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Figure S1) Flowchart of the individual steps leading to the establishment of the
SBP repertoire of the 49 bacterial model strains used in this work.
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Table S1) Assignation of a lifestyle to the different bacterial strains.

Strain Lifestyle/Isolation source |[Comments Ref.

Thermotoga maritima| Sediments (marine/freshllsolated from a geothermal heated marine sediment (anaerobic marine| (1)

MSBS water) mud) at Porto di Levante, Vulcano, Italy. Free living, non-spore-
forming, rod-shaped bacterium. Grows optimally at 80 °C. Metabolizes
many simple and complex carbohydrates including glucose, sucrose,
starch, cellulose and xylan. Habitat: Marine, marine sediment, mud.

Chlamydia  trachomatis)| Human/animal pathogen Genitotropic isolate, isolated from the cervix of an asymptomatic| (2)

D/UW-3/CX female. Opportunistic human pathogen. Causal agent of preventable
blindness and sexually transmitted disease (STD) in humans.

Borrelia burgdorferi B31 | Human/animal pathogen Isolated from ticks, Ixodes dammini, in New York in 1981. Human and| (3)
animal pathogen, aetiologic agent of Lyme disease.

Spirochaeta thermophila| Fresh/marine waters Isolated from a marine hot spring in Shiashkoten island (Russia). Free| *

7Z-1203 (=DSM 6578) living, non-pathogenic. Habitat: Aquatic, hot spring, marine.

Synechocystis sp. PCC| Fresh/marine waters Isolated from freshwater lake in 1968. Photosynthetic cyanobaceria,| (4)

6803 non-pathogenic.

Anabaena cylindrica PCC| Fresh/marine waters [solated from water, most likely pond, in Cambridge (UK) in 1939, °

7122 Photosynthetic bacterium. Free living, non-pathogenic.

Streptomyces  coelicolor| Soil Saprophytic soil-dwelling, filamentous bacteria. Antibiotic producer.| (5)

A3(2) Free-living.

Nocardia brasiliensis) Human/animal pathogen Isolated from human mycetoma in Monterrey (Mexico) in 1989. Largely| (6)

ATCC 700358 found in in vitro and experimental models of actinomycetoma. Soil




inhabitant actinobacterium. Human pathogen.

Mycobacterium Human/animal pathogen Isolated from a human lung in 1905 and passaged outside of the human| (7)

tuberculosis H37Rv host. Human and animal pathogen. Susceptible to drugs and amenable to
genetic manipulation. Causal agent of tuberculosis.

Clostridium botulinum A| Human/animal pathogen Isolated from a case of foodborne botulism associated with canned peas| (8)

str. ATCC 3502 in California in the early 1920s. Causative agent of botulism in humans
and animals. Can live in soils.

Lactobacillus acidophilus)| Human intestinal microflora [First isolated in the 1970s from human feces. Contribute to the| (9)

NCFM organisms' gastric survival and promote interactions with the intestinal
mucosa and microbiota. Habitat: Host, intestinal tract, oral cavity,
vagina. Probiotic strain. Non-pathogenic.

Lactococcus lactis subsp.| Food The strain 1L1403 is a plasmid-free derivative of the strain 1L594, (10)

lactis 111403 isolated from a cheese starter culture. Now used as a lab workhorse.
Free-living.

Streptococcus Human/animal pathogen Avirulent laboratory-adapted Streptococcus pneumoniae D39 derivative| (11)

pneumoniae R6 that lacks polysaccharide capsule. D39 is a clinical isolate from 1916.
Human and animal pathogen. Causal agent of pneumococcal disease.
Strain R6 is genetically tractable and is used worldwide as a standard
laboratory strain.

Staphylococcus ~ aureus| Human/animal pathogen Isolated in 1960 from a sepsis patient. Host associated. Causative agent| (12)

NCTC 8325 of staphylococcal scarlet fever and toxic-shock syndrome. Human
pathogen.

Geobacillus Oil reservoir Isolated from a deep-subsurface oil reservoir in Dagang oilfield,| (13)

thermodenitrificans Northern China. Non-pathogenic. Habitat: Fresh water, oil fields.

NG80-2




Bacillus Soil Isolated from a plant-pathogen infested soil and its organic material.| (14)

amyloliquefaciens FZB42 Plant root-colonizing bacterium. Stimulates plant growth and produces
secondary metabolites that suppress soil-borne plant pathogens.

Bacillus  subtilis subsp.| Soil Radiation induced mutant of the Bacillus subtilis Marburg strain in| (15)

subtilis 168 1947. Highly transformable and tryptophan auxotroph strain. Used
worldwide as a standard laboratory strain. Nonpathogenic, aerobic,
endospore-forming, rod-shaped bacterium. Bacillus subtilis species are
commonly found in soils.

Bdellovibrio Soil Soil isolate. Free living. Predator of other Gram-negative bacteria.| (16)

bacteriovorus HD100 Habitat: Fresh water, soil. Bacteriolytic, ectoparasite.

Helicobacter pylori Human/animal pathogen Isolated from a patient in the United Kingdom with gastritis. Human| (17)

26695 pathogen. Causes gastric inflammation and ulcer.

Neisseria meningitidis| Human/animal pathogen Isolated from a patient with meningococcal meningitis in the UK. (18)

MC58 Human pathogen. Causes meningococcal infection and septicemia.

Bordetella pertussis)] Human/animal pathogen Originally isolated from a patient with whooping cough in Japan in the| (19)

Tohama I 1950s, and used as a vaccine strain. Human pathogen. Causal agent of|
Pertussis - respiratory infection

Comamonas testosteroni| Active sludge Strain CNB-2 is a mutant of C. festosteroni CNB-1 that lost the| (20)

CNB-2

degrading plasmid pCNBI1. Strain CNB-1 was isolated from activated
sludge. Capable of mineralizing complex and xenobiotic compounds,
such as testosterone and 4-chloronitrobenzene (CNB). Free living.

Burkholderia cepacia 383

Soil

Isolated from forest soil in Trinidad in 1958. Nitrogen fixer.
Burkholderia cepacia strains are common opportunistic pathogens that
cause lung infections in immunocompromised and cystic fibrosis
patients. Habitat: Host, rhizosphere, soil.




Ralstonia solanacearum| Plant pathogen Isolated from a wilted tomato plant in the French Guyana. Plant| (21)
GMI1000 pathogen. Ralstonia solanacearum species are devastating, soil-borne
plant pathogens that are the agents causing bacterial wilt disease in over|
200 plant species, important crops like potato, tomato, peanut, eggplant
and banana.
Sphingomonas  wittichii| Fresh/marine waters Isolated from river Elbe (Germany) due to its ability to grow on toxic| (22)
RWI1 dioxin pollutants as the sole carbon and energy source.
Caulobacter  crescentus| Fresh/marine waters Isolated from a pond water in the USA. Free-living non-pathogenic| (23)
CB15 bacterium.

Rhodobacter sphaeroides

Fresh/marine waters

Unknown isolation source. Metabolically diverse, nonsufur, denitrifier,

(24)

ATCC 17025 phototrophic bacterium. Can detoxify metal oxides. Non-pathogenic.
This species is frequently found in soils, in anoxic zones of waters, mud,
sludge, and in organic-rich water habitats. Free living.

Azospirillum Beneficial plant associated |Isolated from a wheat (77iticum aestivum L.) root in Brazil. Bacteria of| (25)

baldaniorum Sp245"

the genus Azospirillum are found primarily in terrestrial habitats, where

(formerly AZO?PZ"’ illum they colonize roots of important cereals and other grasses and promote

brasilense Sp245°) plant growth by several mechanisms, including its ability to fix
atmospheric nitrogen and to produce plant-beneficial compounds.
Habitat: Rhizosphere, soil.

Brucella abortus 2308 Human/animal pathogen Highly virulent strain recovered in 1940 from an aborted fetus of a cow.| (26)
The host range is humans, cattle, and certain other domestic animals.
Host-associated. Intracellular parasite. Causes spontaneous abortion.

Sinorhizobium  (Ensifer)| Beneficial plant associated |Endosymbiont of alfalfa (Medicago sativa) and its close relative| (27)

meliloti 1021

\Medicago truncatula. Forms agronomically important N,-fixing root
nodules in legumes. The strain 1021 is a streptomycin resistant

derivative of the strain 2011 - a nitrogen-fixing symbiont capable of




living either free in the soil or in symbiotic association with roots of|
legume plants such as the model legume Medicago truncatula.

Agrobacterium  fabrum| Plant pathogen Isolated from a cherry tree (Prunus sp. Cv. Montmorency) tumor. Plant| (28)
C58 pathogen. Causal agent of crown gall disease in plants.
Acinetobacter baumannii Human/animal pathogen Isolated from a patient with bloodstream infection at Walter Reed Army| (29)
ABO0057 Medical Center (USA). Human pathogen. Acinetobacter baumannii is
the leading cause of opportunistic nosocomial infections in
immunocompromised hosts. This human pathogen is responsible for a
vast array of infections, of which ventilator-associated pneumonia and|
urinary tract and bloodstream infections are the most common.
Xanthomonas campestris| Plant pathogen Isolated from cabbage (Brassica oleracea var. gemmifera). Plant| (30)
pv. campestris ATCC pathogen. Causes black rot, which affects crucifers such as Brassica and
33913) Arabidopsis.
Legionella pneumophila) Human/animal pathogen Isolated from a lung specimen of a patient who had died from| (31)
subsp. pneumophila str. Legionnaires' disease. Human pathogen. Causal agent of Legionellosis.
Philadelphia-1
Shewanella  oneidensis| Sediments (marine/freshSediment isolate from the Oneida lake in New York (USA).| (32)
MR-1 water) Facultatively aerobic bacterium with diverse respiratory capacities (i.e.
reduction of iron and manganese oxides). Model organism for|
bioremediation studies.
Aliivibrio fischeri MJ11 | Animal symbiont Isolated from the light organ of the japanese pinecone fish, Monocentris| (33)
japonica, in Japan. Fish symbiont. Host-associated.
Vibrio  cholerae  O1| Human/animal pathogen Isolated from a stool from a cholera patient in an epidemic outbreak in| (34)

biovar El Tor str. N16961

Bangladesh in 1971. Hemolysin producer. Habitat: Gastrointestinal tract.
Human pathogen. Causal agent of cholera disease.




Azotobacter vinelandii DJ| Soil A high-frequency transforming variant of Azotobacter vinelandii UW| (35)
generated in 1984 through multiple rounds of transformation. UW is a
soil bacterium related to the Pseudomonas genus that fixes nitrogen
under aerobic conditions, while simultaneously protecting nitrogenase
from oxygen damage. Stores polyhydroxybutyrate. Free living.

Pseudomonas  syringae| Plant pathogen Isolated in 1960 from tomato in the Channel Islands in Guernsey, United| (36)

pv. tomato DC3000 Kingdom. Causes bacterial speck disease in plants including tomato and
\Arabidopsis thaliana. Habitat: Plant endophyte, fresh water, soil.

Pseudomonas fluorescens| Soil Isolated in 1987 from an agricultural loam soil in Massachusetts (USA).| (37)

Pf0-1 Considered as a bacterium potentially important for biocontrol and
bioremediation. Rhizosphere colonizer. Habitat: Soil, terrestrial,
rhizosphere. Non-pathogenic.

Pseudomonas putida| Soil Saprophytic soil isolate. Rhizosphere colonizer, plant-growth promoter| (38)

KT2440 and biocontrol agent. Plasmid-free derivative of a toluene-degrading
bacterium, P. putida mt-2. Certified as a biosafety host for the cloning of]
foreign genes.

Pseudomonas aeruginosa] Human/animal pathogen A spontaneous chloramphenicol-resistant mutant of the original PAO| (39)

PAOI1 strain (earlier called P. aeruginosa strain 1) that had been isolated in
1954 from a wound in Melbourne, Australia. Now a lab workhorse.
Intrinsically resistant to antibiotics and disinfectants. Opportunistic
human pathogen. Habitat: Fresh water, host, soil, wastewater.

Pectobacterium Plant pathogen Isolated from a potato stem with blackleg disease symptoms in 1985 in| (40)

atrosepticum SCRI1043 Perthshire, Scotland. Plant pathogen. Causative agent of soft rot and
blackleg potato diseases.

Photorhabdus Human/animal pathogen A symbiont of the nematode Heterorhabditis bacteriophora isolated on| (41)

luminescens subsp. Trinidad and Tobago. Host associated. Can cause septicemia and




laumondii TTO1

toxemia. Symbiotic with soil entomopathogenic nematodes and
pathogenic to a wide range of insects.

Yersinia pestis Nepal516

Human/animal pathogen

Isolated from a human infection in Nepal, possibly from a 1967 outbreak|
of pneumonic plague. Causal agent of bubonic and pneumonic plague.
Human pathogen. Habitat: host and soil.

(42)

Serratia plymuthica S13

Beneficial plant associated

Isolated from the anthosphere of styrian oil pumpkin (Cucurbita pepo L.
subsp. pepo var. styriaca). Rhizosphere and endosphere colonizer.
Biocontrol agent.

(43)

Salmonella typhimurium
serovar Typhimurium|
LT2

Human/animal pathogen

Isolated from a human clinical infection at Stoke Mandeville hospital
(UK) in the 1940s. Model strain to studying the genetics of Sal/monella
worldwide. Human and animal pathogen. Leading cause of human
gastroenteritis.

(44)

Escherichia coli MG1655

Human intestinal microflora

MG1655 was derived from the strain W1485, which was derived from a
stab-culture descendant of the original K-12 isolate. This original E. coli
strain K-12 was obtained from a stool sample of a diphtheria patient in
Palo Alto (California, USA) in 1922. Colonizes the lower gut of|
humans and animals. Maintained as a laboratory strain with minimal
genetic manipulation, having only been cured of the temperate
bacteriophage lambda and F plasmid by ultraviolet light and acridine
orange, respectively.

(45)

Klebsiella  pneumoniae
HS11286

Human/animal pathogen

Human sputum isolate from a patient in Shanghai (China). Antibiotic
resistant. Human pathogen.

(46)

“NC 017583.1

®NC_019771.1 (chromosome), NC_019772.1, NC_020157.1, NC_019773.1, NC_019774.1, NC_020056.1, NC_019775.1 (six plasmids)



*NC_007509.1,NC_007510.1,NC_007511.1 (three chromosomes)
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Table S2) The SBP repertoire of the 49 bacterial model strains.

lignad family correctly predicted by TransportDB

ligand family not correctly predicted by TransportDB

single lignad predicted and experimentally determined ligands belong to the ligand family of the predicted compound
predicted ligand family is similar to the family of experimentally determined ligand(s)

Rhodobacter sphaeroides ATCC 17025

Number of ORFs in the proteome: 4208

Number of SBPs: 78 (1.85% of total)

Lifestyle Summary: FRESH/MARINE WATERS

SeqlID Gene Locus Pfam |Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes

ligands

A4WVU2 Rsph17025_2619 PF13407 |xylose

A4WP86 Rsph17025_0290 PF16868 |phosphonates

AAWWG6E Rsph17025_2844 PF00496 |dipeptide/oligopeptide

A4WSS3 Rsph17025 1543 PF03480 |C4-dicarboxylate

A4X0L4 Rsph17025_4333 PF03180 |methionine

AAWWG5 Rsph17025 2843 PF00496 [dipeptide/oligopeptide

A4WUI2 Rsph17025_ 2156 PF00496 |dipeptide/oligopeptide

A4WSB1 Rsph17025 1378 PF13416 |spermidine/putrescine

A4WYU1 Rsph17025_ 3688 PF16868 [phosphonate

A4WQM8 Rsph17025_0786 PF03180 |methionine

A4WYI9 Rsph17025_3584 PF13416 [sugar

A4WXN7 Rsph17025 3267 PF16868 |Unclassified

A4WPA45 Rsph17025_0249 PF01297 [manganese/zinc ion

A4WSNG6 Rsph17025_ 1506 PF00496 |oligopeptide

A4WXX2 Rsph17025_3355 PF13407 |rhamnose

A4WWFO Rsph17025 2828 PF04069 |glycine betaine

A4WR14 Rsph17025_0926 PF13458 [leucine/valine

A4WZK3 Rsph17025 3963 PF00496 |dipeptide/oligopeptide

A4WVH7 Rsph17025_2503 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)




A4WU89 Rsph17025 2062 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

A4WYH5 Rsph17025 3570 PF03480 |C4-dicarboxylate

AAWWL2 Rsph17025_2890 PFO0496 |oligopeptide

A4WXV8 Rsph17025 3341 PF03480 |C4-dicarboxylate

A4AWUY8 Rsph17025_2313 PF04069 |choline

A4AWXNS8 Rsph17025 3268 PF13458 [urea

A4WQ28 Rsph17025_0586 PF09084 |nitrate/sulfonate/taurine

A4WQK6 Rsph17025 0764 PF09084 [nitrate/sulfonate/taurine

A4WSH6 Rsph17025_1446 PF13416 [spermidine/putrescine

A4WQJ3 Rsph17025 0751 PF09084 [nitrate/sulfonate/taurine

A4WSB6 Rsph17025_1383 PF01497 |iron-hydroxamate

A4WP30 Rsph17025 0234 PF13407 |[ribose

A4WTV3 Rsph17025_1926 PF09084 |nitrate/sulfonate/taurine

A4WS65 Rsph17025_ 1330 PF13416 |spermidine/putrescine

A4WSJ6 Rsph17025_1466 PF09084 |nitrate/sulfonate/taurine

A4WXE1 Rsph17025 3171 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

A4WTX0 Rsph17025_ 1943 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

A4WQKS5 Rsph17025_0763 PF09084 |[glycine betaine

AAWPWS8 Rsph17025_0526 PFO0496 |oligopeptide

A4WXU8 Rsph17025 3331 PF01497 [iron-hydroxamate

A4AWXQ5 Rsph17025_3285 PF13416 [sugar

A4WP39 Rsph17025_ 0243 PF03480 |C4-dicarboxylate

A4AWRN4 Rsph17025_1147 PF01547 [sugar

A4WXR2 Rsph17025 3292 PF13458 [urea

AAWPG4 Rsph17025_0372 PF00496 |dipeptide/oligopeptide

A4WXT9 Rsph17025 3320 PF05048 |Not annotated in TransportDB

A4AWZ12 Rsph17025_3942 PF02608 [sugar

AAWT60 Rsph17025_ 1681 PF01547 |sugar

AAWWA44 Rsph17025_2721 PF13458 |urea

A4WWO08 Rsph17025 2685 PF13407 |xylose




A4XO0E7 Rsph17025 4264 PF01497 [iron-hydroxamate

AAWXMS8 Rsph17025_3258 PF03480 |CA4-dicarboxylate

A4AWTUG Rsph17025_ 1919 PF12849 |phosphate

AAWYQ5 Rsph17025_3651 PFO1547 [sugar

A4WUP7 Rsph17025 2221 PF13458 [leucine/valine

A4WXC1 Rsph17025_3151 PF01297 |zincion

A4WUV8 Rsph17025 2282 PF02608 |sugar

AAWZE2 Rsph17025_3901 PF13458 |urea

A4AWYF8 Rsph17025 3553 PF13416 |sugar

A4WR38 Rsph17025_0951 PF02608 [sugar

A4WXC9 Rsph17025 3159 | PF13416 [iron(lll)

AAWT65 Rsph17025_1686 PF03480 |C4-dicarboxylate

A4AWQM5 Rsph17025_0783 PF03180 [methionine

A4WPR2 Rsph17025_0470 PF13458 [leucine/valine

A4WXR5 Rsph17025 3295 PF16868 |phosphonates

A4WV85 Rsph17025_2411 PF03480 |C4-dicarboxylate

A4WZ00 Rsph17025 3750 PF03180 |methionine

A4WQV8 Rsph17025_0869 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

A4WU71 Rsph17025_2044 PF03480 |CA4-dicarboxylate

AdWWU7 Rsph17025 2975 PF09084 [nitrate/sulfonate/taurine

A4WSY8 Rsph17025_1609 PF03480 |CA4-dicarboxylate

A4WQL9 Rsph17025 0777 PF09084 [nitrate/sulfonate/taurine

A4WSS2 Rsph17025_1542 PF03480 |CA4-dicarboxylate

A4WY04 Rsph17025 3391 PF00496 |dipeptide/oligopeptide

A4AWTWS Rsph17025_1941 PF13458 [leucine/valine

A4WZA8 Rsph17025 3867 PF03480 |C4-dicarboxylate

A4WSTO Rsph17025_1550 PF03480 |CA4-dicarboxylate

A4WXP5 Rsph17025 3275 PF00496 [dipeptide/oligopeptide

A4AWQA9 Rsph17025_0667 PF13416 [spermidine/putrescine

Neisseria meningitidis MC58

Number of ORFs in the proteome: 2001




Number of SBPs: 11 (0.55% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
POAQY4 NMB0634 PF01547 [iron(lll)
QIJYG7 NMB1594 PF13416 [spermidine/putrescine
Q9KOL5 NMBO0578 PF05048 [Not annotated in TransportDB
Q9KOK8 NMBO0586 PF01297 [manganese/zinc ion
Q9KOH8 NMB0623 PF13416 |spermidine/putrescine
QI9KoU8 NMB0462 PF13416 [spermidine/putrescine
Q9JYFO NMB1612 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q9K035 NMB0787 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q7DD63 NMB1946 PF03180 [methionine
Q9JXUS NMB1880 PF01497 |iron-hydroxamate
QIJXL2 NMB1989 PF01497 [iron-hydroxamate

Helicobacter pylori 26695

Number of ORFs in the proteome: 1552

Number of SBPs: 7 (0.45% of total) |

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN
SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
025845 HP_1252 PF00496 |oligopeptide
026084 HP_1564 PF03180 |[methionine
025786 HP_ 1172 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
026083 HP_1562 PF01497 [iron-hydroxamate
025069 HP_0298 PF00496 |dipeptide/oligopeptide
026082 HP_1561 PF01497 [iron-hydroxamate
025594 HP_0940 PFO0497 [amino acid

(glutamine/glutamate/aspartate?)




