link to BLAST Sequence Server

Enter Keyword & Hit Enter

Q, Submit Search -

Link to Lytechinus variegatus Data ) Link to Ophioderma brevispinum transcriptome.

Orthocluster Individual Sequences Literature Documentation

& Clear Results

i sclection of Taxa
4 result(s) found

purpuratus]

“ref"=="XP_780429.2"

Show 10 ~ entries Search:
gi_num rfname otherids Accession# TotalHits
4 _ PREDICTED: tryptophan--tRNA ligase, cytoplasmic-like isoform 3 gi"=="72004278", XP_780428.1 65
[Strongylocentrotus purpuratus] "ref"=="XP_780428.1"
7 (BB rre0ICTED: dihydrofolate reductase-like isoform 1 [Strongylocentrotus “gi"=="72009986", XP_780421.1 68
purpuratus] "ref"=="XP_780421.1"
o (B rre0ICTED: ribonucleoside-diphosphate reductase large subunitisoform 1 “gi"=="72084113", XP_780425.1 110
[Strongylocentrotus purpuratus] “ref"=="XP_780425.1"
1 [ PREDICTED: synapse-associated protein 1-like [Strongylocentrotus “gi"=="115692152", XP_780429.2 85


https://echinodb.uncc.edu/

» Note that, using the accession number XP_78042, 4 results are found in this example.
However, using the zinc keyword, 98 results are found. These numbers may change as
we update the database.

e Filter Results
All the names extant Echinoderm classes, orders, and families for which we have data
can be used as keywords to filter the search. If information to be retrieved for particular
taxon, un-toggle “Selection of Taxa” in the left pane.

EchinoDB o Link to BLAST Sequence Server

Enter Keyword & Hit Enter

Q, Submit Search

Link to Ophioderma brevispinum transcriptome

& Clear Results Orthocluster ndividual Sequences Literature Documentatior

@ sclection of Taxa

4 result(s) found

> Select Asteroidea and hit the submit button to conduct a search within this class of
echinoderms.

EchinoDB

«f Link to BLAST Sequence Server

Enter Keyword & Hit Enter Link to Lytechinus variegatus Data I Link to Ophioderma brevispinum transcriptome

Q, Submit Search -
@2

Results Orthocluster Ineividual Sequences Literature Documentation

4 result{s) found

A Show 10 ~ entries Search:
i C
: gi_num rfname otherids Accessiond TotalHits
¥
< + [EEEEEED FrREUICTED: tryptophan--tRNA ligase, cytoplasmic-like isoform & Naitat TI0042 787, AP_TapM28.1 30
: [Strengylocentrotus purpuratus) "ref"=="¥P_TRO0428.1"
Brisingida 7 [EBEEEEE FREDICTED: dihydrofolate reductase-like isoform 1 [Strongylocentrotus “gi"==" 72009986, XP_TBOZLL 32
Brisingiclae purpuratus] Ureft=="RP_TR04211"
Forcipulatida:
Asteriidae 6 (B FREDICTED: ribonucleoside-diphosphate reductase large subunitisoform L “gl*=="72084113", XP_TB0425.1 41
Labidiasteridae [Strengylocentrotus purpuratus] “ref'=="XP_TB0425.1"
Notemyotidat
E-en::hnpecti nidae 1 - PREDICTED: synapse-associated protein 1-like [Strongylocentrotus "gi"=>"115692152" HP_Ta0430.2 44

purpuratus] "raf"=="NP_TR0420.2"
Paxillosida:

n r



» Unselect families to include only those which you would like to use in your search.

[ DL
. Asteroidea
Asteroidea:

Brisingida
Forcipulatida

Notomyotida
Paxillosida
Spinulosida
Valvatida
Velatida

Forcipulatida:
Asteriidae
Labidiasteridae

Notomyotida:
Benthopectinidae

Paxillosida:
Astropectinidae
Luidiidae

Spinulosida:
Echinasteridae

Valvatida:
Asteropseidae
Poraniidae
Solasteridae

Velatida:
Korethrasteridae
Pterasteridae
Xyloplacidae

[ Br

. Asteroidea

Asteroidea:

ting here will hide the

ng
-orcipulatid .
mily underneath

¥ Notomyo
¥ Paxillosida
¥ Spinulosida

¥ Valvatida
¥ Velatida

Forcipulatida:
Asteriidae
Labidiasteridae

Notomyotida:
Benthopectinidae

Paxillosida:
Astropectinidae
Luidiidae

Spinulosida:
Echinasteridae

Valvatida:
Asteropseidae
Poraniidae
Solasteridae

Velatida:
Korethrasteridae
Pterasteridae

Xyloplacidae

i ) Crinoidea

i ) Echinoidea

[ DL
@ rstercidea

Notomyatida:
Benthopectinidae

Paxillosida:
/]

