
0
5
10
15
20
25
30

Pr
ed

ic
te

d 
AE

50 100 150

50

100

150
50 100 150 50 100 150 50 100 150 50 100 150

50 100 150

50

100

150
50 100 150 50 100 150 50 100 150 50 100 150

50 100 150

50

100

150
50 100 150 50 100 150 50 100 150 50 100 150

50 100 150

50

100

150
50 100 150 50 100 150 50 100 150 50 100 150

50 100 150

50

100

150
50 100 150 50 100 150 50 100 150 50 100 150

50 100150200

50
100
150
200

50 100150200 50 100150200 50 100150200 50 100150200

50100150200

50
100
150
200

50100150200 50 100150200 50100150200 50 100150200

50 100150200

50
100
150
200

50 100150200 50 100150200 50 100150200 50 100150200

50100150200

50
100
150
200

50100150200 50100150200 50100150200 50 100150200

50 100150200

50
100
150
200

50 100150200 50 100150200 50 100150200 50 100150200

0 50 100 150
40

60

80

100

0 50 100 150
20
40
60
80

100

0 50 100 150
20
40
60
80

100

0 50 100 150
40

60

80

100

0 50 100 150
40

60

80

100

0 50 100 150 200
20
40
60
80

100

0 50 100 150 200
40

60

80

100

0 50 100 150 20020

40
60
80

100

0 50 100 150 200
20
40
60
80

100

0 50 100 150 200
50
60
70
80
90

100

MORIYA_3327

UWK_01815

dqs_2375

Deval_3129

Pcar_1538

Nmul_A0242

DRN02_015375

AVR78_09570

Pfl01_2814

VpsN

0
5
10
15
20
25
30

Pr
ed

ic
te

d 
AE

0
5
10
15
20
25
30

Pr
ed

ic
te

d 
AE

0
5
10
15
20
25
30

Pr
ed

ic
te

d 
AE

0
5
10
15
20
25
30

Pr
ed

ic
te

d 
AE

0
5
10
15
20
25
30

Pr
ed

ic
te

d 
AE

0
5
10
15
20
25
30

Pr
ed

ic
te

d 
AE

0
5
10
15
20
25
30

Pr
ed

ic
te

d 
AE

0
5
10
15
20
25
30

Pr
ed

ic
te

d 
AE

0
5
10
15
20
25
30

Pr
ed

ic
te

d 
AE

<50 >90

pLDDT

Model 1 Model 2 Model 3 Model 4 Model 5

Amino acid residuesAmino acid residues

pL
D

D
T

pL
D

D
T

pL
D

D
T

pL
D

D
T

pL
D

D
T

pL
D

D
T

pL
D

D
T

pL
D

D
T

pL
D

D
T

pL
D

D
T

Deval_3129
Desulfovibrio vulgaris

268aa
unknown

Nmul_A0242
Nitrosospira multiformis

264aa
unknown

dqs_2375
Azoarcus olearius

269aa
unknown

UWK_01815
Desulfocapsa sulfexigens

270aa
Wzx/y

Pcar_1538
Pelobacter carbinolicus

268aa
Wzx/y

Pfl01_2814
Pseuodomonas fluorescens 

177aa
Wzx/y

MORIYA_3327
Moritella yayanosii 

173aa
Wzx/y

DRN02_015375
Sphingomonas paucimobilis

183aa
Wzx/y

AVR78_09570
Klebsiella quasipneumoniae

184aa
Wzx/y

VpsN
Vibrio cholerae

175aa
Wzx/y

average pLDDT: 95.8
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