Chlamydia trachomatis D/UW-3/CX

Number of ORFss in the proteome: 895

Number of SBPs: 9 (1.01% of total) |

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN
SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q9s529 CT_067 PF01297 [manganese/zinc ion Fe** Mn®*, Ni**, Fe** PDB: 6NSI; DOI: 10.1128/JB.00580-
19

084420 CT_415 PF01297 [manganese/zinc ion

084385 CT_381 PF00497 |amino acid Arginine DOI: 10.1074/jbc.M110.118513
(glutamine/glutamate/aspartate?)

084396 CT 391 PF04392 |Unclassified

084178 CT_175 PFO0496 |oligopeptide

084493 CT_486 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

084201 CT_198 PF00496 |oligopeptide

084486 CT_480 PF00496 |dipeptide/oligopeptide

084141 CT_139 PF00496 |dipeptide/oligopeptide

Pseudomonas putida KT2440

Number of ORFs in the proteome: 5527

Number of SBPs: 85 (1.54% of total)

Lifestyle Summary: SOIL

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q88DF8 PP_4867 PF13458 [leucine/valine
Q88DS5 PP_4748 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
Q88041 PP_0657 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
Q88KM6 PP_2264 PF13416 [sugar
Q88Q76 PP_0619 PF13458 [urea




Q88CKO0 PP_5180 PF13416 |spermidine/putrescine

Q88H37 PP_3528 PF09084 |[glycine betaine

Q88N00 PP_1418 PF03401 [tricarboxylate

Q88CJ9 PP_5181 PF13416 [spermidine/putrescine

Q88K38 PP_2454 PF13407 [ribose

Q88P38 PP_1015 PF13416 |sugar

Q88HYO PP_3223 PF00496 |dipeptide/oligopeptide

Q88RQ3 PP_0076 PF04069 [choline

Q88RA0 PP_0233 PF09084 |glycine betaine

Q88FF1 PP_4146 PF00496 |oligopeptide

Q88RB2 PP_0221 PF03180 [methionine

Q88KB8 PP_2372 PF13407 [ribose

Q88CM3 PP_5157 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88Q5S6 PP_0412 PF13416 |spermidine/putrescine

Q88HY6 PP_3217 PF09084 |nitrate/sulfonate/taurine

Q88CL5 PP_5165 PF03180 [methionine

Q88RA6 PP_0227 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88FX3 PP_3954 PF16868 [Unclassified

Q88MT2 PP_1486 PF13416 |spermidine/putrescine

Q88PG5 PP_0885 PF00496 |dipeptide/oligopeptide

Q88C54 PP_5329 PF12849 [phosphate

Q88R96 PP_0237 PF09084 |[glycine betaine

Q88HX4 PP_3229 PF09084 [nitrate/sulfonate/taurine

Q88J92 PP_2757 PF13407 [ribose

Q88FF0 PP_4147 PF00496 |oligopeptide

Q88GC3 PP_3801 PF01297 [manganese/zinc ion

Q88PG6 PP_0884 PF00496 |dipeptide/oligopeptide

Q88JJ3 PP_2656 PF12849 [phosphate

Q88J91 PP_2758 PF13407 [ribose

Q88l154 PP_3147 PF13416 [spermidine/putrescine

Q88HO7 PP_3558 PF04069 [glycine betaine




Q88F29 PP_4270 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88IX9 PP_2870 PF13416 |spermidine/putrescine

Q88JQ8 PP_2591 PF01497 |iron-hydroxamate

Q88PI0 PP_0870 PF04069 [glycine betaine

Q88NY2 PP_1071 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q88QG9 PP_0524 PF01497 |iron-hydroxamate

Q88N87 PP_1325 PF04348 |Not annotated in TransportDB

Q88RK9 PP_0120 PF01297 |zincion

Q88HL4 PP_3342 PF00496 |nickel

Q88GBO PP_3814 PF13416 [spermidine/putrescine

Q88NB5 PP_1297 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88R38 PP_0296 PF04069 [choline

Q88D05 PP_5024 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q88IC1 PP_3078 PF00496 |oligopeptide

Q88D72 PP_4955 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88K73 PP_2418 PF01497 [cobalamin

Q88G80 PP_3845 PF13416 [spermidine/putrescine

Q88EH7 PP_4486 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88NR4 PP_1141 PF13458 [leucine/valine

Q88GX4 PP_3593 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q88C42 PP_5341 PF13416 [spermidine/putrescine

Q88PH7 PP_0873 PF13416 |spermidine/putrescine

Q88HY9 PP_3213 PF09084 |nitrate/sulfonate/taurine

Q88J74 PP_2775 PF04069 [glycine betaine

Q88R30 PP_0304 PF04069 [choline

Q88RL7 PP_0112 PF03180 [methionine




Q88EM6 PP_4428 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88DX9 PP_4689 PF01497 [iron-hydroxamate

Q88R52 PP_0282 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q88C98 PP_5283 PF00496 |dipeptide/oligopeptide

Q88EK4 PP_4458 PF00496 |dipeptide/oligopeptide

Q88D49 PP_4979 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q88J97 PP_2752 PF13458 [leucine/valine

Q88QH2 PP_0521 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88PG8 PP_0882 PF00496 |dipeptide/oligopeptide

Q88J79 PP_2770 PF13458 |branched-chain amino acid

Q88GU3 PP_3624 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88GJ3 PP_3729 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88M34 PP_1741 PF04069 [glycine betaine

Q88HX5 PP_3228 PF09084 |nitrate/sulfonate/taurine

Q88KU4 PP_2195 PF13416 |spermidine/putrescine

Q88NNS PP_1169 PF03480 |C4-dicarboxylate

Q88F98 PP_4200 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88F53 PP_4246 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q88GC0 PP_3804 PF01297 [manganese/zinc ion

Q88J98 PP_2751 PF13458 [leucine/valine

Q88GK2 PP_3719 PF13416 |spermidine/putrescine

AOA140FW9 PP_5538 PF13458 [leucine/valine

Q88JH3 PP_2676 PF00497 [amino acid

(glutamine/glutamate/aspartate?)




Vibrio cholerae 01 biovar El Tor str. N16961

Number of ORFs in the proteome: 3782

Number of SBPs: 51 (1.35% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN
SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q9KR64 VC_1779 PF03480 [C4-dicarboxylate Sialic acid DOI: 10.1074/jbc.M111.281030;
PDB: 5LTC
Q9KTJ7 VC_0905 PF03180 [methionine
Q9KUEO VC_0581 PF04348 [leucine/valine
Q9KU25 VC_0704 PF13416 |spermidine/putrescine Norspermidine DOI: 10.1128/JB.187.21.7434-
7443.2005
Q9KQR9 VC_1929 PF03480 [C4-dicarboxylate Sialic acid DOI: 10.1099/mic.0.059659-0
Q9KLK6 VC_AO0737 PF13407 |xylose
Q9KPI6 VC 2381 PF01497 [iron-hydroxamate
Q9KUA3 VC_0620 PF00496 |dipeptide/oligopeptide Chitin, 2-acetamido-2- PDB: 1ZU0, 4GFR,
deoxy-beta-D-
glucopyranose-(1-4)-2-
acetamido-2-deoxy-beta-D-
glucopyranose
Q9KS97 VC_1362 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
Q9KUTS VC_0430 PF16868 |glycine betaine
Q9KKR3 VC_A1039 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
Q9KVE4 VC_0202 PF01497 |iron-hydroxamate
QIKKK6 VC_A1098 PF00496 |dipeptide/oligopeptide
Q9KT04 VC_1101 PF04392 |Unclassified Phenylalanine PDB: 3LKV
Q9KS36 VC_1425 PF13416 |spermidine/putrescine
Q9KRG2 VC_1680 PF00496 |oligopeptide
Q9KS37 VC_1424 PF13416 |spermidine/putrescine
Q9KN35 VC_A0130 PF13407 |ribose
Q9KN95 VC_A0070 PF12849 |phosphate




Q9KN22 VC_A0144 PF16868 |phosphonates

QI9KMO6 VC_A0583 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q9KRT7 VC_1549 PF13416 |sugar

Q9KT14 VC_1091 PF00496 |oligopeptide

QI9KKR8 VC_A1033 PFO1547 |sugar

Q9KVX8 VC_0010 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

HIL4S6 VC 0776 PF01497 |iron-hydroxamate

Q9KS90 VC_1369 PF09084 |nitrate/sulfonate/taurine

Q9KQB9 VC_2081 PF01297 |zinc

Q9KRH8 VC_1664 PF13416 |spermidine/putrescine

Q9KSI3 VC_1273 PF03480 (C4-dicarboxylate

Q9KLN3 VC_A0710 PFO0532 [trimethylamine N-oxide

Q9KRN3 VC_1603 PF00497 [Unclassified

Q9KKJ4 VC_A1113 PF13416 [spermidine/putrescine

Q9KLD9 VC_A0807 PF12727 [phosphate

Q9KLZ8 VC_A0591 PF00496 |oligopeptide

Q9KSD3 VC_1325 PF13407 [xylose

Q9KMU2 VC_A0227 PF01497 |iron-hydroxamate Enterobactin DOI: 10.1016/j.febslet.2012.03.043

Q9Ksc4 VC_1334 PF03401 |[tricarboxylate

Q9KKW9 VC_A0981 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q9KRW1 VC_1523 PF12849 [tungsten

QI9KLO5 VC_A0945 PF13416 [sugar (maltose?)

QIKKX2 VC_A0978 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q9KU09 VC_0721 PF12849 [phosphate

QI9KNV8 VC_2622 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q9KVH5 VC_0171 PF00496 |dipeptide/oligopeptide




QIKLI5 VC_A0759 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q9KL36 VC_A0913 PF01497 [iron-hydroxamate

QI9KRNS VC_1598 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q9KUM7 VC_0488 PF03480 |C4-dicarboxylate

Q9KRV6 VC_1528 PF00497 [Unclassified

QoKQY4 VC_1863 PF00497 |amino acid

(glutamine/glutamate/aspartate?)

Streptococcus pneumoniae R6

Number of ORFs in the proteome: 2030

Number of SBPs: 28 (1.38% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGE

N

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

POA4G3 sprl494 PF01297 |zinc

Q8DPB1 sprl257 PF12849 |phosphate

Q8DN64 spri1895 PF12849 [phosphate

POA4G1 spr1382 PF00496 |oligopeptide

P59214 spr1918 PF13416 [sugar (maltose?)

Q8bMmz7 spr2003 PF09084 |nitrate/sulfonate/taurine

Q8DQC2 spr0747 PF02608 [sugar

Q8DQ09 spr0906 PF01297 |[zinc Zinc DOI: 10.1016/j.jmb.2008.05.068;

PDB: 3CX3

Q8DP50 spr1353 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q8DRI6 spr0101 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q8DRG2 spr0146 PFO0497 |amino acid Glutathione PDB: 4EQ9
(glutamine/glutamate/aspartate?)

Q8DAQL3 spr0620 PFO0497 [amino acid

(glutamine/glutamate/aspartate?)




Q8DPF2 spr1194 PF00496 |dipeptide/oligopeptide

Q8DNH8 sprl1712 PF13416 |sugar

Q8CWTO spr0545 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q8DPC5 sprl243 PF13416 |spermidine/putrescine

Q8DPY6 spr0934 PF01497 |iron-hydroxamate Bis, tris- propane PDB: 4H59

Q8DNJ2 spri1687 PF01497 [iron-hydroxamate

Q8CWT1 spr0534 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q8DNI1 sprl707 PF00496 |oligopeptide

Q8DNU2 spri534 PFO1547 |sugar

Q8DPW4 spr0975 PF04392 [Unclassified

Q8DNUS8 spri527 PF13416 |sugar

Qs8DhQl1 spr0659 PF13458 [leucine/valine

Q8DRG1 spr0147 PF03180 |methionine

Q8DNN7 sprl620 PF13416 |sugar

Q8DR61 spr0327 PF00496 |oligopeptide

Q8DPB7 spr1251 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Legionella pneumophila subsp. pneumophila

str. Philadelphia-1

Number of ORFs in the proteome: 2930

Number of SBPs: 15 (0.51% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN
SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q57ZR88 Ipg2995 PF04348 [leucine/valine
Q577ZH3 Ipg0037 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
Q57yY81 Ipg0491 PFO0497 |[Unclassified
Q5ZWG0 lpgl125 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q5ZWX5 Ipg0959 PF00496 |oligopeptide




Q57zC3 Ipg0088 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q5ZWG2 lpgl123 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q577189 Ipg2273 PF13416 [sugar

Q5zUG3 Ipg1835 PF03180 [methionine

Q57xQ3 Ipg0678 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q5ZV75 Ipg1565 PF09084 [nitrate/sulfonate/taurine

Q5ZWE7 Ipg1138 PF13416 [spermidine/putrescine

Q57Y74 Ipg0498 PF13458 [leucine/valine

Q5zv85 Ipgl1555 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q577227 Ipg0184 PF13407 [ribose

Escherichia coli MG1655

Number of ORFs in the proteome: 4391

Number of SBPs: 49 (1.12% of total)

Lifestyle Summary: HUMAN INTESTINAL MICROFLORA
SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
P76223 b1754 PF13416 [spermidine/putrescine
P75853 b0936 PF09084 [nitrate/sulfonate/taurine
P38683 b0994 PFO0532 [trimethylamine N-oxide
P76042 b1310 PF01547 |sugar
P37676 b3579 PF03480 [C4-dicarboxylate 2,3-diketo-l-gulonate (2,3- |DOI: 10.1099/mic.0.28334-0
DKG)
P39172 b1857 PF01297 |zincion Zinc DOI: 10.1046/j.1365-
2958.1998.00883.x; PDB: 20GW,
208V, 2PRS, 2PS0, 2PS3, 2PS9,




POAFK9 b1123 PF13416 |spermidine/putrescine Polyamine (Spermidine /  [DOI: 10.1002/pro.5560051004;
Putrescine) DOI: 10.1074/jbc.271.16.9519;
DOI: 10.1016/0014-5793(94)00435-
8; PMID: 1939142; PDB: 1POT,
1POY
Q47537 b0365 PF04069 |[glycine betaine Taurine, 2- DOI: 10.1128/jb.178.18.5438-
Aminoethylphosphonic 5446.1996; PDB: 6SSY, 6STO0, 6ST1,
acid, N-(2-Acetamido)-2- 6STL
aminoethanesulfonic acid,
2-(N-
Morpholino)ethanesulfonic
acid (MES)
P39325 b4227 PF13407 |[ribose Galactose DOI: 10.1074/jbc.M109.054296
DOI: 10.107¢ b3453 PF13416 [sugar Maltose, Glycerol-3- DOI: 10.1111/j.1365-
Phosphate 2958.1988.tb00088.x
Q47622 b1294 PFO0496 |oligopeptide
DOI: 10.111 b3566 PF13407 |xylose Xylose PMID: 8581399
POAEM9 b1920 PFO0497 |amino acid Cystine / Cysteine DOI: 10.1016/0024-3205(93)90103-
(glutamine/glutamate/aspartate?) a; PMID: 4564569
P33913 b2177 PFO0496 |oligopeptide
P77269 b2548 PF13407 |[ribose
DOI: 10.101 b3020 PFO0496 |oligopeptide Deoxycholate DOI: 10.1111/1462-2920.12749
PMID: 85811 b1243 PF00496 |oligopeptide Tripeptide (Gly-Leu-125I-  |PMID: 2187863; PDB: 3TCF, 3TCG
Tyr)
P04816 b3458 PF13458 [leucine/valine Leucine, Isoleucine, Valine, |PMID: 3891753;
Threonine, Alanine 10.1002/jcb.240290305;
10.1016/0022-2836(89)90532-9
P77348 b1329 PF00496 |oligopeptide Murein tripeptide; Pro-Phe-|DOI: 10.1128/)B.180.5.1215-

Lys

1223.1998




PMID: 3891] b3544 PF00496 |dipeptide/oligopeptide Dipeptide; Pro-Gly; Gly-Leu [DOI: 10.1128/jb.173.1.234-
244.1991; DOI: 10.1111/j.1365-
2958.1991.tb01876.x; DOI:
10.1002/pro.5560041110; DOI:
10.1021/bi00051a006; PDB: 1DPP,

P45766 JW3236 PF00497 |amino acid

(glutamine/glutamate/aspartate?)
P33590 b3476 PF00496 [nickel Nickel, nickel butane-1,2,4- [DOI: 10.1111/j.1365-
tricarboxylate, Fe-L1, Fe-L2,]2958.1993.tb01247.x; DOI:
Ru(bpza)CO, 10.1074/jbc.M307941200; PDB:
1UIV, 3DP8, 3E3K, 50NO, 50N1,
50N4, 50N5, 50N8, 50N9, 6R4Q
P76108 b1440 PF13416 [spermidine/putrescine dsDNA DOI: 10.1016/j.bbrc.2016.01.137;
P33362 b2131 PF04069 |[glycine betaine Choline-O-sulfate, glycine |DOI:
betaine, and 10.1021/acs.biochem.5b00274
dimethylsulfoniopropionat
e
POAEUO b2309 PF00497 [amino acid Histidine DOI: 10.1021/bi00182a004
(glutamine/glutamate/aspartate?)

DOI: 10.102 b0197 PF03180 |methionine Methionine DOI: 10.1128/1B.184.17.4930-
4932.2002; PDB: 4YAH,

DOI: 10.100 b0811 PF00497 [amino acid Glutamine DOI: 10.1007/BF00430437; DOI:

(glutamine/glutamate/aspartate?)

10.1006/jmbi.1998.1675




POAEX9

b4034

PFO1547

sugar (maltose?)