Luidiidae

Spinulosida:
Echinasteridae

Valvatida:
Asteropseldae
Poraniidse
Solasteridae

Velatida:
P2_Korethrasteridae
Perasteridae

¥ Paxillosida
¥ Spinulosida
¥ Valvatida
¥ Velatida
Forcipulatida:
|

La

Notomyotida:
Benthopectinidae

Paxillosida:
Astropectinidae
M Luidiidas

Spinulosida:
Echinasteridae

Valvatida:
Asteropseidae
Poraniidae
3 Solasteridae

Unselecting checkbox will not
include that family in the search
and will include all others
(checked ones)

97 result(s) found

Show 10 v entries
gi_num rfname
1 WISSIRESN  zinc-finger transcription factor Snall [Strongylocentrotus purpuratus]

PREDICTED: zine finger matrin-type protein 5-like [Strongylocentrotus purpuratus]

191 ([§@SEESSl) PREDICTED: zine transporter ZIP1-like [Strongylocentrotus purpuratus)

15 ([§@0ISSHE) PREDICTED: zinc finger protein-like 1 homolog isoform 2 [Strangylocentrotus purpuratus|

217 (068880 PREDICTED: zinc finger protein ZIC 1-like, partial [Strongylocentrotus purpuratus]

216 (§@0ESSM0 PREDICTED: zinc transporter 6-like [Strangylocentrotus purpuratus]

189 [f@SEESM) PREDICTED:zinc finger CCHC-type and RNA-binding motif-containing protein 1-like [Strongylocentrotus
purpuratus]

214 (GEEEG) PREDICTED: GATA zinc finger domain-containing protein 1-like [Strangylocentrotus purpuratus]

161 ({IBESNSE8) PREDICTED:zinc finger protein castor homolog 1-like [Strongylacentrotus purpuratus)

160 (@HSE#MEE PREDICTED: NFX1-type zinc finger-containing protein 1-like [Strongylocentrotus purpuratus]

otherids

"XP_T780:

gi"=>"72011355",

gi"=>"T2025879", “ref"=="XP_794610.1
gi"=>"72062514", “ref"=>"XP_T9621!
gi*=>"72065517", “ref*=="XP_796303.1"

5", "ref"=="NP_999825.1

ref*=>"XP_782100.1"

Search:
Refseq_ld TotalHits
ref
XP_TB0288.1 7
XP_782100.1 7
13
2
XP_T94610.1 23
LR} XP_T96218.1 17
XP_T96303.1 12
XP_T81684.2 10
XP_001180883.1 1



e Search Based on Taxonomic Group
The user can narrow the search to, for example, only a single family of echinoderms. In
the example below we are checking only the family Solasteridae within the order
Valvatida of the class Asteroidea.

EchinoDB A Link to BLAST Sequence Server

Link to Lytechinus variegatus Data J Link to Ophioderma brevispinum transeriptame

Results Orthocluster ndividual Sequences iterature Documentation

&8 result(s) found

Show 10 ~ entries Search:

gi_num rfname otherids Accessioni TatalHits
15 (@SS PREDICTED: zinc finger protein-like 1 homolog isoform 2 WP_TESAEZL 1
[Strongylocentrotus purpuratus]
Valvatida: 217 (ENGGEE) PREDICTED: zinc finger protein ZIC 1-like, partial [Strongylocentrotus AP_T92929.1 2
O dstero P*“"‘e purpuratus]
i

216 (B FREDICTED: zine transporter 5-like [Strongylocentrotus purpuratus] =>"T2025879", AP_T94610.1 z
U ] “ref'=="¥P_794610.1"
L ] 214 (EEEEEEE) FREDICTED: GATA zinc finger domain-containing protein 1-like AP_TO6303.1 1
I [Strongylocentrotus purpuratus]
9] 206 (EHEEEMGNE) PREDICTED: zinc finger SWIM domain-cantaining protein 6-like, "gi"=>"115644013", AP_001192148.1 1

- 4

e Other Search Options
You can search by hame or gi number in the search box in top right corner.

