Supplementary Table 11: 29 Transcripts/Proteins enriched in Na,1.8-expressing DRG Neuronss

Transcriptome vs Proteome Single-cell RNA-Seq (1-10)
i . Scn10a
Transcripts Proteins I — -
T DR ] ] Camk2a
Fold-Change Fold-Change © Clgn
No Symbol (DTA/Ctrl)  FDRP-Val (DTA/Ctrl)  Q-value ' - o
i Acpp -7.518104 0.000037 -10.653613 0 1 1 Dgki
2 Arhgap28 -4.390761 0.000004 -4.594784  0.004716 - oo
3 Camk2a -2.238842 0.000171  -16.040381 0 Index Name Description Scn10a  Acpp  Arhgap28 Camk2a  Clgn  Dgkg  Dgkh  Dgki Dgkz  Eml1
4 Clgn 2155350 LONURI2 -3.10821 0 198 PSPEPS Peptidergic (TrpMa) . . . . . ° ° . °
5 Dgkg -5.017199 0.000021  -3.081118  0.000018 DRG - 0.00 0142 0179 0109 0501 00369 0321 0106 0929 132
6 Dgkh -4.136786 0.000022 -3.822114 0 199 PSPEP7 Peptidergic (TrpM8) o . . . . . . . . :
7 Deki 5.68432) 0.000042  -5.568794 0 S— i:pemerglc — 0.0788 o,z.az 0.3.937 c.o..vvs a,s.ao 0,1.11 3,0:323 o.o.sm 3.5.01 o,o?zz
8 Dgkz -3.750441 0.000018 -3.69622 0 DRG 000 00933 0130 0261 0463 0111 00738 00367 0539 0204
9 Emll -5175388 0000004 _356907 O 201 PSPEP5 Peptidergic (PEP1.2), . o [ ] . ° . [ ] . . .
DRG 0199 00324 0401 0666 0601 0235 0233 00330 0567 0335
10 Fxyd2 -2.583285 0.000034  -2.937812 0 202 PSPEP2 Peptidergic (PEP1.3) ° . PY . ° . . o o °
11 Gfra2 -3.904673 0.000016 -2.711791  0.000002 DRG 156 0148 0854 126 105 0303 00979 00873 190 144
12 Kentl -2.720936 0.000047  -3.865256  0.000266 oo ;irgwcergic e 1:6 0.0162 0,3.25 05% 0,7.44 0aa 0.1‘45 000857 0726 135
13 Nedd4l -3.935441 0.000011 -4.087266 0 204 PSPEP3  Peptidergic (PEP1.4), [ ) . [ [ ] [ ] . [ ] . [ ] [ ]
14 Osbpl3 4304144 0.000129  -3.400133 0 DRG 251 05% 0729 208 151 0.762 0203 00539 448 216
15 P2n3 1108769 0000004 -6.823287  0.000479 S S S SR S S S S
16 Phf24 -3.669058 0.00003 -4.387869 0 206 PSNF3  Neurofilament (NF2/3), . . . : ° . . . . °
17 pirt 290374 0000019 -3.61859  0.000003 o s e TR S e e
18 Plcb3 -4.139667 0.000009  -2.890539 0 DRG 00350 00183 0123 00545 102 0.140 0123 00696 0920 0.157
19 Plcxd3 -2.570047 0.00003 -2.841155  0.004504 208  PSNF1  Neurofilament (NF1) - . ° - o . o O °
DRG 00263 0501 0360 0160 0947 000 00263 0104 526 105
20 Pglc3 -2.368454 0.000021  -2.247864  0.000009 DT S [trermiiin T o ° ° ) °® v . . e ~
21 Prkcd -9.890721 0.000026 -3.215095 0 DRG 1.08 291 0.561 0.132 200 <=000264 00850 00210 506 204
22 Prkcg 728081 0000093 -2.083968  0.000023 so o Nopegeor @ @ @ . @ . S w2 @
23 Ptrhl -2.479172 0.000095  -4.588019  0.029506 T ol e PS . ° . ~ ® o
24 Rgs10 -3.480715 0.000021  -2.926472 0 DRG 228 424 12 249 202 0.701 0344 o510 138 627
25 Rg53 -2.911075 0.00002 -9.058443 0 212 PSNP4  Non-peptidergic (NP2.1) . o [ ] [ ] . [ ] [ ] [ ] o
26 Scg3 -2.636118 0.000022  -3.268107 0 o sa7  so7 107 425 187 049 044 0220 08 416
27 Scn10a 5014744 0000082 -4.983505  0.000001 e A R A
28 Scnlla -24.20722 0.00002  -123.96514 0 214 PSNPG Non-peptidergic (NP3) . ° o . ® e © °
29 Trpvl -3.522796 0.000262  -4.578864  0.003117 bRG 4.00 359 0018 489 291 0.295 ogoo 0165 697 171