Maltose, maltotriose,
maltodextrin, cyclodextrin

DOI: 10.1111/j.1432-
1033.1976.tb10383.x; PMID:
2155217; DOI:
10.2210/pdb1mbp/pdb; DOI:
10.1021/bi00159a003; DOI:
10.1016/s0969-2126(97)00253-0;
PDB: 1A7L, 1ANF, 1DMB

POAD96

b3460

PF13458

leucine/valine

Leucine, Isoleucine, Valine

pdb: 1715, 1716, 1717, 1Z18;

PMID: 3891753;
10.1002/jcb.240290305;
10.1016/0022-2836(89)90532-9;
DOI: 10.1016/0014-5793(77)80331-
1; DOI: 10.1016/0022-
2836(89)90531-7

P45464

JW3116

PF04348

Not annotated in TransportDB

Penicillin

P04846

b3661

PF03180

methionine

P31133

b0854

PF13416

spermidine/putrescine

Polyamine, putrescine

pdb: 1A99, 4)DF; PMID: 8416922;
DOI: 10.1007/s00726-013-1517-x;
DOI: 10.1074/jbc.273.28.17604

POAG82

b3728

PF12849

phosphate

Phosphate

pdb: 1A40, 1A40, 1A54, 1A55,
1IXG, 1IXH, 1IX], 1018, 1PBP, 1QUI,
1QUJ, 1QUK, 1QUL, 2ABH, DOI:
10.1038/347402a0; DOI:
10.1038/nsb0797-519; DOI:
10.1021/bi980428z2

POAFM2

b2679

PFO4069

glycine betaine

Glycine-betaine, proline-
betaine

pdb: 1RIL, 1R9Q; PMID: 3305496;
DOI: 10.1007/BF00290728; DOI:
10.3109/09687688.2012.754060;
DOI: 10.1074/jbc.M309771200




P09551 b2310 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
P76128 b1487 PF00496 |dipeptide/oligopeptide
P30859 b0863 PF00497 [amino acid Arginine DOI: 10.1111/j.1365-
(glutamine/glutamate/aspartate?) 2958.1995.mmi_17040675.x
P30860 b0860 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

P76142 b1516 PF13407 |rhamnose Al-2 DOI: 10.1128/1B.187.1.238-
248.2005; DOI:
10.1128/)B.187.6.2066-2076.2005

POAEL6 b0592 PF01497 |iron-hydroxamate Ferric enterobactin pdb: 2M6K, 2M6L; DOI:
10.1099/13500872-141-7-1647

P15028 b4290 PF01497 [iron-hydroxamate Fe(3+) dicitrate DOI: 10.1128/jb.171.5.2626-
2633.1989

P39265 b4088 PF13407 [ribose D-Allose pdb: 1GUB, 1GUD, 1RPJ; DOI:
10.1128/jb.179.24.7631-
7637.1997; DOI:
10.1006/jmbi.1999.2571

P07822 b0152 PF01497 |iron-hydroxamate Gallichrome, hydroxamate- |pdb: 1EFD, 1ESZ, 1K2V, 1K7S;

type siderophores, DOI: 10.1038/74048; DOI:
albomycin 10.1074/jbc.M109385200; DOI:
10.1007/BF02456611

P02924 b1901 PF00532 |[ribose L-arabinose, galactose pdb: 1ABE, 1ABF, 1APB, 1BAP,
2WRZ, SABP, 6ABP, 7ABP, 8ABP,
9ABP; DOI: 10.1016/0022-
2836(87)90607-3; PMID: 6885805;
PMID: 326784; DOI:
10.1016/50022-2836(05)80163-9;
PMID: 7031057; PMID: 326785;
PMID: 2204627

P37902 b0655 PFO0497 [amino acid Glutamate, aspartate PMID: 1091635; PMID: 1091636

(glutamine/glutamate/aspartate?)




P75797

b0830

PFO0496

dipeptide/oligopeptide

Glutathione

DOI: 10.1128/)B.187.17.5861-
5867.2005; DOI:
10.1155/2018/3429569

POAEES

b2150

PF13407

xylose

Sugars, galactose

pdb: 1GLG, 2FVY, 2FWO, 2GBP,
2HPH, 2IPL. 2IPM, 2IPN, 2QW1;
DOI: 10.1007/BF00267469; DOI:
10.1007/BF00330450; PMID:
7012152; DOI:
10.1073/pnas.80.7.1792; DOI:
10.1038/327635a0; DOI:
10.1126/science.3057628

P37028

b0158

PF01497

iron-hydroxamate

Cobalamin (Vit. B12)

pdb: 1N2Z, 1N4A, 1N4D, 2QI9,
4DBL, 4FI3, 5M29, 5M2Q, 5M34,
5M3B, 50VW; DOI:
10.1128/JB.184.3.706-717.2002;
DOI: 10.1073/pnas.262659699;
DOI: 10.1074/jbc.M212239200

P02925

b3751

PF13407

ribose

Ribose

pdb: 1BA2, 1DBP, 1DRJ, 1DRK,
1URP, 2DRI, 2GX6; PMID:
6313683; PMID: 3011793; PMID:
4608146; DOI:
10.1128/jb.158.2.674-682.1984;
25533465; DOI: 10.1016/0022-
2836(92)91033-l; PMID: 7982928;
9641984

Agrobacterium fabrum str. C58

Number of ORFs in the proteome: 5344

Number of SBPs: 169 (3.16% of total)

Lifestyle Summary: PLANT PATHOGEN

SeqlD

Gene Locus

Pfam Code

Ligand prediction by TransportDB

Q8UB32

Atu3185

PF13416

sugar




P35120 Atu6027 PFO0497 [amino acid Octopine, nopaline, pdb: 4P0Il, 4POW, 4POX, 4PPO,
(glutamine/glutamate/aspartate?) pyronopaline, histopine, 5ITO, 5ITP, 50T8, 50T9, 50TA,
octopinic acid, noroctopinic|{50TC, 50VZ; DOI:
acid, 10.1128/jb.174.3.841-849.1992
P25548 Atu2348 PF13407 |xylose Arabinose, galactose, pdb: 3URM, 3UUG, DOI:
galacturonate, D-xylose, D- |10.1128/jb.172.11.6442-
fucose 6446.1990; PMID: 8253785
A9CH17 Atud727 PF03401 |[tricarboxylate
Q7CTI9 Atu3881 PF13407 |rhamnose
Q7CYI8 Atul789 PF02608 [sugar
A9CF36 Atu3372 PF13407 |xylose
Q7Cvz2 Atu4d826 PF03480 [C4-dicarboxylate
Q7CRM8 Atu3114 PF13416 |sugar
A9CLC1 Atu5343 PF00496 |dipeptide/oligopeptide
Q7cvil Atu4687 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
A9CL62 Atu5459 PF01547 |sugar
Q7CZ25 Atul521 PF01297 |zincion
A9CFT2 Atu3891 PF13416 |sugar
A9CKIO Atu0249 PF03480 [C4-dicarboxylate
A9CEX5 Atu3253 PF03480 |C4-dicarboxylate
A9CLG5 Atu5268 PF03480 [C4-dicarboxylate
A9CESO Atu3158 PF03480 |C4-dicarboxylate
A9CF33 Atu3368 PF03480 |C4-dicarboxylate
A9CET7 Atu3178 PF01297 [manganese/zinc ion
Q7CRPO Atu3130 PF01547 [sugar
A9CKR7 Atu0063 PF13407 [ribose
Q7CVi6 Atud471 PF01297 [manganese/zinc ion
Q7D447 Atu5006 PF00497 |amino acid Glucopine, deoxy-fructosyl- [pdb: 5L90, 5LOM, , DOI:
(glutamine/glutamate/aspartate?) glutamine 10.1074/jbc.M116.745562
Q7D2V5 Atu5522 PF13458 |branched-chain amino acid
A9CLR3 Atu5058 PF13416 [sugar
A9CGS7 Atud525 PF00496 |dipeptide/oligopeptide




A9CF11 Atu3338 PF01547 |sugar
A9CLD8 Atu5312 PF01497 |iron-hydroxamate
A9CEVS Atu3222 PF13407 [ribose
A9CKB6 Atu0394 PF13416 [sugar
A9CEN1 Atu3088 PF13416 |spermidine/putrescine
A9CGV5 Atu4596 PF09084 |phosphonates
A9CK51 Atu0609 PF13416 |spermidine/putrescine
Q7CRP6 Atu3137 PF03480 |C4-dicarboxylate
A9CHW9 Atu2391 PF09084 |phosphonates
A9CL48 Atu5482 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
Q7Cs92 Atu3357 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
A9CKE7 Atu0305 PF13416 [sugar
A9CLG7 Atu5265 PF13416 |sugar
A9CH15 Atud719 PF00496 |dipeptide/oligopeptide
A9CLH3 Atu5253 PF00496 |dipeptide/oligopeptide
A9CGA5 Atu4243 PF13416 [spermidine/putrescine GABA pdb: 4EQ7, 4EUO, DOIL:
10.1111/mmi.12043
A9CEL8 Atu3063 PF13407 |rhamnose
A9CL91 Atu5403 PF13416 |sugar
A9CGIO Atu4361 PF01547 |sugar Maltotriose, maltose, pdb: 4QRZ, 4QSC, 4QSD
sucrose
Q7CWQO Atu2587 PF00496 |dipeptide/oligopeptide
A9CF22 Atu3352 PF01547 |sugar
A9CGY7 Atu4654 PF13416 [sugar
Q7CV59 Atu4519 PF13458 [urea
A9CLH5 Atu5249 PF13416 [spermidine/putrescine
A9CHR1 Atu2505 PF01547 |sugar
A9CF60 Atu3409 PF00496 |dipeptide/oligopeptide
Q7CTQ1 Atu3957 PF04069 [glycine betaine
A9CEU5S Atu3198 PF13407 |xylose
Q7CTE3 Atu3821 PF13407 [ribose




A9CEW7 Atu3239 PF13416 |sugar

Q7czca Atul399 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q7CSs07 Atu3260 PF03480 |C4-dicarboxylate

A9CI34 Atu2276 PF13458 [leucine/valine

A9CER5 Atu3151 PF13416 |sugar

A9CGU1 Atu4568 PF13416 |spermidine/putrescine

Q7D356 Atu5411 PF13416 |2-aminoethylphosphonate

Q7D260 Atu0116 PF03401 |[tricarboxylate

A9CKN9 Atu0126 PF02608 |sugar

A9CGT6 Atud552 PF13407 |xylose

Q7CSG3 Atu3433 PF00496 |dipeptide/oligopeptide

A9CF88 Atu3455 PF00496 |dipeptide/oligopeptide

A9CKYO Atu6073 PF00496 |dipeptide/oligopeptide

Q7CU99 Atu4192 PF00496 |dipeptide/oligopeptide

A9CKK7 Atu0199 PFO4069 |[glycine betaine

A9CH32 Atu4755 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A9CHTO Atu2469 PF03401 |[tricarboxylate

A9CLC6 Atu5330 PF03401 |[tricarboxylate

Q7D348 Atu5420 PF13416 |spermidine/putrescine

Q7CX03 Atu2460 PF01497 |iron-hydroxamate

Q7CSE8 Atu3415 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

A9CHFO Atu2744 PF03480 |C4-dicarboxylate

A9CFA6 Atu3487 PF13407 |rhamnose

Q7CSG2 Atu3432 PF09084 |phosphonates

Q7Cs16 Atu3269 PF00496 |dipeptide/oligopeptide

Q7CVF6 Atud626 PF00496 |dipeptide/oligopeptide

A9CFZ8 Atud4046 PFO4069 |[glycine betaine

A9CKL4 Atu0187 PF00496 |oligopeptide

Q7¢CVvI9 Atud661 PF00496 |dipeptide/oligopeptide

A9CGB3 Atu4252 PF01547 |sugar




Q7D230 Atu0157 PF09084 [nitrate/sulfonate/taurine

A9CJS1 Atu0895 PF04069 |[glycine betaine

Q7CSP9 Atu3533 PF13407 |rhamnose

A9CLJ7 Atu5220 PF04069 |[glycine betaine

A9CGQ9 Atu4489 PF03180 |[methionine

A9CENS Atu3102 PF01547 |sugar

A9CF80 Atu3444 PF00496 |dipeptide/oligopeptide

Q7Cv87 Atu4551 PF13407 |xylose

A9CET3 Atu3l74 PF01547 |sugar

A9CHX9 Atu2365 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A9CGF3 Atu4320 PF13407 |xylose

Q7CUZ5 Atud447 PF01547 |sugar

Q7CRS2 Atu3165 PF01547 |sugar

A9CF37 Atu3375 PF00496 |dipeptide/oligopeptide

A9CJ45 Atul404 PF01547 |sugar

Q7CWz6 Atu2467 PF13416 |2-aminoethylphosphonate

A9CKY3 Atu6070 PF13407 |xylose

A9CHP9 Atu2518 PF00496 |dipeptide/oligopeptide

A9CEK8 Atu3041 PF00496 |dipeptide/oligopeptide

A9CIN5 Atul774 PF00496 |oligopeptide

Q8u4z3 Atu4233 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A9CKZ1 Atu6059 PF09084 |nitrate/sulfonate/taurine

Q7CRMO Atu3106 PF13416 [sugar

Q7CZR9 Atul202 PF00496 |dipeptide/oligopeptide

Q7CXz0 Atu2060 PF04069 [choline

A9CGZ5 Atu4678 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

A9CII3 Atul879 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A9CG31 Atu4113 PF00496 |dipeptide/oligopeptide




A9CIW8 Atul577 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A9CGD4 Atu4d284 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A9CFV8 Atu3967 PF13416 |sugar

A9CLI2 Atu5237 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q7CVH6 Atud647 PF04069 [choline

Q7CUSO Atu4369 PF13407 |rhamnose

Q7CV99 Atu4564 PF13416 |sugar

Q7CYA2 Atul899 PF13407 [xylose

A9CF49 Atu3391 PF01497 |iron-hydroxamate

A9CF48 Atu3390 PF01497 [iron-hydroxamate

Q7CWO05 Atud842 PF13407 |rhamnose

Q7¢Cv72 Atu4535 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

A9CLQ4 Atu5071 PF00496 |dipeptide/oligopeptide

A9CENS Atu3096 PF13416 |sugar

Q7CT32 Atu3688 PF01497 [iron-hydroxamate

A9CJ39 Atul413 PF13458 [leucine/valine

A9CGS80 Atu4208 PF01547 [sugar (maltose?)

A9CL69 Atu5441 PF00496 |dipeptide/oligopeptide

A9CFE7 Atu3576 PF13407 |xylose

Q7CWI2 Atu2672 PF04392 |Unclassified

A9CGMS8 Atud431 PF00496 |dipeptide/oligopeptide

A9CK59 Atu0591 PF01547 |sugar

A9CL88 Atu5409 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q7CRG5 Atu3049 PF00496 |dipeptide/oligopeptide

A9CJJ9 Atul1046 PF09084 |nitrate/sulfonate/taurine

Q7CW67 Atu2817 PF13407 |rhamnose

A9CKA7 Atu0420 PF12849 |phosphate




Q7D1E1 Atu0479 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

A9CFZ3 Atu4033 PF13407 |rhamnose

Q7¢CvL9 Atud695 PF00496 |dipeptide/oligopeptide

A9CH25 Atud744 PF13407 |rhamnose

Q7CTC2 Atu3800 PFO4069 |[glycine betaine

A9CF65 Atu3416 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A9CEY9 Atu3282 PF01547 |sugar

A9CG38 Atu4123 PF13458 [urea

Q7CSs34 Atu3287 PF09084 |phosphonates

Q7CX36 Atu2422 PF13458 [leucine/valine Val, Pro, Ala, GABA pdb: 3IP5, 3IP6, 3IP7, 3IP9, 3IPA,

3IPC, DOI:
10.1074/jbc.M110.140715

A9CHS7 Atu2473 PF01497 [iron-hydroxamate

A9CEJS8 Atu3024 PF01547 |sugar

A9CI54 Atu2229 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A9CHL4 Atu2601 PF13416 |sugar

A9CEXO Atu3245 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A9CGN3 Atud4438 PF00496 |dipeptide/oligopeptide

A9CJ57 Atul1388 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A9CF79 Atu3442 PF00496 |dipeptide/oligopeptide

A9CGB6 Atu4259 PF00496 |oligopeptide

A9CGT1 Atu4d534 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A9CEX1 Atu3246 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q7CTWO Atud023 PF01497 [iron-hydroxamate

Q7CXGO Atu2281 PF04069 [choline

A9CLM6 Atu5129 PF13416 |spermidine/putrescine




A9CF53 Atu3396 PF01497 |cobalamin

A9CGMO Atud421 PF13416 |2-aminoethylphosphonate

Q7CYE9 Atul838 PF13458 [leucine/valine

Q52012 Atu6139 PF00496 |[dipeptide/oligopeptide Agrocinopine A, agrocin 84, |pdb: 4RA1, 4ZE8, 4ZE9, 4ZEB, 4ZEC,

D-Glucose-2-phosphate,
agrocinopine-3'-O-
benzoate, L-arabinose-2-
phosphate, L-arabinose-2-
isopropylphosphate, 2-
glucose-2-0O-lactic acid
phosphate

4ZED, 4ZEl, 4ZEK, 617W, DOI:
10.1128/jb.179.23.7559-
7572.1997; DOI:
10.1371/journal.ppat.1005071

Xanthomonas campestris pv. campestris (stra

in ATCC 33913 / DSM 3586 / NCPPB 528 / LMG 568 / P 25)

Number of ORFs in the proteome: 4127

Number of SBPs: 9 (0.22% of total) |

Lifestyle Summary: PLANT PATHOGEN

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q8P511 XCC3537 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
Q8PAF7 XCC1527 PF12849 |phosphate
Q8PAF6 XCC1528 PF12849 [phosphate
Q8P899 XCC2344 PF13416 [spermidine/putrescine
Q8PCGO XCC0774 PF09084 [nitrate/sulfonate/taurine
Q8P8N4 XCC2206 PF13416 [sugar
Q8P4S9 XCC3628 PF03180 [methionine
Q8PCL3 XCCO0711 PF04348 |Not annotated in TransportDB
Q8PE37 XCC0146 PF03480 |C4-dicarboxylate

Salmonella typhimurium (strain LT2 / SGSC1412 / ATCC 700720)

Number of ORFs in the proteome: 4533

Number of SBPs: 45 (0.99% of total)




Lifestyle Summary: HUMAN/ANIMAL PATHOGEN

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
P43020 STM4054 PF03480 |CA4-dicarboxylate
Q8zMmL1 STM2811 PF04069 [glycine betaine
Q7CPKO STM3557 PF13416 [sugar
P36634 STM1692 PF00496 |oligopeptide Antimicrobial peptides DOI: 10.1002/j.1460-
2075.1993.tb06089.x
P96062 STMO0429 PF01547 |2-aminoethylphosphonate Phosphonates DOI: 10.1128/jb.177.22.6411-
6421.1995
POA1WG6 STM3564 PF13458 [leucine/valine Branched chain amino acids|DOI:
10.1093/oxfordjournals.jbchem.al
23026
P19576 STM4229 PFO1547 [sugar (maltose?) maltose, sugars, acarbose |pdb: 3JYR, 6L0Z, 6L3E,
DOI: 10.1007/BF00331269; DOI:
10.1016/0167-4781(92)90492-i
POA2C7 STM1222 PF13416 [spermidine/putrescine
Q8zKQ1 STM4077 PF13407 |rhamnose Autoinducer-2, (2R,4S)-2- |pdb: 1TJY, 1TM2, DOI:
methyl-2,3,3,4- 10.1046/].1365-2958.2001.02669.x
tetrahydroxytetrahydrofura
n (R-THMF),
P17215 STM3567 PF13458 [leucine/valine Branched chain amino acids|DOI:
10.1093/oxfordjournals.jbochem.al
23026
P02910 STM2354 PFO0497 [amino acid Histidine pdb: 1HPB; DOI:

(glutamine/glutamate/aspartate?)

10.1038/298723a0; DOI:
10.1073/pnas.78.10.6038; PMID:
7007375; DOI:
10.1073/pnas.95.7.3495; DOI:
10.1074/jbc.274.2.739; PMID:
8307974




Q87PK2

STM1493

PFO4069

glycine betaine

Glycine betaine, choline-O-
sulfate

DOI: 10.1128/JB.00495-12

POA2C5

STM3884

PF13407

ribose

Ribose

PMID: 6415058

P06202

STM1746

PFO0496

oligopeptide

Oligopeptides

pdb: 1B05, 1BOH, 1B1H, 1B2H,
1B32, 1B3F, 1B3G, 1B3H, 1B3L,
1B40, 1B46, 1B4H, 1B4Z, 1B51,
1B52, 1B58, 1B5H, 1B5I, 1B5J,
1B6H, 1B7H, 1B9J, 1JET, 1JEU,
1JEV, 10LA, 10LC, 1QKA, 1QKB,
1RKM, 20LB, 2RKM, DOI:
10.1016/0022-2836(87)90332-9;
DOI: 10.1126/science.8202710;
DOI: 10.1016/s0969-
2126(01)00276-3; DOI:
10.1110/ps.8.7.1432;
https://doi.org/10.1006/jmbi.1999.
2929

Q97ZF60

STMO0665

PFO0497

amino acid
(glutamine/glutamate/aspartate?)

