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1. Access Ophiuroid DB Application 

Click on the following link to access the application: https://echinodb.uncc.edu/BStarApp 
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2. Perform Search against Transcriptome Data for Ophioderma brevispinum in 

Ophiuroid Database (Mashanov et al. 2020) 
The user can search the transcriptome data of the brittle star Ophioderma brevispinum 

(Mashanov et al. 2020) in the Ophiuroid Database. Use any keyword or string such as “zinc”, 
“chlor”, “iron” or NCBI’s Reference Number such as XP_0221120 for conducting search. Hit 
“Submit Search” button or “Enter” key in the upper left side of the web page. 

 

 
 
 With XP_0221120 keyword, 23 results are found. 

 Other Search Options 

You can search by description or NCBI’s Reference Number in the search box in top 
right corner. 
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 Downloading Search Results 

A link “Click to download Ophioderma brevispinum data” is provided in the top right 
corner to download transcriptome sequences for Ophioderma brevispinum species. 

 

 
 

3. Visualizing Sequences 

Select a whole row and the record will be highlighted with blue (you can only perform one 
selection at a time). 
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 Sequences Tab 

After the record is selected, it redirects you to “Sequences” tab and display protein 
sequences from Ophiuroids repository. Furthermore, it allows to download result 
sequence in fasta file format. 

 

 
 

4. Sequenceserver for Basic Local Alignment Search Tool  

Access Sequenceserver (Priyam et al. 2019) by clicking the “Link to BLAST Server” in the 
left pane or by type in the following URL: https://echinodb.uncc.edu/sequenceserver/ 

 

 
 
 
 
 
 
 
 

https://echinodb.uncc.edu/sequenceserver/
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 Paste your query string [protein sequence(s)] in the text area to perform BLAST search. 

 

 
 
 Select database(s) to perform BLAST search against query sequence. 
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 Sequenceserver Results 

 

 
 

 Download FASTA Sequence, Alignment from a high scoring pair from 

SequenceServer 
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5. Clear Search/Results in Ophiuroid DB 

Go to the results tab and hit “Clear” button or “Delete” key to clear the search. 
 

 
 
 And, search will be cleared after the button is clicked or delete key is pressed.  
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6. Additional Links 

Links in the left pane are provided to redirect users to “EchinoDB” or “EchinoidDB” page.  
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