Data was extracted from MouseBrain.org



Supplementary Table 11: 29 Transcripts/Proteins enriched in Na,1.8-expressing DRG Neurons

Single-cell RNA-Seq (11-20) Single-cell RNA-Seq (21-29)

1 - Fxyd2 - Pglc3
] | 1 Gfra2 E m Prked
1 - Kent1 1 [ ] Prkecq
1 1 " m Neddd4l 1 - ptrh1
m . Osbpl3 | Rgs10
m P2rx3 mm Rgs3
m Phi24 . - Seg3
. — pirt 1 - Scnlla
! 1om Plcb3 a1 Trpvi
1 umni 100 n Plexd3
Index Name Description Pqlc3 Prked Prkeq Ptrh1 Rgs10 Rgs3 Scg3 Senlla Trpv1
Index Name Description Fxyd2  Gfra2  Kentl Nedddl Osbpl3  P2rx3  Phf24 Pt  Plcb3  Ploxd3
198 PSPEP3 Peptidergic (TrpM8), DRG [ ] . . ° . . .
198 Peptidergic (TrpM8), . . . . o ] . . 0501 0.499 000 00712 102 00710 1.03 0.00 221
DRG 0618 0179 000 0178 103 0,00 257 675 0179 0107 199 PSPEP7 Peptidergic (TrpM8), DRG ° . . o . . O
199 Peptidergic (TrpM8), . o o o o . . . 0297 0.139 000 00472 131 0.109 0296 0.00 0672
DRG 0333 0281 000 0141 0359 0.00 1.05 209 00624  0.266 200 PSPERG Peptidergic (TrpMa), DRG . . ) . o . . _ .
200 Peptidergic (TrpM8), . . . . . . L] . . 0.390 0333 00183 00927 126 0.111 0.261 0.0552 0314
DRG 0428 0148 000 0278 0500 00368 0737 344 00738  0.0930 o
° ’ 201 PSPEPS Peptidergic (PEP1.2), DRG ° . . . o . . o
201 PSPEPS Peptidergic (PEP1.2), . . . L . L . . 0.367 0.801 000 00671 278 0.133 1.00 0.434 207
DRG 618 0.00 0200 0333 200 0.00 0.737 5.80 0233 0167 o PS
o 202 PSPEP2 Peptidergic (PEP1.3), DRG . . . ° . °
202 PSPEP2 Peptidergic (PEP1.3), . . L] [ ] [ ) . . . [ ] . pticergic 0745 174 0.00 0196 550 0,499 125 0852 \ e
DRG 142 00302 0372 120 342 0.0881 195 140 0716 0314 ' ‘ ’ ‘ ' ’ ’ ’ 268
' 203 PSPEP4 Peptidergic (PEP1.1), DRG ° ° ° ° o
203 PSPEP4  Peptidergic (PEP1.), . _ . . ° o o ° . . ptidergic (BEF1.1) 5500 e 000 om0 2 e e Lo o
DRG 485 00162 0333 0375 195 0.0595 139 7.32 0453 0291 : : : : : g ‘ : :
PSPEP3 idergic (PEP1.. .
204 PSPEP3 Peptidergic (PEP1.4), . . ° [ ] [ . o [ ] o . 204 PSPEP3  Peptidergic (PEP1.4), DRG b 1.7 i . :1 ° . .1
DRG 157 00650 0553 281 37 0.130 259 126 175 00870 0935 2 0.02 0120 52 0.337 1.06 020 3.26