P02911

STM2355

PFO0497

amino acid
(glutamine/glutamate/aspartate?)

Arginine, positively charge
amino acids

pdb: 1LAF, 1LAG, 1LAH, 1LST,
2LAO, 50WF, 6FT2, 6MKU, 6MKW,
6MKX, 6MLO, 6ML9, 6MLA, 6MLD,
6MLE, 6MLG, 6MLI, 6MLJ, 6MLN,
6MLO, 6MLP, 6MLV, DOI:
10.1073/pnas.78.10.6038; DOI:
10.1016/j.bbamem.2013.08.024;
PMID: 1748660; PMID: 8496186

Q8Z7QM3

STMO0849

PFO0496

dipeptide/oligopeptide

Q8ZRP7

STMO0206

PF01497

iron-hydroxamate

Cobalamin

DOI: 10.1128/JB.181.17.5539-
5541.1999




P23905 STM2190 PF13407 |xylose Glucose; galactose; (2R)- doi: 10.1006/jmbi.1993.1549; doi:
glyceryl-beta-D- 10.1111/j.1742-
galactopyranoside 4658.2009.06945.x; PMID:

1967096; DOI:
10.1007/BF00330498; DOI:
10.2210/pdb1gbp/pdb; DOI:
10.1006/jmbi.1993.1549; PMID:
8132630

Q8ZRN1 STM0245 PF03180 [methionine

Q8ZLA9 STM3630 PF00496 |dipeptide/oligopeptide

Q8ZPA3 STM1633 PF00497 |amino acid D-Alanine PDB: 4F3S;

(glutamine/glutamate/aspartate?)

Q8ZM02 STM3169 PF03480 (C4-dicarboxylate

Q8ZNM8 STM2165 PFO4069 |[glycine betaine

Q8ZKX5 STM3857 PF12849 [phosphate

Q8XG72 STMO0890 PFO0497 [amino acid

(glutamine/glutamate/aspartate?)

Q8zM19 STM3142 PF01497 |iron-hydroxamate

Q8ZNKO STM2216 PF00496 |oligopeptide

Q87P68 STM1679 PF00496 |oligopeptide

Q9FA46 STM2786 PF03401 [tricarboxylate

Q8ZLH2 STM3528 PF12849 |[phosphate

Q7cQv2 STMO0887 PF00497 [amino acid

(glutamine/glutamate/aspartate?)
Q8ZNV8 STM1891 PF01297 |zincion Zinc doi: 10.1016/j.jmb.2011.04.036;
DOI: 10.1016/j.jmb.2011.04.036

Q8ZR34 STMO0594 PF01497 [iron-hydroxamate

Q95471 STMO0510 PF03180 [methionine

Q8ZRQO STMO0193 PF01497 [iron-hydroxamate

Q8zLU4 STM3264 PF04348 |Not annotated in TransportDB

Q8zKz4 STM3825 PF0O0532 [trimethylamine N-oxide

Q8zQKO0 STMO0877 PF13416 [spermidine/putrescine




HIL419 STM1954 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q7CPX8 STM2861 PF01297 [manganese/zinc ion

Q7CQwWo0 STMO0830 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q8zL79 STM3673 PF03480 |C4-dicarboxylate

Q8ZKA9 STM4351 PFO0497 |amino acid Arginine doi: 10.1002/prot.23060
(glutamine/glutamate/aspartate?)

Q8ZPY3 STM1255 PF00496 |dipeptide/oligopeptide

Bacillus amyloliquefaciens FZB42

Number of ORFs in the proteome: 3711

Number of SBPs: 33 (0.89% of total)

Lifestyle Summary: SOIL

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
A7Z1KO0 RBAM_004770 PF03480 |C4-dicarboxylate
A7Z3C6 RBAM_011380 PF00496 |dipeptide/oligopeptide
A7Z8W3 RBAM_031080 PF04069 |glycine betaine
A7727G3 RBAM_025810 PF01547 [sugar
A7Z0U0 RBAM_002120 PF01497 [iron-hydroxamate
A77147 RBAM_003240 PF04069 |glycine betaine
A722Q1 RBAM_009120 PF09084 |phosphonates
A772D8 RBAM_007800 PF03401 |[tricarboxylate
A7Z6R3 RBAM_ 023290 PF12849 |phosphate
A72723 RBAM_027610 PF09084 |nitrate/sulfonate/taurine
A7ZAF9 RBAM_036560 PF01497 [iron-hydroxamate
A7Z3R8 RBAM_012810 PFO0496 |oligopeptide
A77869 RBAM_028640 PF02608 [sugar
A778T8 RBAM_030830 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
A77816 RBAM_029810 PF03180 |methionine




A7Z1A1 RBAM 003780 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

A779G7 RBAM 033130 PF13407 |xylose

A77256 RBAM_009380 PF03180 [methionine

A7Z1B5 RBAM 003920 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

A77134 RBAM 003110 PF01297 [manganese/zinc ion

A77393 RBAM_011050 PF02608 |sugar

A7Z3D1 RBAM 011430 PF00496 |oligopeptide

A7Z1D1 RBAM_004080 PF01497 |iron-hydroxamate

A7Z339 RBAM_010510 PF01497 [iron-hydroxamate

A7Z8H1 RBAM_029660 PFO1547 |sugar

A77738 RBAM 024540 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

A7Z7V1 RBAM_027190 PF01547 |sugar

A7ZA87 RBAM_035840 PF01497 |iron-hydroxamate

A7Z8V8 RBAM 031030 PF04069 |glycine betaine

A7Z8P9 RBAM_030440 PF01497 |iron-hydroxamate

A7Z3B8 RBAM_ 011300 PF02608 |sugar

A726G3 RBAM_022280 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

A7Z8N6 RBAM_030310 PF01497 |iron-hydroxamate

Synechocystis sp. PCC 6803

Number of ORFs in the proteome: 3507

Number of SBPs: 27 (0.77% of total)

Lifestyle Summary: FRESH/MARINE WATERS

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

Q55200 sll0679 PF12849 |phosphate

Q55471 slr0529 PF01547 [Unclassified Glucosylglycerol, sucrose, |DOI: 10.1007/s002030000201

trehalose




P72827 slr1295 PF13416 [thiamin Iron (1) and iron (111) doi: 10.1074/jbc.M704136200;
DOI: 10.1128/)B.183.9.2779-
2784.2001; DOI:
10.1093/pcp/pcel06; DOLI:
10.1099/00221287-148-10-3293;
Q55146 sll0064 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
P72610 fecB PF01497 |Gene locus not annotated in Uniprot
Q55199 pstS PF12849 |Gene locus not annotated in Uniprot
Q55633 slr0341 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
P73732 slr1740 PF00496 |dipeptide/oligopeptide
P73325 SrrA PF01547 |Gene locus not annotated in Uniprot
P73615 slr1865 PF13416 |sugar
P74223 ginH PF00497 |Gene locus not annotated in Uniprot
P73785 pstS PF12849 |Gene locus not annotated in Uniprot
P73085 zntC PF01297 |Gene locus not annotated in Uniprot Zinc doi: 10.1016/j.jmb.2003.09.008;
doi: 10.1021/bi700763w
P72611 fecB PF01497 |Gene locus not annotated in Uniprot
P72593 fecB PF01497 |Gene locus not annotated in Uniprot
P73693 sl11699 PF00496 |dipeptide/oligopeptide
P72598 sl11202 PF01497 |iron-hydroxamate
P72707 sll0224 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
Q55723 sll0606 PF13458 [leucine/valine
Q55556 sll0174 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
P72750 sl11037 PF16868 |phosphonates
Q55387 natB PF01094 |Gene locus not annotated in Uniprot
P73589 dctP PF03480 |Gene locus not annotated in Uniprot
Q79EF9 mntC PF01297 |Gene locus not annotated in Uniprot Manganese doi: 10.1016/j.jmb.2005.03.006;

doi: 10.1107/5174430911300153X




Q55410 sll0540 PF12849 [phosphate
P74100 slr1962 PF03480 |C4-dicarboxylate
P73643 sll1762 PFO0497 |amino acid

(glutamine/glutamate/aspartate?)

Ralstonia solanacearum GMI1000

Number of ORFs in the proteome: 5002

Number of SBPs: 67 (1.34% of total)

Lifestyle Summary: PLANT PATHOGEN

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

Q8XU51 RSc3342 PF13458 [urea

Q8XY77 RSc1886 PF00496 |dipeptide/oligopeptide

Q8Y255 RSc0481 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q8XQC9 RSp1298 PF13458 [urea

Q8Yo071 RSc1173 PF00496 |oligopeptide

Q8XPR3 RSp1575 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q8XYMS5 RSc1733 PF13416 [spermidine/putrescine

Q8YOM6 RSc1017 PF13407 [ribose

Q8XVv97 RSc2934 PF13416 |iron(lll)

Q8XU03 RSc3391 PF09084 [nitrate/sulfonate/taurine

Q8XXLO0 RSc2103 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q8XX72 RSc2244 PF13458 [urea

Q8Y0S0 RSc0973 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q8XWN2 RSc2441 PF13458 [leucine/valine

Q8XXMO0 RSc2093 PF12849 |2-aminoethylphosphonate

Q8XPP6 RSp1592 PF13458 [leucine/valine

Q8XX55 RSc2261 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)




Q8XY84 RSc1879 PF13458 [leucine/valine

Q8XSD7 RSp0539 PF13458 [leucine/valine

Q8XXES8 RSc2166 PF03480 (C4-dicarboxylate

Q8XQS9 RSp1140 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q8Y2Q2 RSc0283 PF01497 |iron-hydroxamate

Q8XVG7 RSc2864 PF13458 [leucine/valine

Q8XQ39 RSp1447 PF13458 [leucine/valine

Q8XUPO RSc3147 PF13458 [leucine/valine

Q8XUA6 RSc3285 PF13458 [urea

Q8XUU5 RSc3088 PF03401 |[tricarboxylate

Q8XTU1 RSp0013 PF13458 [leucine/valine

Q8XV68 RSc2963 PF03401 |[tricarboxylate

Q8XQA3 RSp1383 PF09084 |nitrate/sulfonate/taurine

Q8XXP3 RSc2070 PF13458 [urea

Q8XVv94 RSc2937 PF13416 |iron(lll)

Q8Y0X1 RSc0922 PF03180 |methionine

Q8XQB6 RSp1370 PFO5048 |Not annotated in TransportDB

Q8XWG2 RSc2512 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q8XTY5 RSc3410 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q8Xu64 RSc3329 PF13458 [leucine/valine

Q8XZL5 RSc1380 PF00496 |dipeptide/oligopeptide

Q8XSJ3 RSp0481 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q8XWP5 RSc2428 PF13458 [leucine/valine

Q8XPK7 RSp1633 PF13407 |xylose

Q8XXD8 RSc2177 PF02608 [sugar

Q8XU93 RSc3300 PF13458 [leucine/valine

Q8XzY1 RSc1264 PF13416 [sugar

Q8Y396 RSc0084 PFO0497 |amino acid

(glutamine/glutamate/aspartate?)




Q8XYK8 RSc1750 PF13458 |urea

Q8XVG1 RSc2870 PF00496 |dipeptide/oligopeptide

Q8XxuY2 RSc3051 PFO1547 |sugar

Q8XQ56 RSp1430 PF13458 [leucine/valine

Q8Y3D6 RSc0044 PF00496 |dipeptide/oligopeptide

Q8XTC7 RSp0186 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q8XTP2 RSp0064 PFO4069 |[glycine betaine

Q8XR42 RSp1026 PF13407 |rhamnose

Q8XZ75 RSc1529 PF12849 |phosphate

Q8xXU83 RSc3310 PF12849 [phosphate

Q8XXHO RSc2144 PF01547 |sugar

Q8XUX2 RSc3061 PF13458 [leucine/valine Leucine PDB: 3LOP

Q8XYL8 RSc1740 PF04392 [Unclassified

Q8XWS6 RSc2394 PF01497 [iron-hydroxamate

Q8Y359 RSc0122 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q8XWG4 RSc2510 PF03480 |C4-dicarboxylate

Q8XRC7 RSp0931 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q8XX59 RSc2257 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q8Y004 RSc1241 PF13407 [xylose

Q8XU08 RSc3386 PF03180 [methionine

Q8XXV7 RSc2006 PF00496 |dipeptide/oligopeptide

Q8XVS1 RSc2758 PFO0532 [ribose

Bacillus subtilis subsp. subtilis 168

Number of ORFs in the proteome: 4260

Number of SBPs: 40 (0.94% of total)

Lifestyle Summary: SOIL

SeqID

Gene Locus

Pfam Code

Ligand prediction by TransportDB

Experimentally identified
ligands

References/pdb accession codes




034805 BSU33180 PF01497 [iron-hydroxamate
P42199 BSU03610 PF00497 |amino acid Cysteine DOI: 10.1128/1B.186.15.4875-
(glutamine/glutamate/aspartate?) 4884.2004
CoSP94 BSU10330 PF01497 [iron-hydroxamate Siderofores https://doi.org/10.1046/j.1365-
2958.2002.03113.x
P54941 BSU39610 PF01497 |iron-hydroxamate Siderofores DOI: 10.1128/)B.188.10.3664-
3673.2006
P54952 BSU39500 PF00497 |amino acid Cysteine DOI: 10.1128/1B.186.15.4875-
(glutamine/glutamate/aspartate?) 4884.2004
P54594 BSU09110 PF03180 [methionine Copper DOI: 10.1099/13500872-142-11-
3021
Q795R2 BSU30160 PF13416 [sugar
032156 BSU32600 PF01547 |sugar
P40400 BSU08840 PF09084 |[glycine betaine Alkanesulfonates, taurine, |DOI: 10.1099/00221287-144-9-
isethionate, sulfoacetate 2555
034439 BSUO7600 PF03401 |[tricarboxylate
P94421 BSU03830 PF01497 |iron-hydroxamate Siderophore (petrobactin) |DOI: 10.1073/pnas.0904793106
031518 BSU06970 PF13416 |sugar 2,6-anhydro-3-deoxy-L- PDB: 5Z6B; DOI:
threo-hex-2-enonic acid-(1- 110.1128/AEM.00147-07
2)-[beta-D-galactopyranose-
(1-4)]alpha-L-
rhamnopyranose
(trisacharide)
034335 BSU30270 PF01547 |sugar Sugars of raffinose family  |DOI: 10.1128/JB.00109-19
034852 BSU29370 PFO0497 [amino acid Cysteine DOI: 10.1128/)B.186.15.4875-
(glutamine/glutamate/aspartate?) 4884.2004
P42400 BSU03380 PF00497 |amino acid

(glutamine/glutamate/aspartate?)




031567 BSU08440 PF01497 [iron-hydroxamate Siderofores https://doi.org/10.1046/j.1365-
2958.2002.03113.x
034966 BSU02850 PF01297 [manganese/zinc ion Manganese, zinc PDB: 201E; DOI:
10.1128/)B.180.22.5815-
5821.1998; DOI:
10.1128/)B.184.23.6508-
6514.2002; DOI:
10.1093/jb/mvr098
034348 BSU07520 PF01497 [iron-hydroxamate Sidorofore DOI: 10.1128/JB.188.10.3664-
3673.2006
006989 BSU34610 PF13416 [sugar (maltose?) Maltose DOI: 10.1128/JB.00213-06
P37580 BSU33320 PF01497 |iron-hydroxamate Sidorofore, iron- DOI: 10.1128/)B.188.10.3664-
hydroxamate 3673.2006; DOI: 10.1111/j.1365-
2958.1993.tb01208.x
032243 BSU33810 PF04069 |glycine betaine Carnitine, glycine betaine, |doi: 10.1042/BJ20102097; doi:
choline, ectoine and 10.1016/j.jmb.2011.05.037; doi:
arsenobetaine 10.1111/1462-2920.13999; DOI:
10.1046/j.1365-
2958.1999.01354.x; DOI:
10.1128/jb.178.17.5071-
5079.1996; DOI:
10.1128/jb.178.17.5071-5079.1996
005252 BSU31540 PF02608 [sugar Guanosine DOI: 10.1128/JB.05899-11
Q45462 BSU33710 PF04069 |glycine betaine Glycine betaine, carnitine, [PDB: 6EYG, 6EYL, 6EYQ; DOI:

choline

10.1046/j.1365-
2958.1999.01354.x; DOI:
10.1128/jb.177.23.6874-

6880.1995; DOI: 10.1128/JB.06642-

11




P24141 BSU11430 PF00496 |oligopeptide Oligopeptides DOI: 10.1111/j.1365-
2958.1991.tb01838.x; DOI:
10.1128/jb.173.4.1388-1398.1991

034385 BSU30770 PF01297 [manganese/zinc ion Manganese DOI: 10.1046/j.1365-
2958.2000.01811.x; DOI:
10.1046/j.1365-2958.2003.03648.x

P37966 BSU07100 PF01547 |sugar

P46922 BSU03000 PF04069 |[glycine betaine Glycine betaine, proline doi: 10.1016/j.jmb.2005.12.085;

betaine, sulfobetaine doi: 10.1128/JB.00346-08; doi:
dimethylsulfonioacetate, 10.1111/1462-2920.13999; DOI:
arsenobetaine 10.1074/jbc.270.28.16701

032167 BSU32730 PF03180 [methionine Methionine DOI: 10.1016/j.resmic.2003.11.008

034406 BSU29380 PF00497 |amino acid Cysteine

(glutamine/glutamate/aspartate?)
P54535 BSU23980 PFO0497 |amino acid Arginine DOI: 10.1186/gb-2001-2-6-
(glutamine/glutamate/aspartate?) research0019
P40409 BSU01630 PF01497 |iron-hydroxamate Ferri-Bacillibactin, Ferri- doi: 10.1002/anie.200902495; doi:
Enterobactin, 10.1016/j.chembiol.2011.05.006;
triscatecholate siderophore |DOI: 10.1111/j.1365-
mimic mecam 2958.2007.05905.x

P42061 BSU11381/BSU11382 | PFO0496 |dipeptide/oligopeptide Nonapeptide VDSKNTSSW |doi: 10.1016/j.jmb.2004.10.089;
DOI: 10.1111/j.1365-
2958.1994.tb00436.x

P26906 BSU12960 PF00496 |oligopeptide

032436 BSU11300 PF02608 [sugar

P96600 BSU04440 PF03480 [C4-dicarboxylate Fumarate and succinate doi: 10.1099/00221287-146-2-263

034563 BSU27440 PF00497 |amino acid

(glutamine/glutamate/aspartate?)




P94528 BSU28750 PF01547 |sugar Arabinobiose, doi: 10.1128/JB.00832-10
arabinotriose,
arabinotetraose,
maltoriose, maltotetraose,
maltopentaose,
debranched arabinan
007009 BSU34160 PF13416 |Unclassified maltoheptaose, a- doi: 10.1111/j.1574-
cyclodextrin, B- 6968.2001.tb10862.x
cyclodextrin, y-cyclodextrin
P36949 BSU35960 PF13407 |xylose Ribose doi: 10.1099/13500872-140-8-
1829
P46338 BSU24990 PF12849 |phosphate Phosphate doi: 10.1128/jb.179.8.2534-
2539.1997

Geobacillus thermodenitrificans NG80-2

Number of ORFs in the proteome: 3424

Number of SBPs: 51 (1.49% of total)

Lifestyle Summary: OIL RESERVOIR

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
AdlQMm7 GTNG_2282 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
A4IPU7 GTNG_1999 PF00496 |dipeptide/oligopeptide
A41SL8 GTNG_2977 PF16868 |phosphonates
A4IN11 GTNG_1345 PF03180 |methionine
A4IKK6 GTNG_0478 PF00496 |dipeptide/oligopeptide
A4ITB6 GTNG_3227 PF13416 |2-aminoethylphosphonate
A4ISJO GTNG_2949 PF03180 |methionine
A4ILO4 GTNG_0626 PF13416 |spermidine/putrescine
A41JQ4 GTNG_0174 PF01497 |iron-hydroxamate
A4IP83 GTNG_1773 PF01547 |sugar




A4IT20 GTNG_3129 PF13407 |rhamnose

A4IPA7 GTNG_1801 PF13407 |xylose

A4IRZ5 GTNG_2754 PF09084 [nitrate/sulfonate/taurine

A4IT97 GTNG_3206 PF13416 [sugar

A4IPL6 GTNG_1915 PF04392 |Unclassified

A4IS05 GTNG_2764 PF01297 [manganese/zinc ion

A4IPC9 GTNG_1823 PF13416 |sugar

A4IMF7 GTNG_1137 PF02608 [sugar

A4IKD2 GTNG_0404 PF13416 |sugar

A4IMY3 GTNG_1317 PF01497 |iron-hydroxamate

A4IPBO GTNG_1804 PF13407 |rhamnose

A4ITD1 GTNG_3244 PF13416 [sugar

A4IPE9 GTNG_1843 PF03401 |[tricarboxylate

A4IT17 GTNG_3126 PFO1547 [sugar

A4ISH1 GTNG_2930 PF13458 [leucine/valine

A41KY9 GTNG_0611 PF13416 [sugar (maltose?)

