
Figure S3: Maternal microbiome – Beta diversity and HIV data
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The relationship between paired intra-individual similarity between delivery and 62 weeks 
and CD4 count (S3A) and log viral load (S3B). The relationship between inter-individual 
similarity at delivery and  CD4 count and log viral load (S3C – D) The relationship between 
paired intra-individual similarity between delivery and 62 weeks and CD4 count (S3A) and 
log viral load (S3B). The relationship between inter-individual similarity at delivery and  CD4 
count and log viral load (S3C – D)