205 PSPEP1 Peptidergicy (PEP2), . X ° [ ] [ ] ° ° . ° . 205 PSPEP1 Peptidergicv (PEP2), DRG [ ] ° - . . ] . . o
DRG 585  0.0650 0359 247 3.64 0.141 3.64 137 0616  0.0260 0.757 1.55 0102 0116 726 0.320 1.50 0.513 0.563
206 PSNF3  Neurofilament (NF2/3), . . ° ° . ° . o . . 206 PSNF2 Neurofilament (NF2/3), DRG . : . . ® .
DRG 0808 0258 0579 0774 0206 020 261 594 0193 00320 00966  00ess 00O 000 &1 00320 168 0200 000
207 PSNF2  Neurofilament (NF4/5), . . . . . . . . . 207 PSNF2 Neurofilament (NF4/5), DRG . . o . 0 ° o 0
DRG 0523 0123 0105 0438 0193 0.00 149 281 0176 00880 05 OIS D GUEED B0 GO0 161 0122 00522
208 PSNF1  Neurofilament (NF1), ° ° ° . ° . ° ° . 208  PSNF1  Neurofilament (NF1), DRG [} - . . . [ ] .
DRG 344 0921 0367 0158 0920 000 231 21 0395  0.0260 0.447 0.104 000 0238 365 0.131 2.50 0.0258 0.00
209 PSNP1 Non-peptidergic (TH), @ . . . [ ] o [ ] . . ] 209  PSNP1  Non-peptidergic (TH), DRG ® . . L [ ] . L4 . .
DRG 60.0 568 0411 348 174 00813 158 3.53 00426 0415 0.560 0.665 00140 0774 579 0.114 3.15 0.667 00143
210 PSNP2 Non-peptidergic ™Y [ ) ) ° [ Y [ ° 210 PSNP2  Non-peptidergic (NP1.1), DRG [ ) ° [ ] o O . [ ] [ ] .
(NP1.1), DRG 55.1 580 197 283 56 0305 189 106 218 1.28 1.60 2.56 2.77 143 811 0.222 9.77 339 0.0561
211 PSNP3 Non-peptidergic I ) ° Y [} ) ) ° 211 PSNP3  Non-peptidergic (NP1.2), DRG [ o o o o . () .
(NP12), DRG 982 580 241 358 361 0965 214 143 245 134 ket 7.02 351 179 724 e 126 480 00522
212 Non-peptidergic . . . . ° ° . ° 212 PSNP4 Non-peptidergic (NP2.1), DRG [ J o . . [} . . .
(NP2.1), DRG 119 00441 220 391 529 0244 431 164 260 0.756 142 5.09 00225 597 183 0222 13 493 0.0443
213 PSNPS  Non-peptidergic [ ] . () () () [ () [ ) ° 213 PSNP5 Non-peptidergic (NP2.2), DRG [ ] o o ° o o [ ) °
(NP2.2), DRG %08 00232 184 243 512 0.556 103 145 202 0.455 1.36 497 000 0933 202 0114 7.14 457 0.728
214 Non-peptidergic [ ] . [ ] . . [ ] [ . . 214  PSNP6 Non-peptidergic (NP3), DRG . . [ ] [ ] [ ] [ ]
(NP3), DRG 653 00873 103 352 472 121 3.82 7.19 25 00610 257 0.67 00154 0539 111 0.469 0.43 377 1.95

Data was extract from MouseBrain.org