A41QY8 GTNG_2397 PF12849 |phosphate

A4IPB9 GTNG_1813 PF13407 [ribose

A4ITR8 GTNG_3385 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

A4IPY4 GTNG_2036 PF09084 |phosphonates

A4ISM5 GTNG_2984 PF13458 [leucine/valine

A4ITG8 GTNG_3283 PF00496 |dipeptide/oligopeptide

A4ISE1 GTNG_2900 PF01497 |iron-hydroxamate

A4IQE4 GTNG_2199 PF01497 [iron-hydroxamate

A4IKV4 GTNG_0576 PF04392 |Unclassified

A4IRK2 GTNG_2611 PF09084 |glycine betaine

A4IPAO GTNG_1794 PF01547 [sugar

A41K07 GTNG_0277 PF04069 |glycine betaine

A4IPXO0 GTNG_2022 PF01547 [sugar

A4IP90 GTNG_1780 PF01547 |sugar

A4IP42 GTNG_1732 PFO5048 |Not annotated in TransportDB

AdIMU1 GTNG_1275 PF01497 [iron-hydroxamate




A4IL67 GTNG_0691 PF00496 |oligopeptide
A4IT61 GTNG_3170 PF13407 |xylose

A4ILLO GTNG_0836 PF13407 |rhamnose
A4INH9 GTNG_1513 PF13458 [leucine/valine
A4ILI8 GTNG_0824 PF01547 [sugar

A4IPP7 GTNG_1946 PF03480 |CA4-dicarboxylate
A4|PH8 GTNG_1874 PF03480 |C4-dicarboxylate
A4IPH6 GTNG_1870 PF03480 |C4-dicarboxylate
A4IKN1 GTNG_0503 PF03480 |C4-dicarboxylate

Mycobacterium tuberculosis H37Rv

Number of ORFs in the proteome: 3993

Number of SBPs: 17 (0.43% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGE

N

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

POWL77 Rv2585c¢ PF00496 [dipeptide/oligopeptide

POWGUS5S Rv1280c PF00496 |dipeptide/oligopeptide

POWGT7 Rv0928 PF12849 |phosphate Phosphate doi: 10.1002/prot.24548; doi:
10.1016/j.tube.2010.09.004

POWGU1 Rv0934 PF12849 |phosphate Phosphate doi: 10.1128/1AI1.73.3.1898-
1902.2005; doi: 10.1016/s0969-
2126(03)00109-6

POWGU7 Rv1166 PF00496 |dipeptide/oligopeptide

POWGT9 Rv0932c PF12849 |phosphate Phosphate doi: 10.1128/1A1.73.3.1898-
1902.2005

POWGU9 Rv1235 PF01547 |sugar Trehalose doi: 10.1073/pnas.1014642108

P96257 Rv0411c PFO0497 [amino acid Aspartate, glutamate, doi: 10.1128/mBi0.00931-18

(glutamine/glutamate/aspartate?) asparagine
053291 Rv3044 PF01497 |iron-hydroxamate
053485 Rv2041c PF01547 |sugar




P71619 Rv2833c PF13416 |sugar Glycerophosphocholine, doi: 10.1021/acschembio.9b00204
glycerophosphoserine,
glycerophosphoethanolami
ne, glycerophosphoinositol,
glycerophosphoinositol-4-
phosphate
007257 Rv2059 PF01297 [manganese/zinc ion
P71894 Rv2318 PF01547 |sugar D-glucosamine, D- doi: 10.1098/rsob.160105
galactosamine, D-
mannosamine, muramic
acid, D-glucosamine-6-
phosphate
L7N6B2 Rv0265c PF01497 |iron-hydroxamate
069725 Rv3759c PF04069 |glycine betaine
050459 Rv1244 PF04069 |[glycine betaine
16X811 Rv3666¢ PF00496 |oligopeptide Tetrapeptide (Ser-Ser-Val- |[doi: 10.1038/s41467-019-12109-5

Thr), tetrapeptide (Val-Val-
Val-Val), heme and
hemoglobin

Borrelia burgdORFseri B31

Number of ORFs in the proteome: 1290

Number of SBPs: 12 (0.93% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

051233 BB_0215 PF12849 |phosphate Phosphate doi: 10.1002/pro.2406

POCL55 BB_0385 PF02608 |sugar

Q45010 BB_0383 PF02608 [sugar

Q45011 BB_0382 PF02608 [sugar

POCL65 BB_0384 PF02608 [sugar

051298 BB_0319 PF02608 |sugar




051308 BB 0330 PF00496 |oligopeptide

051584 BB_0639 PF13416 [spermidine/putrescine

H7C7K8 BB B16 PF00496 |oligopeptide Peptide of unknown PDB: 4GL8
sequence

051169 BB 0144 PF04069 |glycine betaine Glycine-betaine PDB: 3TMG

051307 BB_0328 PFO0496 |oligopeptide

050927 BB A34 PF00496 |oligopeptide

Caulobacter crescentus CB15

Number of ORFs in the proteome: 3720

Number of SBPs: 9 (0.24% of total) |

Lifestyle: Isolated from a pond water in the USA. Free-living non-pathogenic environmental isolate

Lifestyle Summary: FRESH/MARINE WATERS

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q9AB8AS8 CC_1446 PF03480 |CA4-dicarboxylate
Q9A3R5 CC_3137 PF13416 |spermidine/putrescine
Q9A536 CC_2633 PF09084 |nitrate/sulfonate/taurine
Q9A793 CC_1833 PF09084 [nitrate/sulfonate/taurine
Q9A8B3 CC_1441 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
Q9A904 CC_1191 PF01497 |iron-hydroxamate
Q9A507 CC_2664 PF03180 [methionine
Q9A849 CC_1515 PF12849 |phosphate
Q9A9V2 CC_0859 PF13407 [xylose

Aliivibrio fischeri MJ11

Number of ORFs in the proteome: 4034

Number of SBPs: 39 (0.97% of total)

Lifestyle Summary: ANIMAL SYMBIONT

SeqID

Gene Locus

Pfam Code

Ligand prediction by TransportDB

Experimentally identified
ligands

References/pdb accession codes

B5ESAS

VFMJ11_A0037

PF03480

C4-dicarboxylate




B5EVA6

VFMJ11_A1076

PF13416

sugar (maltose?)

B5FBG2 VFMJ11_0727 PF13407 [ribose

B5FCU6 VFMJ11 2644 PF00496 |dipeptide/oligopeptide

B5ET94 VFMJ11_A0357 PF09084 |nitrate/sulfonate/taurine

B5ET84 VFMJ11_A0347 PF00496 |dipeptide/oligopeptide

B5FEJ7 VFMJ11_1543 PF13407 |xylose

B5FETO VFMJ11 1626 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

B5FGF3 VFMJ11_0262 PF16868 |glycine betaine

B5FA26 VFMJ11 2146 PF13416 [sugar (maltose?)

B5FBD5 VFMJ11_0700 PF00496 |dipeptide/oligopeptide

B5FE48 VFMJ11_1394 PF13416 [spermidine/putrescine

B5FBD8 VFMJ11 0703 PF03180 |methionine

B5EUT?7 VFMJ11_A0907 PF01497 |iron-hydroxamate

B5FE49 VFMJ11 1395 PF13416 |spermidine/putrescine

B5FF16 VFMJ11_1697 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

B5FF39 VFMJ11_1720 PF12849 |phosphate

B5FEQ2 VFMJ11 1348 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

B5FBES VFMJ11_ 0710 PF00496 |dipeptide/oligopeptide

B5FF26 VFMJ11_1707 PFO0496 |oligopeptide

B5SETU9 VFMJ11_A0568 PF12849 |phosphate

B5FF53 VFMJ11_1734 PFO0532 [trimethylamine N-oxide

B5EUV6 VFMJ11_A0926 PF13416 [sugar (maltose?)

B5EUY4 VFMJ11_A0954 PF01497 |iron-hydroxamate

B5FDV8 VFMJ11_1302 PF01497 [iron-hydroxamate

B5FB45 VFMJ11_2323 PF04348 |Not annotated in TransportDB

B5FBV6 VFEMJ11_ 2487 PF01297 |zinc

B5EST4 VFMJ11_A0195 PF01497 |iron-hydroxamate

B5FAM2 VFMJ11_ 2247 PF00496 |dipeptide/oligopeptide

B5FDH2 VFMJ11_1166 PF16868 [phosphonates

B5FAO03 VFMJ11 2123 PF12849 |phosphate




B5FEV2 VFMJ11_0008

PFO0497

amino acid
(glutamine/glutamate/aspartate?)

B5FBY7 VFMJ11_0822 PF04069 |glycine betaine
B5EVCS VFMJ11_A1095 PF01497 |iron-hydroxamate
B5FEEO VFMJ11_1486 PF12849 [tungsten

B5FG88 VFMJ11_1917 PF03401 |[tricarboxylate
B5FC33 VFMJ11_0868 PF01297 |zinc

B5ESK9 VFMJ11_A0120 PF13416 [spermidine/putrescine
B5ETG7 VFMJ11_A0430 PFO0497 |amino acid

(glutamine/glutamate/aspartate?)

Streptomyces coelicolor A3(2)

Number of ORFs in the proteome: 8

038

Number of SBPs: 93 (1.16% of total)

Lifestyle Summary: SOIL

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

050499 SC06005 PF01547 |N-acetylglucosamine N,N'-diacetylchitobiose, N- |doi: 10.1264/jsme2.ME17172
acetylglucosamine

Q9K491 SC05232 PF01547 |sugar N-acetylglucosamine, N,N'- [doi: 10.1128/AEM.02612-06
Diacetylchitobiose, N,N',N"'"
triacetylchitotriose,
N,N’,N",N""-
tetraacetylchitotetraose,
N,N’, N, N“,N""""'-
pentaacetylchitopentaose

069944 SCO6569 PF13407 |xylose

Q9RK79 SCO0531 PFO1547 [sugar

Q9RJA4 SC0O0660 PFO1547 |sugar

Q8CJP2 SC06114 PF00496 |dipeptide/oligopeptide

050503 SCO6009 PF13407 |xylose




Q7AKN1 SC02933 PF04069 [glycine betaine

Q9L2K2 SCO0706 PF13458 [urea

Q9F3F1 SCO7606 PF13458 [leucine/valine

Q9oL027 SC07028 PF01547 |sugar

Q9EX42 SC00996 PF01497 [cobalamin

Q9RJG1 SC00473 PF01297 |zinc

069956 SC0O5780 PF16868 |phosphonates

Q9RKQ6 SC02272 PF01497 |iron-hydroxamate

Q9K443 SC0O1056 PF13416 [sugar

Q7AKD7 SCO07013 PF01547 |sugar

Q9RCZ6 SC00914 PFO1547 |sugar

Q9K3Y9 SC01344 PF00496 |dipeptide/oligopeptide

Q9KZV9 SC04142 PF12849 [phosphate

086596 SC06231 PF01547 |sugar

Q9ADH5 SC0O6088 PFO1547 |sugar

Q9F353 SCO5117 PF00496 |oligopeptide

Q9L057 SC02978 PFO1547 |sugar

Q9X9x4 SC01898 PF01547 |sugar

QIKXV5 SC04286 PF13416 [sugar

Q9F3C0 SCO7555 PF13416 |sugar

086690 SCO6644 PF00496 |dipeptide/oligopeptide

Q9L216 SCO6816 PF12849 |phosphate

Q9L263 SCO2664 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q7AKP1 SC02231 PF01547 [sugar (maltose?)

Q9oL1U8 SC02946 PF13416 |sugar

Q9FBS5 SCO7167 PF13416 [sugar

050494 SCO5776 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q9KYS9 SCO5686 PF01547 |sugar

Q9K434 SC0O1065 PFO1547 |sugar

Q9s1S7 SCO0065 PF01547 |sugar

Q9RKH6 SC03456 PF13416 |spermidine/putrescine




Q93RU4 $C01882 PFO1547 |sugar

Q9X832 SCO6065 PFO4069 |[glycine betaine

Q9S2J5 SC02008 PF13458 [leucine/valine

086636 SCO5716 PF00496 |dipeptide/oligopeptide
Q9RJVS8 SCO0352 PFO1547 |sugar

054107 SC05911 PF00496 |dipeptide/oligopeptide
Q9KXY7 5$C02428 PF12849 [phosphate

Q93JA7 SC07489 PF13416 |sugar

Q9K3U4 SC04401 PF13458 [leucine/valine

Q9ZBG2 SC06451 PF00496 |dipeptide/oligopeptide
087856 SC06601 PF01547 |sugar

Q8CK63 SC00273 PFO1547 |sugar

Q9AK41 SC04885 PF02608 [sugar

Q9EWYS SCO1138 PF03401 |[tricarboxylate

Q9F3B2 SCO7563 PF00496 |dipeptide/oligopeptide
Q9RL34 SCO0453 PFO1547 |sugar

086741 SCO5658 PF13416 |spermidine/putrescine
Q9RJ53 SC0O1655 PF00496 |dipeptide/oligopeptide
Q9RK12 SC00494 PF01497 [iron-hydroxamate
Q9x861 SCO3505 PFO1547 |sugar

Q9KYQ3 SCO3667 PF13407 (xylose

Q9L074 SC02780 PF01497 |iron-hydroxamate Ferrioxamine B doi: 10.1098/rstb.2017.0068
Q9K318 SCO4832 PF04069 |glycine betaine
QoL1L4 SC05430 PFO1547 |sugar

Q9s2C3 SC00290 PFO1547 |sugar

Q9AKA42 SC04884 PF02608 |sugar

Q9L1C5 SCO1557 PF03180 [methionine

Q9RDN3 SC02404 PF13407 [xylose

Q9FBZ7 SCO7185 PF13458 [leucine/valine

Q93IU2 SCO5113 PF00496 |dipeptide/oligopeptide
Q9F3I6 SC0O2795 PF13416 [sugar

Q9RJU7 SC00363 PF01547 [sugar (maltose?)




Q9RDC3 SC02828 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

QIL178 SCO7399 PF01497 [iron-hydroxamate

Q9oL151 SCO7408 PFO1547 [sugar

Q9EWQO SCO7677 PF00496 |dipeptide/oligopeptide

Q9RK72 SCO0538 PFO1547 [sugar

Q9F3K5 SC05260 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q9RD69 SCO0808 PF13407 |rhamnose

Q9RKF3 SC03484 PFO1547 [sugar

086572 SC05477 PF00496 |dipeptide/oligopeptide

Q93J94 SCO7503 PFO1547 [sugar

086832 SCO5667 PF13416 |spermidine/putrescine

Q8CJY9 SCO2658 PF13416 [sugar

Q9L0B2 SC02434 PFO1547 |sugar

Q9x837 SC06070 PF13407 |rhamnose

Q9K467 SC07218 PF01497 [cobalamin

Q9RL38 SC00449 PF13407 |rhamnose

Q9RIV4 SC0O0952 PFO1547 |sugar

Q9L2H8 SC02505 PF01297 |zinc

Q9L270 SC0O1539 PFO1547 |sugar

Q9RKT5 SC06257 PF13407 [ribose

Q9KZH3 SC06979 PF13407 |rhamnose

QOKYY3 SCO7546 PF09084 |phosphonates

QoLoz4a SC01465 PF01547 |sugar

Sinorhizobium meliloti 1021

Number of ORFs in the proteome: 6169

Number of SBPs: 189 (3.06% of total)

Lifestyle Summary: BENEFICIAL PLANT ASSOCIATED

SeqlD

Gene Locus

Pfam Code

Ligand prediction by TransportDB

Experimentally identified
ligands

References/pdb accession codes

Q926H8

RB0402

PF13416

sugar




Q92KZ7 R03301 PFO1547 |sugar
Q973R5 R0O0695 PF01547 |sugar Sucrose, maltose and doi: 10.1128/JB.181.14.4176-
trehalose 4184.1999
QoxX4Y1 RB1567 PF00496 |dipeptide/oligopeptide Melibiose and raffinose doi: 10.1128/JB.180.21.5739-
5748.1998
Q92797 SMc02589 PF13416 [spermidine/putrescine
Q931B1 SMa0067 PF13407 [ribose
Q92754 SMa0709 PFO1547 |sugar
Q92LQ8 SMc03121 PF13458 |urea
Q92XK3 SMa2305 PFO1547 |sugar
Q926H2 SM_b21221 PFO1547 |sugar
Q926G8 SM_b21215 PF00496 |dipeptide/oligopeptide
Q92YR5 SMal462 PF04069 [glycine betaine
Q92PN7 SMc00271 PF03480 |C4-dicarboxylate
Q92XC3 SM_b20036 PF03480 |C4-dicarboxylate
Q92MV9 SMc01966 PF13416 [spermidine/putrescine
Q92MDO SMc00676 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
Q930R1 SMa0252 PF03480 (C4-dicarboxylate
Q926E7 SM_b20706 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q926F1 SM_b21432 PF01497 |iron-hydroxamate
Q926E5 SM_b20720 PF13407 [xylose
Q92YY1 SMal1337 PFO1547 |sugar
Q926H7 SM_b21016 PF13407 |rhamnose Autoinducer-2 (Al-2), doi: 10.1111/j.1365-
(2R,4S)-2-methyl-2,3,3,4- |2958.2008.06477.x
tetrahydroxytetrahydrofura
n (Al-2 isomer)
Q92MNO SMc02356 PF13458 [leucine/valine
Q92pP64 SMc04259 PFO1547 |sugar
Q92MS8 SMc02021 PF13407 [ribose
Q92WP7 SM_b20292 PF16868 [phosphonate
Q92YT4 SMal427 PF13407 [xylose




Q930Q0 SMa0273 PF13407 (xylose

Q92VNO SM_b21090 PF13416 |sugar

Q92WQ5 SM_b20284 PF13416 |spermidine/putrescine

Q92YV8 SMal375 PF00496 |dipeptide/oligopeptide

Q926F7 SM_b20976 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q92WNO SM_b20316 PF13407 [rhamnose

Q92P72 SMc04251 PF03480 |C4-dicarboxylate

Q92WH9 SM_b20374 PF03480 (C4-dicarboxylate

Q926F9 SM_b20931 PF13407 |rhamnose

Q92WP4 SM_b20295 PF03480 (C4-dicarboxylate

Q92M36 SMc04037 PF00496 |dipeptide/oligopeptide

Q926HO SM_b21273 PF13416 |2-aminoethylphosphonate

Q930S9 SMa0218 PF13407 [ribose

Q92wWB9 SM_b20442 PF03480 (C4-dicarboxylate

Q92MC6 SMc00672 PF04069 |[glycine betaine

Q930w1 SMa0157 PF03480 (C4-dicarboxylate

Q92XT1 SMa2129 PF02608 |sugar

Q92TP4 SM_b20771 PF03401 [tricarboxylate

Q92V05 SM_b21353 PF03480 [C4-dicarboxylate

Q92PP3 SMc00265 PF03480 |C4-dicarboxylate

Q92WY4 SM_b20178 PF13458 [leucine/valine

Q92P42 SMc04293 PF00496 |dipeptide/oligopeptide

Q92511 SMc02324 PF13407 |rhamnose

Q92N37 SMc02737 PF04069 [choline Choline and acetylcholine |doi: 10.1074/jbc.M806021200