Results Orthocluster Individual Sequences Literature Documentation

60 result(s) found

Gl numbers started with 7201
Show 10 v entries are displayed below wp Search: | 7201
gi_num rfname otherids Accession# TotalHits |

15 - PREDICTED: zinc finger protein-like 1 homaolog isoform 2 "gi"=>"72015911", XP_785452.1 1
[Strongylocentrotus purpuratus] "ref"=>"XP_785452.1"

217 (SIS PREDICTED: zinc finger protein ZIC L-like, partial "gi"=>"72019828", XP_792929.1 2
[Strongylocentrotus purpuratus] "ref"=="XP_792929.1"

177 (@BEBOIE) PREDICTED: zinc finger protein 622-like [Strongylocentratus "gi"=>"115720173", XP_001200563.1 3
purpuratus] "ref"=="XP_001200563.1"



3. View Orthocluster Sequences
Select a whole row and the record will be highlighted in blue (you can select only one row at
atime).

EchinoDB

<A Link to BLAST Sequence Server

Enter Keyword & Hit Enter Link Lo Lytechinus variegatus Data J Link to Ophioderma brevispinum transcriptome

it Search -

Orthocluster Individual Sequences Documentation

Total Hits denote the total number of
sequences having the same
Selected record will be highlighted and accession number
redirect you to orthocluster tab to view

Show| 10 ~ |entries sequences. Seal
gi_num riname otherids Accessionf# |Tolil|i sI

60 result(s) found

15 (@SS PReDICTED: zinc finger protein-like 1 homolog isoform 2 [Strongylocentrotus purpuratus] '=>"72015911", "ref"=>"XP_785452.1" XP_785452.1 1
217 (S PREDICTED: zinc finger protein ZIC 1-fike, partial [Strongylocentrotus purpuratus] =" T2019628", "ref"=="XP_192920.1" XP_792829.1 2
216 (@EEBSEIGN PREDICTED: zinc transporter 6-like [Strongylocentrotus purpuratus] "T2025879", "ref"=>"XP_794610.1" XP_794610.1 2
awrtlpulﬁsld== 214 ([@SESEE) PREDICTED: GATA zin finger domain-containing protein 1-like [Strangylacentrotus purpurgus] =>"72065517", "ref*=>"XP_796303.1" XP_796303.1 1
Asteriidae
Labidiasterid:
Ly o 208 ([ SEEEEED  PREDICTED: zinc finger SWIM domain-containing protein 6-like, partial [Strongylocentrotyfs purpuratus] =>"115644913", "ref"=>"XP_001192148.1"  XP_001192148.1 1
Notomyotida
() Benthopectinidae 179 (EEEENE  PREDICTED: NF-Xi-type zinc finger protein NFXLL-like [Strongylocentrotus purpuratus] ="115670818", "ref"'=>"XP_786259.2" XP_786259.2 2
S“:ls';:'::édni dac 177 (@SN PREDICTED: zinc finger protein 622-like [Strongylocentrotus purpuratus] '=>"115720173", "ref'=>"XP_001200563.1"  XP_001200563.1 3
O Luidiidae
115758157 ylocentrotus purpuratu >"115758L
Spinulosida:
O Echinasteridae 201 (@SSR PREDICTED: zinc finger CCCH domain-containing protein 10-like isoform 1 >"115767252", "ref"=>"XP_001177886.1"  XP_001177886.1 2
Valvatid
O Asteropseidae 196 (@HBEESSEM  PREDICTED: zinc finger protein 28 homolog [Strongylocentrotus purpuratus] 115805924", "ref'=="XP_785795.2" XP_185795.2 2
(J Poraniidae

Solasteridae N y
Showing 1 to 10 of 60 entries Pravions | 1 7 a3 4 5 6 Next

e Amino Acid Sequences
Display amino acid sequences from the selected orthocluster.