Q926G0 SM_b21604 PF13416 [sugar

Q92WyY7 SM_b20175 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q92T30 SMc02832 PF00496 |oligopeptide

Q92W79 SM_b20484 PF13407 [rhamnose

Q92LES SMc03269 PF00496 |dipeptide/oligopeptide

Q92185 SMc03813 PF13407 |rhamnose




Q926F4 SM_b20895 PF13407 (xylose

Q926G7 SM_b21345 PF13407 [ribose

Q926B4 SM_b21438 PF03480 (C4-dicarboxylate

Q930T8 SMa0203 PF13407 |rhamnose

Q92XA6 SM_b20056 PF01497 [cobalamin

Q92Y64 SMa1860 PF00496 |dipeptide/oligopeptide

Q92w87 SM_b20476 PF00496 |dipeptide/oligopeptide

Q92PJ6 SMc00513 PF13458 [leucine/valine

Q92N15 SMc01512 PF01497 [iron-hydroxamate

Q92MS4 SMc02025 PF00496 |dipeptide/oligopeptide

Q92WS6 SM_b20263 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q926F8 SM_b20971 PFO1547 |sugar

Q926G1 SM_b21595 PF01547 |sugar

Q92LI8 SMc02471 PF13416 [sugar

Q92P75 SMc04245 PF01297 |zincion

Q92W55 SM_b20508 PF0O0532 |[ribose

Q92MP7 SMc02338 PF13407 |xylose

Q92MUS8 SMc01977 PF13416 |sugar

Q92NV4 SMc04341 PFO4069 |[glycine betaine

Q7ANS2 SM_b20325 PFO1547 |sugar

Q926H6 SM_b21037 PF00496 |dipeptide/oligopeptide

Q92610 SM_b21652 PF13416 [sugar

Q926H1 SM_b21261 PF00496 |dipeptide/oligopeptide

Q92LX5 SMc03157 PF03180 [methionine

Q931A3 SMa0082 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q92N26 SMc01525 PF00496 |dipeptide/oligopeptide

Q92N02 SMc01496 PFO1547 |sugar

Q92NE7 SMc01647 PF00496 |dipeptide/oligopeptide

Q92W59 SM_b20504 PF13407 [rhamnose

Q92RK9 SMc00991 PF13416 [spermidine/putrescine

Q92MM2 SMc02415 PF00496 |dipeptide/oligopeptide




Q92LR1 SMc03124 PF00496 |dipeptide/oligopeptide

Q926H5 SM_b21097 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q92YH7 SMal651 PFO0496 [nickel

Q92PY3 SMc01205 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q92563 SMc02259 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q926E6 SM_b20712 PF13407 (xylose

Q92XV7 SMa2075 PF00496 |dipeptide/oligopeptide

Q92WK4 SM_b20349 PF13407 [ribose

Q926F6 SM_b20981 PF03480 |C4-dicarboxylate

Q926E1 SM_b20620 PF13407 [rhamnose

Q92527 SMc02873 PF13416 |sugar

Q7D4K4 SMal183 PF05048 [Not annotated in TransportDB

Q926F3 SM_b20902 PF13407 |xylose

Q926G6 SM_b21377 PF13407 [ribose

Q926H4 SM_b21103 PF01547 |sugar

Q926E0 SM_b20634 PF13416 |sugar

Q92WV7 SM_b20231 PF13416 |sugar

Q93073 SMa0104 PF00496 |dipeptide/oligopeptide

Q92X54 SM_b20108 PF00496 |dipeptide/oligopeptide

Q92RX4 SMc00770 PF13416 |spermidine/putrescine

Q92PT7 SMc00951 PF00496 |oligopeptide

Q92PA9 SMc00140 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q92MMO SMc02417 PF00496 |dipeptide/oligopeptide

Q92PR4 SMc00242 PF02608 |sugar

Q92169 SMc03830 PF04392 |Unclassified

Q92R76 SMc02378 PF04069 |[glycine betaine

Q92TR9 SM_b20724 PF03401 [tricarboxylate

Q926F5 SM_b20856 PF13407 |xylose

Q926C5 SMc01946 PF13458 [leucine/valine




Q930N2 SMa0302 PF00496 |dipeptide/oligopeptide

Q92zU1 SMa0677 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q92SC8 SMc02171 PF13407 [ribose

Q926F0 SM_b21461 PF13416 [sugar

Q92RWO0 SMc00786 PF00496 |dipeptide/oligopeptide

Q92YD3 SMal729 PF04069 [glycine betaine

Q926G9 SM_b21144 PF04069 |[glycine betaine

Q92LRS8 SMc03131 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q92v92 SM_b21151 PF13416 [sugar

Q7ANRO SM_b21196 PF00496 |oligopeptide

Q92YS7 SMa1438 PF00496 |dipeptide/oligopeptide

Q92XZ2 SMa2000 PF13407 |xylose

Q92xQ7 SMa2199 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q92WY1 SM_b20181 PF09084 [nitrate/sulfonate/taurine

Q92WC(C8 SM_b20428 PFO0497 |amino acid Ectoine and hydroxyectoine|doi: 10.1016/j.jmb.2007.09.071
(glutamine/glutamate/aspartate?)

Q92X35 SM_b20127 PF02608 |sugar

Q92NE3 SMc01652 PF13416 |spermidine/putrescine

Q92X90 SM_b20072 PF13407 |xylose

Q92NF1 SMc01642 PF00496 |dipeptide/oligopeptide

Q92ZM2 SMa0799 PF13416 [spermidine/putrescine

Q92L16 SMc03891 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q92593 SMc02219 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q92LL5 SMc02509 PF01297 [manganese/zinc ion

Q926G5 SM_b21526 PF09084 |[glycine betaine

Q930D8 SMa0495 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q92763 SMc04135 PF13416 |sugar




Q926F2 SM_b21421 PF13407 (xylose

Q92YB5 SMal755 PF13416 [spermidine/putrescine

Q930D2 SMa0506 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q926E9 SM_b20660 PF13416 [sugar

Q92TNO SM_b20568 PF13458 [urea

Q92X18 SM_b20144 PF00496 |dipeptide/oligopeptide

Q926G3 SM_b21572 PF04069 |[glycine betaine

Q92XH5 SMa2361 PF02608 [sugar

Q92WHO SM_b20383 PF13416 [spermidine/putrescine

Q92K04 SMc01827 PF09084 [nitrate/sulfonate/taurine

Q927ZH2 SMa0950 PF13416 [spermidine/putrescine

Q92ND7 SMc01659 PF01497 [iron-hydroxamate

Q926G2 SM_b21587 PF13407 [ribose

Q92YW6 SMal364 PF13416 [sugar

Q926E4 SM_b20723 PF13416 |2-aminoethylphosphonate

Q92NG1 SMc01632 PF13416 |spermidine/putrescine

Q92776 SMa0576 PF13458 [leucine/valine

Q92YC2 SMal746 PF01497 [iron-hydroxamate

Q92MR7 SMc02033 PF13407 [xylose

Q926E8 SM_b20671 PF13407 [xylose

Q92RF4 SMc00078 PF13458 [leucine/valine

Q92P29 SMc04311 PF04069 |glycine betaine

Q92TD7 SMc02774 PF13407 |rhamnose

Q92Q71 SMc02118 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q930F5 SMa0466 PF00496 |dipeptide/oligopeptide

Q92W?28 SM_b20538 PF13416 |sugar

Q926H3 SM_b21135 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q92138 SMc03864 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q92SA4 SMc02146 PF12849 [phosphate




Q92MP1 SMc02344 PF09084 |phosphonates

Q93017 SMa0392 PF13416 [spermidine/putrescine
Q92XE1 SM_b20018 PF13407 (xylose

Q926D6 SMc02884 PF02608 [sugar

Q92LMO0 SMc02514 PFO1547 |sugar

Q92WE4 SM_b20410 PF04069 |choline

Q92YV6 SMa1379 PF00496 |dipeptide/oligopeptide
Q926E3 SM_b20570 PF09084 |phosphonates

Q92Y30 SMa1927 PF03401 |[tricarboxylate

Q92XV1 SMa2087 PF09084 |phosphonates

Q92XU8 SMa2093 PF09084 [nitrate/sulfonate/taurine
Q92XD4 SM_b20025 PF03401 |[tricarboxylate

Q92NG5 SMc01628 PFO1547 [sugar

Q92VT4 SM_b21043 PF03401 |[tricarboxylate
Q92WM6 SM_b20320 PF03480 |C4-dicarboxylate
Q92PI5 SMc00499 PF03401 |[tricarboxylate
Q92NW2 SMc04289 PF03480 |C4-dicarboxylate

Clostridium botulinum A str. ATCC 3502

Number of ORFs in the proteome: 3590

Number of SBPs: 35 (0.97% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN
SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
A5HYZ7 CB0O0453 PF13458 [leucine/valine
A5HY04 CBO0107 PF13416 [sugar
A5I2E3 CBO1675 PF00496 |dipeptide/oligopeptide
A510S8 CB0O1086 PF03180 [methionine
A5I1P3 CB0O1411 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
A51102 CBO1162 PF04392 [Unclassified
A5HYJ4 CB0O0301 PF01497 |iron-hydroxamate




A5I3E2 CB0O2018 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A511H2 CB0O1337 PF01497 [iron-hydroxamate

ASHYB2 CB0O0219 PF02608 [sugar

A51120 CBO1181 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A5I0U9 CBO1107 PF13416 |spermidine/putrescine

AS5HYS8 CB0O0384 PF12849 |phosphate

A5HYZ0 CBO0446 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

A5I1371 CB0O1946 PF12849 [tungsten

A5HYJ9 CB0O0306 PF01497 |iron-hydroxamate

A5HZL3 CBO0670 PF04392 [trimethylamine N-oxide

A5HZM9 CB0O0686 PF01497 |iron-hydroxamate

A51165 CB0O1227 PF00496 |dipeptide/oligopeptide

A516Z1 CB0O3264 PFO0496 |oligopeptide

A510S9 CBO1087 PF03180 [methionine

ASHZW3 CBO0770 PFO1547 [sugar

A5I6NO CB0O3150 PF00496 |oligopeptide

A51119 CBO1355 PF00496 |dipeptide/oligopeptide

A511X9 CBO1501 PF03180 [methionine

A514V6 CB0O2525 PF12849 |phosphate

A510G6 CBO0974 PF01497 |cobalamin

A511J7 CBO1363 PF01297 [manganese/zinc ion

A51743 CBO3318 PF01297 [manganese/zinc ion

A5I1175 CB0O1518 PF13416 [sugar

A515Y1 CB02897 PF01497 [iron-hydroxamate

A5HYK3 CB0O0310 PF01497 |iron-hydroxamate

A5I0P0O CBO1047 PF01497 [iron-hydroxamate

A510Z2 CBO1151 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

A5I6V0 CB0O3221 PFO1547 [sugar




Lactococcus lactis subsp. lactis 111403

Number of ORFs in the proteome: 2225

Number of SBPs: 20 (0.90% of total)

Lifestyle Summary: FOOD

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

Q9CFZ5 LL1316 PF01297 |zinc

Q9CEKO LL1837 PF00496 |dipeptide/oligopeptide

QICINS8 L117444 PF03180 |methionine

QocCi27 L124415 PF00496 |oligopeptide

Q9CIN5 L120334 PF03180 [methionine

Q9CEZ8 L128695 PF13416 [sugar (maltose?)

Q9CFM9 L61620 PF02608 [sugar

Q9CING6 L119452 PF03180 [methionine

Q9CDU6 L167426 PF01297 [manganese/zinc ion

Q9CEW4 L158188 PF12849 |phosphate

Q9CIN7 L118475 PF03180 |methionine

Q9CIL3 L143312 PF00496 [oligopeptide

Q9CF46 L82310 PF13407 [xylose

Q9CI05 L158343 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q9CIM6 L129403 PF01497 |iron-hydroxamate

Q9CHO5 L162009 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q9CDZz9 L121253 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q9CEW3 L159386 PF12849 [phosphate

Q9CIL2 L145267 PF00496 |oligopeptide

Q9CGD1 L178329 PF13416 |spermidine/putrescine

Comamonas testosteroni CNB-2

Number of ORFs in the proteome: 4780

Number of SBPs: 177 (3.70% of total)




Lifestyle Summary: ACTIVE SLUDGE

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

DOIVL1 CtCNB1_2193 PF03401 |[tricarboxylate

DOJ7KO CtCNB1_4186 PF03480 |C4-dicarboxylate

AOA454XZ)5 CtCNB1_4331 PF03401 |[tricarboxylate

D0J432 CtCNB1_1479 PF03401 |[tricarboxylate

DOJ6W?2 CtCNB1_1923 PF03401 |[tricarboxylate

D0J453 CtCNB1_3521 PF03480 |C4-dicarboxylate

D0J4P2 CtCNB1_1554 PF03180 |methionine

DOIUTO CtCNB1_4341 PF09084 [nitrate/sulfonate/taurine

DOIWG9 CtCNB1_0241 PF03401 |[tricarboxylate

D0J634 CtCNB1_1779 PF03401 |[tricarboxylate

D0J6J2 CtCNB1_3963 PF03401 |[tricarboxylate

D0J776 CtCNB1_4062 PF03401 |[tricarboxylate

D0J8C2 CtCNB1_4280 PF03401 |[tricarboxylate

DOJ6F2 CtCNB1_3923 PF03401 |[tricarboxylate

D0J605 CtCNB1_3911 PF03401 |[tricarboxylate

D0JO21 CtCNB1_0742 PF03401 |[tricarboxylate

DOJ1H4 CtCNB1_3117 PF03401 |[tricarboxylate

DOIWP8 CtCNB1_2311 PF03401 |[tricarboxylate

DOJ1ES CtCNB1_3088 PF03401 |[tricarboxylate

DOJAE7 CtCNB1_3615 PF03401 |[tricarboxylate

D0IZ79 CtCNB1_0583 PF03401 |[tricarboxylate

D0J2X2 CtCNB1_3349 PF03401 |[tricarboxylate

DOJ5E6 CtCNB1_1673 PF03401 |[tricarboxylate

DOJ3N5 CtCNB1_3483 PF13458 [urea

DOJOF8 CtCNB1_2883 PF03401 |[tricarboxylate

DOIXD4 CtCNB1_4700 PF03401 |[tricarboxylate

DOIX93 CtCNB1_4659 PF03401 |[tricarboxylate

AOA454XMV, CtCNB1_0577 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

D0OJ7MO CtCNB1_0014 PF03401 |[tricarboxylate




AOA454XSE( CtCNB1_0781 PF03401 |[tricarboxylate
D0J614 CtCNB1_3920 PF03401 |[tricarboxylate
D0J3U6 CtCNB1_1393 PF04069 |glycine betaine
DOIXM6 CtCNB1_0375 PF03401 |[tricarboxylate
D0OJ1VO CtCNB1_1100 PF03401 |[tricarboxylate
DOIUT5S CtCNB1_4346 PF03401 |[tricarboxylate
DOIX87 CtCNB1_4653 PF03401 |[tricarboxylate
DOJATS CtCNB1_1597 PF03401 |[tricarboxylate
D0JOG2 CtCNB1_2887 PF03401 |[tricarboxylate
D0JOZ6 CtCNB1_0930 PF03401 |[tricarboxylate
D0J735 CtCNB1_1996 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
AOA454XUP CtCNB1_4579 PF09084 |phosphonates
DOIXR6 CtCNB1_0415 PF03401 |[tricarboxylate
D0J445 CtCNB1_1492 PF03401 |[tricarboxylate
D0J705 CtCNB1_1966 PF03401 |[tricarboxylate
DO0IZS4 CtCNB1_2781 PF03401 |[tricarboxylate
D0J454 CtCNB1_3522 PF03480 |C4-dicarboxylate
D0JO63 CtCNB1_0784 PF03401 |[tricarboxylate
DOIWH1 CtCNB1_0243 PF03401 |[tricarboxylate
AO0A454XI180 CtCNB1_4364 PF03401 |[tricarboxylate
DOJ7FO CtCNB1_4136 PF03401 |[tricarboxylate
D0OJ3MO CtCNB1_3468 PF03401 |[tricarboxylate
AOA454XQOX CtCNB1_4766 PF03401 |[tricarboxylate
D0J889 CtCNB1_4247 PF03401 |[tricarboxylate
D0J310 CtCNB1_1244 PF03401 |[tricarboxylate
DOIYT8 CtCNB1_2581 PF03401 |[tricarboxylate
AOA454XNV CtCNB1_4594 PF03480 |CA4-dicarboxylate
D0J4R2 CtCNB1_1574 PF01497 [iron-hydroxamate
DOIVF9 CtCNB1_0149 PF09084 |phosphonates
D0J4Z3 CtCNB1_3680 PF02608 |sugar
DOJ2H4 CtCNB1_1194 PF03401 |[tricarboxylate
D0J2J9 CtCNB1_1219 PF13458 [leucine/valine




DOIYEOQ CtCNB1_4791 PF13458 [urea

D0J3J7 CtCNB1_3445 PF13458 |urea

DOIZH8 CtCNB1_0682 PF03401 |[tricarboxylate

D0J1D2 CtCNB1_3075 PF09084 |glycine betaine

DOJ6AOD CtCNB1_1845 PF01497 [iron-hydroxamate

D0J0Z9 CtCNB1_0933 PF13416 [sugar

DOIUU1 CtCNB1_4352 PF13458 [leucine/valine

AOA454XZH CtCNB1_3679 PF02608 [sugar

DOIUSS CtCNB1_4339 PF09084 [nitrate/sulfonate/taurine

D0J0J2 CtCNB1_2917 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

DOIV66 CtCNB1_0056 PF02608 [sugar

DOJ1F4 CtCNB1_3097 PF03480 |C4-dicarboxylate

DOIUR7 CtCNB1_4328 PF13458 [leucine/valine

D0J3U5 CtCNB1_1392 PF04069 |glycine betaine

D0J4P3 CtCNB1_1555 PF03180 |methionine

D0OJ7T3 CtCNB1_2067 PF09084 |phosphonates

DoIYQ7 CtCNB1_0547 PF09084 |nitrate/sulfonate/taurine

DO0IZ93 CtCNB1_0597 PF01497 [iron-hydroxamate

D0J819 CtCNB1_2153 PF03401 |[tricarboxylate

D0J658 CtCNB1_1803 PF03401 |[tricarboxylate

AOA454Y415 CtCNB1_1952 PF03180 |[methionine

DOIW19 CtCNB1_4509 PF03401 |[tricarboxylate

AOA454Y7FC CtCNB1_0215 PF13458 |urea

DOJONG6 CtCNB1_2961 PF13458 [urea

DOlYU1 CtCNB1_2584 PFO0497 |Unclassified

DOIUZ5 CtCNB1_4406 PF13458 [urea

D0J641 CtCNB1_1786 PFO0496 |oligopeptide

D0J318 CtCNB1_3436 PF13458 [urea

D0J778 CtCNB1_4064 PF03401 |[tricarboxylate

AOA454XWN CtCNB1_2054 PF03180 |methionine

DOIVAG6 CtCNB1_0096 PF13458 |urea

D0J1U4 CtCNB1_1094 PF03401 |[tricarboxylate




D0J827 CtCNB1_2161 PF03401 |[tricarboxylate
DOJ3HO CtCNB1_3418 PF03401 |[tricarboxylate
D0J661 CtCNB1_1806 PF03401 |[tricarboxylate
DOJ6NS8 CtCNB1_4009 PF03401 |[tricarboxylate
D0J3U4 CtCNB1_1391 PF04069 |glycine betaine
DOIYD4 CtCNB1_4785 PF03401 |[tricarboxylate
AOA454XQR CtCNB1_4182 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
D0J569 CtCNB1_3756 PF03401 |[tricarboxylate
AOA454XRT/ CtCNB1_3800 PF09084 |glycine betaine
D0J770 CtCNB1_2031 PF03401 |[tricarboxylate
D0J565 CtCNB1_3752 PF03401 |[tricarboxylate
DOIX48 CtCNB1_4614 PF03401 |[tricarboxylate
DOIX40 CtCNB1_4606 PF03401 |[tricarboxylate
AOA454XV5¢ CtCNB1_1485 PF09084 [amino acid
(glutamine/glutamate/aspartate?)
DOIWF3 CtCNB1_0225 PF03401 |[tricarboxylate
DOIWG6 CtCNB1_0238 PF03401 |[tricarboxylate
D0JO85 CtCNB1_0806 PF00496 |dipeptide/oligopeptide
DOJ6T7 CtCNB1_1898 PF03401 |[tricarboxylate
DOJ1E1 CtCNB1_3084 PF03401 |[tricarboxylate
D0J2Y5 CtCNB1_3362 PF03401 |[tricarboxylate
D0J5L2 CtCNB1_1739 PF13458 [leucine/valine
D0J2Y4 CtCNB1_3361 PF03401 |[tricarboxylate
D0J2C7 CtCNB1_1147 PF13458 |urea
DOJ1T3 CtCNB1_1083 PF13458 |urea
DOJ6E1 CtCNB1_1886 PF01497 |cobalamin
DOJ3N1 CtCNB1_3479 PF13458 |urea
AOA454XQT CtCNB1_2167 PF13458 [leucine/valine
D0J301 CtCNB1_3378 PF03401 |[tricarboxylate
DO0IZUO CtCNB1_2797 PF03401 |[tricarboxylate
D0J327 CtCNB1_1261 PF03401 |[tricarboxylate
DOIW15 CtCNB1_4505 PF03401 |[tricarboxylate




DOIXC9 CtCNB1_4695 PF03401 |[tricarboxylate

DOIYS2 CtCNB1_0562 PF03480 |C4-dicarboxylate

D0J3L3 CtCNB1_3461 PF02608 |sugar

D0J306 CtCNB1_3383 PF03401 |[tricarboxylate

D0J1Y8 CtCNB1_3145 PF03401 |[tricarboxylate

D0J2J3 CtCNB1_1213 PF03401 |[tricarboxylate

D0J8D9 CtCNB1_4297 PF03401 |[tricarboxylate

D0J570 CtCNB1_3757 PF03401 |[tricarboxylate

DOIWE7 CtCNB1_0219 PF03401 |[tricarboxylate

DOJ7L1 CtCNB1_0005 PF03401 |[tricarboxylate

DOIYN5 CtCNB1_0525 PF03480 |C4-dicarboxylate

AOA454Y4K: CtCNB1_3520 PF03480 |C4-dicarboxylate

D0J8B1 CtCNB1_4269 PF03401 |[tricarboxylate

D0J1D1 CtCNB1_3074 PF09084 |nitrate/sulfonate/taurine

DOJ4F2 CtCNB1_3620 PF13458 [leucine/valine

DOJ7L6 CtCNB1_0010 PF03401 |[tricarboxylate

D0JAF8 CtCNB1_3626 PF03401 |[tricarboxylate

DOIWZ9 CtCNB1_2412 PF03401 |[tricarboxylate

D0J328 CtCNB1_1262 PF03401 |[tricarboxylate

D0J294 CtCNB1_1114 PF03401 |[tricarboxylate

DOIVM6 CtCNB1_2208 PF03401 |[tricarboxylate

DOIWO09 CtCNB1_4499 PF03401 |[tricarboxylate

D0J7Q3 CtCNB1_2037 PF03401 |[tricarboxylate

D0J6CO CtCNB1_1865 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

D0J246 CtCNB1_3203 PF12849 |phosphate

DOIVHO CtCNB1_0160 PF09084 [nitrate/sulfonate/taurine

D0J2L6 CtCNB1_1236 PF09084 |nitrate/sulfonate/taurine

AOA454XNR CtCNB1_3427 PF03480 |C4-dicarboxylate

DOIWX1 CtCNB1_2384 PF04392 |Unclassified

D0J068 CtCNB1_0789 PF13416 |sugar

D0J2Y2 CtCNB1_3359 PF03401 |[tricarboxylate

DO0JOI2 CtCNB1_2907 PF03180 |methionine




D0OJ6K3 CtCNB1_3974 PF03401 |[tricarboxylate

D0JOC1 CtCNB1_0842 PF03401 |[tricarboxylate

DOIUWS5 CtCNB1_4376 PF13458 [leucine/valine

DOI1Z)4 CtCNB1_0698 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

DOIXAO CtCNB1_4666 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

DOIVL5 CtCNB1_2197 PF03401 |[tricarboxylate

D0J2G1 CtCNB1_1181 PF01497 [iron-hydroxamate

DOJ2N6 CtCNB1_3263 PF03401 |[tricarboxylate

DOIWG1 CtCNB1_0233 PF13458 [urea

D0J6B9 CtCNB1_1864 PF03401 |[tricarboxylate

DOIvVO7 CtCNB1_4418 PF00496 |dipeptide/oligopeptide

D0J3K4 CtCNB1_3452 PF03401 |[tricarboxylate

AOA454XRN CtCNB1_2959 PF13458 [urea

D0J504 CtCNB1_3691 PF01497 |iron-hydroxamate

D0J2A0 CtCNB1_1120 PF03401 |[tricarboxylate

DOIWD4 CtCNB1_0206 PF03401 |[tricarboxylate

DOIUX9 CtCNB1_4390 PF01497 [iron-hydroxamate

DOJ7H9 CtCNB1_4165 PF03480 |C4-dicarboxylate

AOA454XNT CtCNB1_0055 PF03401 |[tricarboxylate

DOIWD5 CtCNB1_0207 PF03401 |[tricarboxylate

DOIV71 CtCNB1_0061 PF00497 |amino acid

(glutamine/glutamate/aspartate?)

Azotobacter vinelandii D)

Number of ORFs in the proteome: 4

990

Number of SBPs: 70 (1.40% of total)

Lifestyle Summary: SOIL

SeqID

Gene Locus

Pfam Code

Ligand prediction by TransportDB

Experimentally identified
ligands

References/pdb accession codes

C1DLI2

Avin_06790

PFO0497

amino acid
(glutamine/glutamate/aspartate?)




C1DGS7 Avin_44550 PF09084 |phosphonates

C1DID8 Avin_03750 PF03401 |[tricarboxylate

C1DFC2 Avin_21240 PF03401 |[tricarboxylate

C1DRJ7 Avin_15200 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

C1DHNG6 Avin_24440 PF00496 |dipeptide/oligopeptide

CiDLI4 Avin_06810 PF01497 [iron-hydroxamate

CibJQo Avin_26430 PF01497 |iron-hydroxamate

C1DNAS8 Avin_31110 PF09084 [nitrate/sulfonate/taurine

CiDbMm44 Avin_29650 PF00496 |oligopeptide

C1DNU9 Avin_31390 PF09084 [nitrate/sulfonate/taurine

C1DLDO Avin_50340 PF01497 |iron-hydroxamate

C1DSE2 Avin_16838 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

C1DFD5 Avin_21410 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

C1DFT7 Avin_43620 PF13407 |[ribose

C1DGIJ8 Avin_43730 PF13458 [leucine/valine

C1DNX8 Avin_31680 PF09084 [nitrate/sulfonate/taurine

CiDLB1 Avin_50140 PF13407 [xylose

CcibM10 Avin_29280 PF01547 |sugar

C1DNVO Avin_31400 PF09084 |phosphonates

C1DFF5 Avin_21640 PF09084 [nitrate/sulfonate/taurine

C1DGC2 Avin_22420 PF09084 |phosphonates

C1Ds61 Avin_37920 PF13407 |rhamnose

C1DDV8 Avin_18670 PF00496 |dipeptide/oligopeptide

CiDMMS8 Avin_08130 PF09084 [nitrate/sulfonate/taurine

C1DN49 Avin_30510 PF09084 |nitrate/sulfonate/taurine

C1DKR2 Avin_27400 PF01547 |sugar

Ci1bM19 Avin_29390 PF09084 |[glycine betaine

C1DE19 Avin_39880 PF01497 [iron-hydroxamate

C1DLC8 Avin_50320 PF13407 |rhamnose

C1DGKO Avin_43750 PF13458 [leucine/valine




C1DGS4 Avin_44520 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

C1DNUS Avin_31380 PF09084 [nitrate/sulfonate/taurine

C1DPE4 Avin_11470 PF16868 |C4-dicarboxylate

C1DG23 Avin_00830 PF01297 |zincion

C1DFT8 Avin_43630 PF13407 [ribose

Ci1DL51 Avin_49490 PF03401 |[tricarboxylate

Ci1DL48 Avin_49460 PF03401 |[tricarboxylate

C1DMIJ2 Avin_51940 PF00496 |dipeptide/oligopeptide

C1DFY5 Avin_00450 PF01497 |iron-hydroxamate

C1DFS6 Avin_43510 PF13458 |branched-chain amino acid

C1DID9 Avin_03760 PF09084 |nitrate/sulfonate/taurine

C1DGJ7 Avin_43720 PF13458 [leucine/valine

C1DKO05 Avin_48060 PF00496 |dipeptide/oligopeptide

C1DLNO Avin_07320 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

C1DNU6 Avin_31360 PF09084 [nitrate/sulfonate/taurine

C1DMN2 Avin_08170 PF09084 |nitrate/sulfonate/taurine

C1DNW1 Avin_31510 PF03180 |methionine

C1DKB5 Avin_49230 PF13407 |rhamnose

C1DEI9 Avin_19650 PF13458 [leucine/valine

C1DGS88 Avin_22080 PF13407 [xylose

C1DG77 Avin_21970 PF09084 [nitrate/sulfonate/taurine

CiDIC8 Avin_03650 PF03480 |C4-dicarboxylate

ciDJoo Avin_47140 PF01497 [iron-hydroxamate

C1DJM9 Avin_26220 PF13407 [xylose

C1DGDO Avin_22500 PF09084 |phosphonates

C1DQ88 Avin_13140 PF04348 |Not annotated in TransportDB

C1DG71 Avin_21910 PF09084 [nitrate/sulfonate/taurine

C1DFG3 Avin_21720 PF09084 |nitrate/sulfonate/taurine

C1DK56 Avin_48600 PF12849 |phosphate

C1DE36 Avin_40070 PF09084 |nitrate/sulfonate/taurine

C1DK71 Avin_48760 PF13416 |spermidine/putrescine




C1DN84 Avin_30870 PF01497 [iron-hydroxamate
CiDJM1 Avin_26140 PF13458 [leucine/valine

C1DLBO Avin_50130 PF13407 |xylose

CibM43 Avin_29640 PF00496 |oligopeptide

C1DJ76 Avin_04030 PF13407 |rhamnose

C1DQ27 Avin_12520 PF00496 |dipeptide/oligopeptide
C1DKH5 Avin_05850 PF03401 |[tricarboxylate
C1DMG3 Avin_51630 PF13407 |rhamnose

Pseudomonas aeruginosa PAO1

Number of ORFs in the proteome: 5564

Number of SBPs: 93 (1.67% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGE

N

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes

ligands

Q9alelo PA0301 PF13416 [spermidine/putrescine Spermidine doi: 10.1016/j.jmb.2012.01.010

Qole6J1 PA0300 PF13416 |spermidine/putrescine Putrescine and spermidine |[doi: 10.1016/j.jmb.2012.01.010

Q51371 PA3545 PF05048 [Not annotated in TransportDB

Q01269 PA3475 PFO0497 |amino acid

(glutamine/glutamate/aspartate?)

G3XDA8 PA5369 PF12849 |phosphate Phosphate doi: 10.1111/j.1432-
1033.1984.tb08508.x; doi:
10.1111/j.1432-
1033.1984.tb08508.x; doi:
10.1107/52053230X14010279

P35482 PA0688 PF12849 |phosphate

Q9HU18 PA5167 PF03480 |C4-dicarboxylate Succinate, fumarate and doi: 10.1128/JB.05074-11

malate

P21175 PA1074 PF13458 [leucine/valine Leucine, isoleucine. Valine, |doi: 10.1128/jb.171.11.6300-

threonine, L-homoserine 6306.1989; doi:
10.3390/ijms20205156

Q9HYL1 PA3393 PF05048 |Not annotated in TransportDB




Q91312 PA1531 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q9I0P1 PA2596 PF09084 [nitrate/sulfonate/taurine
Q9loP2 PA2595 PF09084 |nitrate/sulfonate/taurine
Q91484 PA1260 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q91213 PA1811 PF00496 |oligopeptide
Q9HY96 PA3513 PF09084 |nitrate/sulfonate/taurine
Q9HX85 PA3931 PF03180 [methionine
Q9HVS4 PA4497 PF00496 |dipeptide/oligopeptide Many different tripeptides |doi: 10.3390/ijms20205156
Q9HVR9 PA4502 PF00496 |dipeptide/oligopeptide
G3XD96 PA0186 PF09084 [nitrate/sulfonate/taurine
Q9HTTO PA5270 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
Q9HX00 PA4027 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
Q9loD1 PA2711 PF13416 [spermidine/putrescine
Q9HUA7 PA5076 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q91402 PA1342 PF00497 |amino acid L-Asp, L-Glu doi: 10.3390/ijms20205156
(glutamine/glutamate/aspartate?)
Q9HUIO PA4985 PF13416 |spermidine/putrescine
Q9I6H7 PA0314 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
QI9HXC4 PA3889 PF04069 |[glycine betaine Glycine betaine doi: 10.3390/ijms20205156
Q9HZ48 PA3190 PFO1547 |sugar
Q9HWY3 PA4045 PF01497 |iron-hydroxamate
Q9I0P5 PA2592 PF13416 |spermidine/putrescine Putrescine, cadaverine doi: 10.3390/ijms20205156
Q9HTI6 PA5378 PF04069 [choline
Q9I6R6 PA0222 PF13416 |spermidine/putrescine GABA, 4-aminovalerate doi: 10.3390/ijms20205156
Q9HUA45 PA5139 PFO0497 |amino acid

(glutamine/glutamate/aspartate?)




Q916G8 PA0323 PF13416 |spermidine/putrescine

Q9I3T4 PA1410 PF13416 [spermidine/putrescine

QoI5T4 PA0604 PF13416 |spermidine/putrescine

Q9HU31 PA5153 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q9HV90 PA4708 PF01497 |iron-hydroxamate

Q9l6Y6 PAO146 PF02608 [sugar

QII1EO0 PA2338 PF01547 |sugar Mannitol doi: 10.3390/ijms20205156

Q91274 PA1810 PF00496 |oligopeptide

Q9l1C9 PA2349 PF03180 [methionine

QI9I5H5 PAO754 PF03401 |[tricarboxylate

Q9HT75 PA5498 PF01297 |zincion

QoleT5 PA0203 PF13416 |spermidine/putrescine

Q9I7A0 PA0030 PF04069 [choline

Q9HX78 PA3938 PF09084 [glycine betaine

Q9HYG1 PA3445 PF09084 |[glycine betaine

Q9HXG8 PA3836 PF04392 [Unclassified

Q9HT29 PA5545 PF16868 |phosphonates

Q9HYF7 PA3449 PF09084 |phosphonates

Q9HZT4 PA2913 PF01497 |cobalamin

Q9HXE1 PA3865 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q9HZU5 PA2902 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q9HVZ2 PA4423 PF04348 |Not annotated in TransportDB

Q9IoP3 PA2594 PF09084 |nitrate/sulfonate/taurine

QO9I2F8 PA1946 PF13407 [rhamnose D-ribose; D-allose; D- doi: 10.3390/ijms20205156

arabinose

Q9HXF8 PA3848 PF16868 |C4-dicarboxylate

Q9HTN7? PA5317 PF00496 |dipeptide/oligopeptide

Q9HT68 PA5505 PF03180 [methionine

Q9HU46 PA5138 PFO0497 |amino acid

(glutamine/glutamate/aspartate?)




Qolel6 PA0295 PF13416 |spermidine/putrescine
Q9HU47 PA5137 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q9HUS80 PA5103 PF04069 |[glycine betaine
Q9HY16 PA3610 PF13416 |spermidine/putrescine
Q9HVAS PA4687 PF13416 [iron(lll) Iron, gallium doi: 10.1021/acsinfecdis.9b00271
Q9HZ04 PA3236 PF04069 |[glycine betaine
Q9HUQO PA4913 PF13458 [leucine/valine Branched chain amino doi: 10.3390/ijms20205156
acids, Gly, Ala, Pro
QOI5T6 PA0602 PF13416 |spermidine/putrescine
Q91257 PA2058 PF00496 |oligopeptide
Q91174 PA2407 PF01297 [manganese/zinc ion Iron, magnesium, zinc, doi: 10.1111/febs.15004
calcium, manganesium,
nickel, zinc, cobaltum,
copper, cadmium
Q9HZS4 PA2923 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q9HVS1 PA4500 PF00496 |dipeptide/oligopeptide Many different dipeptides [doi: 10.3390/ijms20205156
Q9I0N8 PA2599 PF09084 [glycine betaine
Q9HU87 PA5096 PFO4069 |[glycine betaine
Q9HTH6 PA5388 PF04069 [choline
Q9HXES8 PA3858 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q91561 PA0884 PF03480 |C4-dicarboxylate
Q9HWM?2 PA4159 PF01497 [iron-hydroxamate
G3XD47 PAO888 PFO0497 [amino acid Arginine, Phospho-L- doi: 10.3390/ijms20205156
(glutamine/glutamate/aspartate?) arginine
Q9HWI6 PA4195 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q9HVS5 PA4496 PF00496 |dipeptide/oligopeptide
Q9HVH5 PA4616 PF03480 |C4-dicarboxylate L-malate doi: 10.1021/bi501388y.




Q911Q8 PA2209 PF03401 [tricarboxylate

Q91171 PA2410 PF01297 [manganese/zinc ion

Q9HYX9 PA3261 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q9HXL6 PA3779 PF03480 (C4-dicarboxylate

Q9HUA1 PA5082 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q9I13B7 PA1604 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q9I5N7 PA0689 PF12849 |phosphate

Q9HX57 PA3959 PF00497 [Unclassified

Q9I1R3 PA2204 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q9HWX9 PA4049 PFO0497 |amino acid

(glutamine/glutamate/aspartate?)