EchinoDB A Link to BLAST Sequence Server

Enter Keyword & Hit Enter

Q submit Search

Link to Lytechinus variegatus Data J Link to Ophioderma brevispinum transcriptome

to Or tab after ion is
made on Results screen

Download amino sequences in fasta
format

ual Sequence: Literature Documentat

QClear Results

Orthocluster for XP_793224.2 (115758157)

Notomyotida Show|10 v |entries
xillosida R

sp_name bio_proj_accesion amino_sequence

Velatida

LGSIKRCGQDLKSTPEAELRNPDSMTDHDARLVKDIWRLKEFDRWRLYRLWVTKYIAYHQ

Brisingida Peribolaster BJ30
[ Brisingidae 1 ’EJ.I ‘a!s < PRJINA29%409 EGLKELQHKYDELSKKVHLIETQEDLEIL! T LQCL!
folliculatus
i EAAEVLEAHIITTLTAKCQHLILIGDHQQLKPNPTVYRLAKLFNMDTSLFERMINNGVPY KSLTHQHRMRPEI
Forcipulatida:
iidae
() Labidiasteridae Peribolaster BJ30 NHAFLI VSLC TQITILTTYVGQLFNLRALI L
2 it PRINA299409 KVSNRMCVALSRARHGLFC Q LGQQMTLVCRNHPEQK
ida: olliculatus
&ct‘;m{;ud--{ o TRVSRAQDFLNISEGGCSKPCEYRLNCGHSCTLLCHPTDQEHKEFKCLKNCQQTLKCGHK CGQLCCRPCGKCFKKVY
enthopectinidae
: Peribolaster BJ20
[?xAllsl:}:l;’:étinidae 3 ie‘:.l I@l{s o PRJNA299409 NVHFQNLTHSQTRGECMGDKSARLLKWLG! DQDDERLQKT DDTHELDSTLEQQAEALEAEFLLQNAAYGL
folliculatus
O Luidiidae
Spinutosida: Peribolaster BJ20
CI‘?"E‘"i:‘?S la: % & i PRINA299409 TYDSVEHYLDVQFRLLREDFVAPLREGVTEYLSNTSRRL TQNGK ISYRLQFDVSGL IVGSFVCLTKDDFKHMLCATVEDRSVEGLRKGFV
chinasteridae 'olliculatus
O hoterosidse 5 PeribolosterBI0 oo ALRLDESQLKAVQAALTQELAVIQGPPGTGKTYIGLKIVQALLHNLDKWTGAEDKRPILY
e i :
(J Poraniidae folliculatus VCYTNHALDQFLI TNKNLNFL GEILREMYSQRQL

Solasteridae



e Individual Sequences Tab
Select a row in Orthocluster results which contain amino acids sequences to further view
related nucleotide sequences.

EchinoDB A Link to BLAST Sequence Server

Enter Keyword & Hit Enter Link to Lytechinus variegatus Data J Link to Ophioderma brevispinum transcriptome

to Or tab after ion is
made on Results screen

Q Submit Search

Download amino sequences in fasta
ntation format ‘

Individual Se Literature Docunm

& Clear Results

Orthocluster for XP_793224.2 (115758157)
PREDICTEI containing protein 1-like [Strongylocentrotus purpuratus]

v
b4 N
v show[10 v |entries searchi [ ]
v P S
v
” 3 sp_name bio_proj_accesion amino_sequence
¥ Velatida
Brisingida Peribolaster BJ30 LGSIKRCGQDLKSTPEAELRNPDSMTDHDARLVKDIWRLKEFDRWRLYRLWVTKYIAYHQ Selected Record
O Brisingidae S PRINA299409 EGLKELQHKYDELSKKVHLIETQEDLEILI TT LQCL!
) EAAEVLEAHIITTLTAKCQHLILIGDHQQLKPNPTVYRLAKLFNMDTSLFERMINNGVPY KSLTHQHRMRPE!
Forcipulatida:
() Asteriidae C
) Labidiasteridae PeribolasterBJ30 LNHAFL TQITILITYVGQLFNLRAL t
2 folliculatus e skl = e
Notomyotida: Lc KNCQQTLKCGHK CGQLCCRPCGKCFKKVY
[0 Benthopectinidae
Exdilosida; 3 PeribolasterBIS0 o ro00a0 NVHFQNLTHSQTRGECMGDKSARLLKWLG DQDDERL DDTHELDSTLEQQAEALEAEFLLONAAYGL
O Astropectinidae folliculatus o @ o S - L <
0 Luidiidae
e Peribolaster BJ30
Spinulosida: a0 AStE PRINA299409 TYDSVEHYLDVQFRLLREDFVAPLREGVTEYLSNTSRRLQDIRIYQKVHIVRKNITQNGK ISYRLQFDVSGLI IYGSFVCLT CAT RKGFV
) Echinasteridae folliculatus
Valvatidat ’
Peribolaster BJ30 ALRLDESQLKAVQAALTQELAVIQGPPGTGKTYIGLKIVQALLHNLDKWTGAEDKRPILY
O Asteropseidae Cobic i PRINA299409 QLKAVQARLIQEL AVIQ @
O Poraniidae folliculatus VCYTNHALDQFLEGIMAF TNKNLNFL GEILREMYSQRQL

Salasteridae

e Amino Acid and DNA Sequences
The user will find different buttons to download amino acid (protein) or DNA sequences.

EchinoDB <A Link to BLAST Sequence Server

Enter Keyword it Enter

Q submit S -

Results Orthocluster Literature Documentation

Orthocluster for XP_793224.2 (115758157)
PREDICTED: NFX1-type zinc finger-containing protein 1-like [Strongylocentrotus purpuratus]
15 sequences in orthocluster

Download Amino Sequence .

Protein Sequence: DHESVK! TFFLNHAF LEESVQD! VSLCKYT: TILTTYVGQLFNLRAL LLSL KVSNRMCVAL SRARHGLF C IGNF SVIMQDPLIWHRIAAEMD
RKGCLGQQMTLVCRNHPEQKTRVSRAQDF LNTSEGGCSKPCEYRLNCGHSCTLLCHPTOQEHKE FKCLKNCQQTLKCGHKCGQLCCRPCGKCFKKVY.

@ Velatida

Brisingida

[ Brisingidae b .
ownload Nucleotide 3
A S
Sequence *

Forcipulatida:

% ’E:EQ: ::‘Z ridae GTACACCTTCTTGAAACATTTACCACATGGTCTACAGCATAACTGACCACACTTATGACCACACTTGAGTGTCTGTTGECAATTCT TCAAGCACT TAAACTCCTTATGCTCTTGATCTGTAGGATEGCACAAGAGGGTGCAGCTGTEACCGCAGTTAAGGCGGTATTCGCATGGLTTG
CTGCATCCTCCTTCAGARATATTGAGGAAATCTTGTGCACGGC TGACTCGAGT TTTCTGT TCTGGATGAT TACGACAGAC TAAGGTCAT TTGCTGACCAAGGCAGCCTTTTCTATCCATCTCAGCAGCAAT TCTATGCCACAGGGGATCTTGCATAATGACACTARAGTTTCCAATGE

Notomyotida: L. AAARAAGACCATGACGTGCCCTAGACAATGCTACACACATCCGATTAGACACCTTCAAGAATCCAATGTTACCCTCCTCATTACTGCGAACCAACGACAGCAAAATTACGTCATTTTCTTCTCCTTGAAAGTTATCCACGGCCGAGACACGAACACCACTGAACACCGACTTCTTCAT

0O Benthopectinidae A TCGTTAGGAT TTGGTCTGTAT TGATGTACTTGC TGTTTGTTCGACTTGCTCGTTGAGTCT AGAA) TCAGG

Paxillosida: ARAAAGATGTTTGAATCAATTCCTCCCACATTGGGATARACC TTGACGGACTCGTEGTCTT

O Astropectinidae

O Luidiidae

Valvatida:
O Asteropseidae
O Poraniidae




4. Sequenceserver for Basic Local Alignment Search Tool

Access Sequenceserver (Priyam et al. 2019) from EchinoDB by clicking the “Link to
Sequenceserver” in the header line or by type in the following URL:
https://echinodb.uncc.edu/sequenceserver

EchinoDB I‘:’:kaccess BLAST server, click this ‘ 4 Link to BLAST Sequence Server

Link to Lytechinus variegatus Data J Link to Ophioderma brevispinum transcriptome

Enter Keyword & Hit Enter

zinc

Q, Submit Search -

& Clear Results Orthocluster Individual Sequences Literature Documentation

. Selection of Taxa

. Asteroidea

6@ result(s) found

» Paste your query string (amino acid or nucleotide sequences) in the text area to perform
BLAST search.

[® EchinaDa % [M SequenceServer Custom BLAST x| - = (m} e
@] 1 httpsi//echinodb.unce.edu/sequenceserver/ i v @ Motsyncing B} -
SequenceServer ;o4 © Help & Support
WHAQEVLAEESAKRPCORFHRGEC TFGANCRYSHHTVORRQELTAE TQRG {SRLEDEY EPTVODNL ERRSHOEGTGDESRLKT EGGPYEDETY TLPPALQGIFOLEPSLIPPSAECLARAKDVERG x

Sequence to perform blast against

b

MNucleotide databases Protein d T —— -
B Arine_Acid_Sequences ‘ -hf'l:icl tabase Insed o sequence

Advanced parameters:  -evalue 1e-5 ? [C10pen results in new tab BLASTP

Fun BLAST lecally with Sequenceserver.
Please cite relevant data sources and: Privam et al. (2019) Sequenceserver: a modern grazhical user interface for custom BLAST datalases,

H P Type here to search


https://echinodb.uncc.edu/sequenceserver/

e Sequenceserver Results

[ EchinoDB X [9 sequenceServer: Custom BLAST X | 4 = ] X
<« C O nhttpsy//echinodb.uncc.edu/sequenceserver/6fdcb9c7-e75d-4e51-934f-6afa675de653#Query_1_hit_1 o = B
. sp|7:77 299398 OS-P | . = -
BLASTP: 1 query, 1 database 20. sp| ' 021|PRINA2993: SOE lerasterltcjsse atus 99 27 208><1072’ 42
# Edit search | [3 New search 21. sp|36:828|PRINA299411 OS=Isometra vivipara a7 260 133%10 39
22. sp|37:9328|PRINA299478 OS=Promachocrinus kerguelensis a8 240 B39x107 38
Download FASTA, XML, TSV 23. 5p|23:13388|PRINA300546 0S=Gephyrocrinus messingi a7 231 La7x10® 36
FASTA of all hits 24. sp|23:13389|PRINA300546 0S=Gephyrocrinus messingi a7 232 215x10% 36
25. sp|13:60438|PRINA2998ST 0S=Oligometra serripinna a7 230 357x10% 36
B - 21
Alignment of all hits 26. 5p|11:14214|PRINA299550 0S=Psolus BJ11 sp 98 216 4.85%10 35
27. sp|1:4754|PRINA299480 OS=Psathryometra fragilis 84 197 5.80x101° 33
28, sp|47:7311|PRINA299886 OS=Astrophyton muricatum 60 152 2.02%1012 32
Standard tabular report ) sp|27:72606|PRINA299417 OS=Astropecten duplicatus hit 1, length: 146
Full tabular report [ Select | ® Sequence | & FASTA | & Alignment
" i igni i PNG
Full XML report B Graphical overview of aligning region(s) & 5VG | & PNG
: z z z z z z :
2 g s s 2 5 8 £
- E 2 i B H 5 2

Score: 380.44 (768), E value: 1.52x10°19%, Identity: 146/146 (100%), Positives: 146/146 (108%), Gaps: @/146 (8%)

Query 1 WHAQEVLAEESAKRPCQRFNRGECTFGANCRYSHMTVQRRQEL TAETQROKRQEYEKSRLKDEVESGHMPNEPTVQDWLERRSHQKGTGDESRLKTEGGPY 108
WHAQEVLAEESAKRPCQRFNRGECTFGANCRYSHMTVQRRQEL TAE TQRQKRQEYEKSRLKDEVESGMPNEPTVQDHLERRSHQKGTGDESRLKTEGGPY
Subject 1 WNAQEVLAEESAKRPCQRFNRGECTFGANCRYSHMTVQRRQELTAEIQRQKRQEYEKSRLKDEVESGMPNEPTVQDWLERRSNQKGTGDESRLKTEGGPY 108
Query 181 EDGTVRDNAVVYTLPPALQGIPDLPPSLIPPSAECLARAKDVEWG® 146
EDGTVRONAVVYTLPPALQGIPDLPPSLIPPSAECLARAKDVEKG ™
Subject 181 EDGTVRONAVVYTLPPALQGIPDLPPSLIPPSAECLARAKDVEWG® 146

©)sp|20:30562|PRINA299410 OS=Psilaster charcoti hit 2, length: 187
() Select | @ Sequence | & FASTA | & Alignment
B Graphical overview of aligning region(s) & SVG | & PNG

E £ Type here to search

e Download FASTA Sequence from a high scoring pair from Sequenceserver

View and download sequence

5p\47:1 7258|PRJNA299886 0S=Astrophyton muricatum

NMLQR IKPRI IVWEE AAEVL ESHII TTLTK ECQQL
HQQLR PNPTV YELAK NFNLD ISLFE RMVKM GLPCQ
HRMRP EISQI MKLSH FYPHL IDHDS VKQFD NIMGV
FLDHN KLEAY VDDTK SHSWK HEAEF LVSLS RYFLQ
SQITI LTTYT AQLFN FKRVM EKKLF KGIRV CAVDN
NDIIL LSLVR SNEEG SIGFL KVANR VCVAL SRARK
GNFSL LASQG QLWKD IVTKM KKNSY FGTKL KLVCH
GTEVS IQKDF LKVPE GGCSK PCGTR LGCGH ACSMP
PEHVE YRCLK QCTKS VLGCP LKHRC KNLCY KECWK
VEKRL MCGHT TEVLC FKDVR LWWCQ KSCSK SLLCG
KCGEE CQSKC EELVK YSDLP CGHWW TMSCS AEAGD
DVELL CGHKC TGTCG KCHRG RIHIP CKQKC GRTLV
PEPCT KSCPP COMPC QNRCV HS

O select | & FASTA




5. Clear Search/Results
Go to the results tab and hit the “Clear” button underneath the search button to clear search.

EchinoDB A Link to BLAST Sequence Server

T ————"

Enter Keyword & Hit Enter

Q Submit Search -

Results Orthocluster Individual Sequences Literature Documentation

@ ) selection of Taxa
60 result(s) found

. Asteroidea

Acbarcldua Show 10 v entries Search: | 7201
Brisingida
Forcipulatida gi_num rfname otherids Accession# TotalHits
Notomyotida
Paxillosida
Spinulosida 15 - PREDICTED: zinc finger protein-like 1 homolog isoform 2 "gi"=>"72015911", XP_785452.1 1
Valvatida [Strongylocentrotus purpuratus] “ref"=>"XP_785452.1"

Velatida

> The search will be cleared after the button is clicked. The user can turn the switch
“Selection of Taxa” on if further taxon selection is desired.

EchinoDB A Link to BLAST Sequence Server

Enter Keyword & Hit Enter Link to Ophioderma brevispinum transcriptome

Q Submit Search -

Documentation

€ Clear Results Orthocluster ndividual Sequences Literature

® scicction of Taxa

EchinoDB is a database consisting of amino acid sequence othoclusters from 42 echinoderm transcriptomes. We sampled taxa to span the deepest divergences within each of the 5
extant echinoderm classes. Data can be searched by keywords such as annotation and database identifiers from the Strongylocentrotus purpuratus reference protein set at NCBI.

. Hy! & . Various Mariametracea
ich

g. Pisaster ochraceus




6. Additional Links

Links in the top right are provided to redirect users to “OphiuroidDB” by clicking blue button
(“Link to Ophioderma brevispinum transcriptome”) or “EchinoidDB” by clicking red button (“Link
to Lytechinus variegatus Data”).

EchinoDB — A Link to BLAST Sequence Server
Enter Keyword it Enter R T ——
web page ’

Link to Ophiuroid DB web page

Q Submit Search

€ Clear Results Orthocluster ndividual Sequences Literature )ocumentatior

® sclection of Taxa

EchinoDB is a database consisting of amino acid sequence othoclusters from 42 echinoderm transcriptomes. We sampled taxa to span the deepest divergences within each of the 5

extant echinoderm classes. Data can be searched by keywords such as annotation and database identifiers from the Strongylocentrotus purpuratus reference protein set at NCBL

.9!’.. ‘d-
i b. Hy &
e.

a
d. Pteraster
g. Pisaster ochraceus

c. Various Mariametracea
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