Photorhabdus luminescens subsp. laumondii TTO1

Number of ORFs in the proteome: 4556

Number of SBPs: 33 (0.72% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN
SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q7MB18 plu3146 PF13407 |rhamnose
Q7N842 plu0905 PF01497 |iron-hydroxamate
Q7N985 plu0458 PF13416 [sugar (maltose?)
Q7N417 plu2350 PF00496 |oligopeptide
Q7N006 plu4098 PF13458 [leucine/valine
Q7N460 plu2494 PF00496 |oligopeptide
Q7N8U8 plu0619 PF01547 [thiamin
Q7MZz24 plud484 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
Q7N3X5 plu2587 PF00496 |oligopeptide
Q7N777 plu1281 PF04069 [glycine betaine




Q7Mz21 plu44g87 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q7N9X9 plu0172 PF03480 (C4-dicarboxylate

Q7N461 plu2493 PF00496 |oligopeptide

Q7N9U7 plu0214 PF12849 [phosphate

Q7N9IM2 plu0300 PF00496 |dipeptide/oligopeptide

Q7MZL6 plu4267 PF13458 [leucine/valine

Q7N3S9 plu2634 PF01497 |iron-hydroxamate

Q7N9U2 plu0219 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q7N751 plu1307 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q7N091 plu4002 PF04348 [leucine/valine

Q7NA77 plu0058 PF13407 [ribose

Q7N8M4 plu0695 PF03180 [methionine

Q7N3P3 plu2672 PF01297 [manganese/zinc ion

Q7N0Z1 plu3738 PF01497 [iron-hydroxamate

Q7N6G3 plul587 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q7MZ54 pludd47 PF01497 |iron-hydroxamate

Q7N2A7 plu3181 PF03401 |[tricarboxylate

Q7N3Y4 plu2578 PF00496 [oligopeptide

Q7MYQ2 plu4623 PF01497 [iron-hydroxamate

Q7N7H5 plull74 PF01497 |iron-hydroxamate

Q7N544 plu2115 PF01297 |zincion

Q7N368 plu2853 PF01497 |iron-hydroxamate

Q7N4v3 plu2212 PF00496 |oligopeptide

Pseudomonas syringae pv.tomato DC3000

Number of ORFs in the proteome: 5431

Number of SBPs: 95 (1.75% of total)

Lifestyle Summary: PLANT PATHOGEN




SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

Q885K6 PSPTO_1826 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q88B53 PSPTO_0166 PF04069 [choline

Q881A0 PSPTO_2996 PF13407 [ribose

Q883E1 PSPTO_2423 PF09084 [nitrate/sulfonate/taurine

Q87WL2 PSPTO_4534 PF00496 |dipeptide/oligopeptide

Q880R4 PSPTO_3088 PF00496 |dipeptide/oligopeptide

Q882J2 PSPTO_2635 PF01297 [manganese/zinc ion

Q87XP0 PSPTO_4136 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q881U7 PSPTO_2785 PF13416 |spermidine/putrescine

Q888X5 PSPTO_0889 PFO1547 [sugar

Q87WH3 PSPTO_4577 PF04069 |glycine betaine

Q88AM5 PSPTO_0364 PF01547 [sugar

Q880R9 PSPTO_3082 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q88916 PSPTO_0763 PF01497 [iron-hydroxamate

Q886J4 PSPTO_1585 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q887K0 PSPTO_1292 PF13416 [sugar

Q889J0 PSPTO_0759 PF02608 [sugar

Q87UN6 PSPTO_5260 PF03180 |methionine

Q88BDO PSPTO_0087 PF00496 |dipeptide/oligopeptide

Q87XE0 PSPTO_4238 PF09084 |nitrate/sulfonate/taurine

Q883J0 PSPTO_2367 PF13407 [rhamnose

Q87UMS8 PSPTO_5268 PF01297 |zincion

Q87YS6 PSPTO_3716 PF00496 |oligopeptide

Q881R9 PSPTO_2814 PF00496 |dipeptide/oligopeptide

Q87WI17 PSPTO_4559 PF00496 |dipeptide/oligopeptide

Q88178 PSPTO_2731 PF13407 [ribose

Q88073 PSPTO_3003 PF13407 [xylose




Q886F7 PSPTO_1622 PF04069 |glycine betaine

Q87WI8 PSPTO_4558 PF00496 |dipeptide/oligopeptide

Q887x1 PSPTO_1159 PF02608 [sugar

Q87UE1 PSPTO_5358 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q880Vv2 PSPTO_3049 PF13407 |xylose

Q880U3 PSPTO_3058 PF04069 |glycine betaine

Q88ACS PSPTO_0464 PF04069 [choline

Q87UW2 PSPTO_5180 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q87UG5 PSPTO_5333 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q87WI9 PSPTO_4557 PF00496 |dipeptide/oligopeptide

Q882K0 PSPTO_2627 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q881A9 PSPTO_2987 PF13458 |branched-chain amino acid

Q885P3 PSPTO_1788 PF09084 [nitrate/sulfonate/taurine

Q87XI1 PSPTO_4197 PF13416 [spermidine/putrescine

Q88A34 PSPTO_0563 PF13416 |spermidine/putrescine

Q87UTO PSPTO_5216 PF03180 [methionine

Q887N6 PSPTO_1255 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q87UJ0 PSPTO_5307 PF13416 |spermidine/putrescine

Q880X1 PSPTO_3029 PF00496 |oligopeptide

Q882Vv4 PSPTO_2518 PF13416 |2-aminoethylphosphonate

Q881vVv7 PSPTO_2775 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q87UJ1 PSPTO_5306 PF13416 [spermidine/putrescine

Q87vCo PSPTO_5010 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q884A9 PSPTO_2187 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q87ZD9 PSPTO_3490 PF13407 [xylose




Q880A3 PSPTO_3269 PF12849 |phosphate

Q88776 PSPTO_1134 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q886H9 PSPTO_1600 PF04069 |[glycine betaine

Q882P9 PSPTO_2576 PF00496 |dipeptide/oligopeptide

Q87XE6 PSPTO_4232 PF03401 |[tricarboxylate

Q87YQ9 PSPTO_3735 PF13416 [sugar

Q87Wx4 PSPTO_4419 PF04348 [leucine/valine

Q88279 PSPTO_2473 PF13407 (xylose

Q87VL7 PSPTO_4919 PF13458 [leucine/valine

Q87XK7 PSPTO_4171 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q87UV5 PSPTO_5187 PF03180 |methionine

Q88219 PSPTO_2638 PF00532 [ribose

Q882G1 PSPTO_2667 PF13416 |spermidine/putrescine

Q87Ul11 PSPTO_5316 PF09084 |[glycine betaine

Q883G4 PSPTO_2399 PF13407 (xylose

Q87WI5 PSPTO_4561 PF00496 |dipeptide/oligopeptide

Qs81l1 PSPTO_2912 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q880B6 PSPTO_3256 PF01497 [cobalamin

Q885P0 PSPTO_1791 PF09084 |phosphonates

Q882C2 PSPTO_2707 PFO1547 |sugar

Q887D6 PSPTO_1360 PFO2608 |sugar

Q884F2 PSPTO_2141 PF01297 [manganese/zinc ion

Q887G1 PSPTO_1335 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q87U28 PSPTO_5487 PF12849 |phosphate

Q889713 PSPTO_0664 PF13416 [sugar

Q87UMS5 PSPTO_5271 PF04069 |[glycine betaine

Q88AS2 PSPTO_0314 PF13416 |2-aminoethylphosphonate

Q880C3 PSPTO_3248 PF00496 |dipeptide/oligopeptide




Q880Y8 PSPTO_3008 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q881U4 PSPTO_2788 PF09084 [nitrate/sulfonate/taurine

Q87YS5 PSPTO_3717 PF00496 |oligopeptide

Q884F5 PSPTO_2138 PF01297 [manganese/zinc ion

Q87YZ2 PSPTO_3647 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q886U0 PSPTO_1486 PFO0497 |Not annotated in TransportDB

Q87XR8 PSPTO_4108 PF13458 [leucine/valine

Q87uQ1 PSPTO_5245 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q88AY4 PSPTO_0249 PF00496 |dipeptide/oligopeptide

Q88AW6 PSPTO_0267 PF00496 |oligopeptide

Q87UHS8 PSPTO_5319 PF09084 |[glycine betaine

Q87TVv8 PSPTO_5562 PF01497 |cobalamin

Q884R4 PSPTO_2024 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q881D2 PSPTO_2962 PF13458 [leucine/valine

Q888H3 PSPTO_1051 PF03480 (C4-dicarboxylate

Bordetella pertussis Tohama |

Number of ORFs in the proteome: 3258

Number of SBPs: 167 (5.13% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGE

N

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
030446 BP0148 PF03401 |[tricarboxylate
Q45389 BP3782 PF03401 |[tricarboxylate
Q7VY55 BP1507 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
Q7VYNS8 BP1277 PF13458 [leucine/valine
Q7VvVU18 BP3322 PF13458 [leucine/valine
Q7VSG4 BP0461 PF09084 [nitrate/sulfonate/taurine




Q7Vvs23 BP0633 PF03401 [tricarboxylate

Q7VXB9 BP1864 PF03480 |C4-dicarboxylate

Q7VTS6 BP3434 PF03180 [methionine

Q7VXF2 BP1823 PF00496 |dipeptide/oligopeptide

Q7vvQo BP2594 PF00496 |dipeptide/oligopeptide

Q7VZ63 BP1071 PF12849 |phosphate

Q7VYI3 BP1354 PF03401 |[tricarboxylate

Q7VXF5 BP1819 PF13416 |sugar

Q7VY56 BP1506 PF13458 [leucine/valine

Q7VY76 BP1480 PF12849 [tungsten

Q7W061 BP0301 PF13458 (urea

Q7VSK8 BP0403 PF16868 |phosphonates

Q7VvVvCo BP2747 PF13458 [leucine/valine

Q7VvSs60 BP0589 PF03480 |C4-dicarboxylate

Q7VT177 BP3674 PF09084 [glycine betaine

Q7VWG3 BP2293 PF00496 |dipeptide/oligopeptide

Q7VYN5 BP1281 PF13416 |sugar

Q7VYH5 BP1364 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q7VSR6 BP3862 PF00496 |dipeptide/oligopeptide

Q7vUD9 BP3159 PF00496 |dipeptide/oligopeptide

Q7WO0PO BP0O057 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q7VZ)2 BP0913 PF09084 |nitrate/sulfonate/taurine

Q7VS56 BP0593 PF09084 [nitrate/sulfonate/taurine

Q7VWX0 BP2066 PF03401 |[tricarboxylate

Q7VVL6 BP2638 PF13416 [sugar

Q7W018 BP0683 PF09084 |Not annotated in TransportDB

Q7vW51 BP2418 PF13458 (urea

Q7VRZ6 BP0663 PF09084 |nitrate/sulfonate/taurine

Q7VvYU9 BP1208 PF03401 [tricarboxylate

Q7VXe0 BP1948 PF13458 [urea

Q7VvVie6 BP2895 PF03401 [tricarboxylate




Q7VTG8 BP3572 PF04069 [glycine betaine

Q7VXR3 BP1675 PF03401 |[tricarboxylate

Q7U360 BP2835 PF13416 |sugar

Q7vU78 BP3245 PF03401 |[tricarboxylate

Q7W032 BP0334 PF03401 [tricarboxylate

Q7VVN1 BP2616 PF09084 |nitrate/sulfonate/taurine

Q7Vsi15 BP0641 PF03401 [tricarboxylate

Q7VZH6 BP0931 PF03401 |[tricarboxylate

Q7VSH2 BP0452 PF03401 [tricarboxylate

Q7vs81 BP0561 PF03401 |[tricarboxylate

Q7vW44 BP2425 PF03401 |[tricarboxylate

Q7WONO BP0069 PF03480 |C4-dicarboxylate

Q7VYX9 BP1170 PF03401 |[tricarboxylate

Q7VT58 BP3696 PF03401 |[tricarboxylate

Q7VX52 BP1965 PF03401 [tricarboxylate

Q79GS0 BP2231 PF04392 [Unclassified

Q7VZWS5 BP0765 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q7VUAOQ BP3219 PF03401 [tricarboxylate

Q7VvZs1 BP0819 PF03401 |[tricarboxylate

Q7W096 BP0254 PF03401 [tricarboxylate

Q7W019 BP0682 PF03401 |[tricarboxylate Nicotinate, nicotinamide, |doi: 10.1016/j.jmb.2007.08.006

citrate, benzoate, quinaldic
acid

Q7VSPO BP0363 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q7VUuv7 BP2963 PF03480 (C4-dicarboxylate

Q7VTRO BP3454 PF03401 |[tricarboxylate

Q7VVli6 BP2661 PF03480 (C4-dicarboxylate

Q7vVZWO0 BP0771 PF03401 |[tricarboxylate

Q7VvzZIo BP0927 PF03401 [tricarboxylate

Q7VTI2 BP3544 PF03401 |[tricarboxylate

Q7VVW?2 BP2523 PF03401 [tricarboxylate




Q7W036 BP0330 PF03401 [tricarboxylate
Q7VVI8 BP2671 PF03480 |C4-dicarboxylate
Q7VVe5 BP2826 PF03401 [tricarboxylate
Q7VWAS BP2352 PF03480 |C4-dicarboxylate
Q7vy3il BP1532 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q7VZS8 BP0810 PF03401 [tricarboxylate
Q7W0B2 BP0237 PF03401 |[tricarboxylate
Q7VTM?2 BP3501 PF03401 [tricarboxylate
Q7VvY71 BP1487 PF03480 |C4-dicarboxylate
Q7VST2 BP3843 PF03401 [tricarboxylate
Q7VRY8 BP0671 PF03401 |[tricarboxylate
Q7VZSs3 BP0817 PF03401 [tricarboxylate
Q7VYZ0 BP1160 PF03401 |[tricarboxylate
Q7VvUlI5 BP3106 PF03401 [tricarboxylate
Q7vVv33 BP2873 PF03401 |[tricarboxylate
Q7VXB1 BP1891 PF03480 |C4-dicarboxylate Pyroglutamic acid doi: 10.1016/j.jmb.2007.04.047
Q7VXN9 BP1708 PF09084 |phosphonates
Q7WOEO BP0200 PF03401 [tricarboxylate
Q7VVK9 BP2647 PF03401 |[tricarboxylate
Q7vs)7 BP0418 PF03401 [tricarboxylate
Q7Wo0B4 BP0234 PF03480 |C4-dicarboxylate
Q7VT185 BP3666 PF03401 [tricarboxylate
Q7VXP2 BP1705 PF03480 [C4-dicarboxylate
Q7VSE5 BP0486 PF03401 [tricarboxylate
Q7W0lJ5 BP0121 PF13416 |sugar
Q7VsuU5 BP3827 PF03401 [tricarboxylate
Q7VvTS1 BP3440 PF03401 |[tricarboxylate Aspartate doi: 10.1016/j.jmb.2005.11.096
Q7VUC5 BP3178 PF03401 |[tricarboxylate
Q7VYIO BP1358 PF03401 |[tricarboxylate
Q7VXT9 BP1644 PF03401 |[tricarboxylate
Q7VT56 BP3700 PF03401 |[tricarboxylate
Q7vvs3 BP2802 PF03401 [tricarboxylate




Q7vT181 BP3670 PF03401 [tricarboxylate
Q7VWT9 BP2103 PF03401 |[tricarboxylate
Q7VvXQ9 BP1685 PF03401 [tricarboxylate
Q7VVK4 BP2653 PF03401 |[tricarboxylate
Q7vT101 BP3756 PF03401 [tricarboxylate
Q7VRZ5 BP0664 PF03401 |[tricarboxylate
Q7VVX2 BP2513 PF03401 [tricarboxylate
Q7VZH3 BP0935 PF03401 |[tricarboxylate
Q7VXs1 BP1667 PF03401 [tricarboxylate
Q7VvS39 BP0612 PF03401 |[tricarboxylate
Q7VUR4 BP3012 PF03401 [tricarboxylate
Q7VSA6 BP0531 PF03401 |[tricarboxylate
Q7VT49 BP3707 PF03401 [tricarboxylate
Q7VX73 BP1934 PF03401 |[tricarboxylate
Q7VTH2 BP3568 PF13458 [leucine/valine
Q7VVH3 BP2692 PF00496 |dipeptide/oligopeptide
Q7WON5 BP0063 PF03401 [tricarboxylate
Q7VZNG6 BP0861 PF03401 |[tricarboxylate
Q7VX39 BP1983 PF00496 |dipeptide/oligopeptide
Q7VX85 BP1920 PF03480 |C4-dicarboxylate
Q7VZT0 BP0807 PF03401 [tricarboxylate
Q7VXB3 BP1887 PF03480 |C4-dicarboxylate Pyroglutamic acid doi: 10.1016/j.jmb.2007.04.047
Q7VUX3 BP2943 PF03401 [tricarboxylate
Q7vZ12 BP1131 PF03401 |[tricarboxylate
Q7VTT3 BP3427 PF13458 [urea

Q7VvS05 BP0654 PF03401 |[tricarboxylate Aspartate doi: 10.1016/j.jmb.2005.11.096
Q7Vvs98 BP0542 PF03401 [tricarboxylate
Q7VvSs10 BP0649 PF03401 |[tricarboxylate
Q7VXI3 BP1780 PF03401 [tricarboxylate
Q7WO0AO0 BP0250 PF03401 |[tricarboxylate Glutamate doi: 10.1107/50907444906032653
Q7VT40 BP3716 PF13458 [leucine/valine




Q7VXzZ7 BP1573 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q7vs37 BP0615 PF03401 [tricarboxylate

Q7vWJ6 BP2219 PF16868 [phosphonate

Q7VYM6 BP1292 PF03180 [methionine

Q7VT55 BP3701 PF09084 |[glycine betaine

Q7VTE6 BP3596 PF01497 [iron-hydroxamate

Q7VVv70 BP2818 PF03180 |methionine

Q7VvU86 BP3237 PF00496 |dipeptide/oligopeptide

Q7VvZz0 BP0726 PF00496 |dipeptide/oligopeptide

Q7VXA4 BP1900 PF03401 [tricarboxylate

Q7VsSM1 BP0385 PF03180 |methionine

Q7VX79 BP1926 PF13416 |spermidine/putrescine

Q7VUB2 BP3196 PF13458 [leucine/valine

Q7VsQe6 BP0345 PF01497 [iron-hydroxamate

Q7VZVvV0 BP0782 PF09084 |nitrate/sulfonate/taurine

Q7W074 BP0284 PF00496 |dipeptide/oligopeptide

Q7VSHO BP0454 PF16868 [phosphonate

Q7VYN1 BP1285 PF13458 [leucine/valine

Q7vwv1 BP2090 PF13458 [leucine/valine

Q7vza2 BP1097 PF13458 [urea

Q7VWB2 BP2348 PF13416 [spermidine/putrescine

Q7VSwW7 BP3802 PF00496 |dipeptide/oligopeptide

Q7VSS3 BP3855 PF09084 |nitrate/sulfonate/taurine

Q7VW70 BP2396 PF00496 |dipeptide/oligopeptide

Q7VWS8 BP2116 PF03401 |[tricarboxylate

Q7VUK6 BP3080 PF01297 [manganese/zinc ion

Q7Vvs83 BP0O558 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q7VWX9 BP2055 PF04069 |[glycine betaine

Q7Vs30 BP0622 PF13458 [leucine/valine 3-hydroxybenzoic acid PDB: 4Q6W

Q7VWWS8 BP2068 PF04392 |Unclassified




Q7VYW9 BP1184 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q7VT52 BP3704 PF09084 [glycine betaine

Q7VXC7 BP1852 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q7VXR5 BP1673 PF03401 |[tricarboxylate

Q7vsul BP3831 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q7VvY34 BP1529 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q7VTG5 BP3575 PF13458 (urea

Q7VSR1 BP3867 PF03401 |[tricarboxylate

Pseudomonas fluorescens Pf0-1

Number of ORFs in the proteome: 5712

Number of SBPs: 94 (1.65% of total)

Lifestyle Summary: SOIL

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q3K987 Pfl01_3930 PF01297 [manganese/zinc ion
Q3KEJ9 Pfl01_2064 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q3K8M6 Pfl01_4141 PF0O0532 |[ribose
Q3K5C8 Pfl01_5289 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
Q3KHPO Pfl01_0973 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
Q3KKD7 Pfl01_0025 PF04069 [choline
Q3K6R7 Pfl01_4800 PF01497 [iron-hydroxamate
Q3KB22 Pflo1_3294 PF09084 |nitrate/sulfonate/taurine
Q3Kl147 Pfl01_0816 PF00496 |dipeptide/oligopeptide
Q3K974 Pfl01_3943 PF00497 |amino acid
(glutamine/glutamate/aspartate?)




Q3K4D6 Pfl01_5632 PF13416 |spermidine/putrescine

Q3K9S5 Pfl01_3741 PF00496 |oligopeptide

Q3K4M9 Pfl01_5538 PF00496 |dipeptide/oligopeptide

Q3K4F2 Pfl01_5615 PF12849 |phosphate

Q3K658 Pfl01_5009 PF01497 [iron-hydroxamate

Q3KE81 Pfl01_2182 PF00496 |oligopeptide

Q3KCG2 Pfl01_2802 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q3KEZ4 Pfl01_1919 PF13407 |rhamnose

Q3K517 Pfl01_5230 PF04069 [choline

Q3K4A7 Pflo1_5661 PF01297 [manganese/zinc ion

Q3K503 Pfl01_5414 PF09084 |[glycine betaine

Q3KBP3 Pfl01_3073 PF00496 |oligopeptide

Q3K528 Pfl01_5389 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q3KB75 Pfl01_3241 PF13416 [spermidine/putrescine

Q3KJFO Pfl01_0362 PF04069 |glycine betaine

Q3KID7 Pfl01_0375 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q3KIJE3 Pfl01_0369 PF04069 [choline

Q3K712 Pfl01_4535 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q3KAL2 Pfl01_3454 PF03480 |C4-dicarboxylate

Q3K733 Pfl01_4684 PF04348 [leucine/valine

Q3KDS3 Pfl01_2340 PF13407 [rhamnose

Q3KGWS5 Pfl01_1248 PF13458 [leucine/valine

Q3KD39 Pfl01_2575 PF13416 |spermidine/putrescine

Q3K9K2 Pfl01_3814 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q3K513 Pfl01_5404 PF13416 [spermidine/putrescine

Q3K8Q2 Pfl01_4115 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q3KCX4 Pfl01_2640 PF01547 |sugar




Q3KAZ7 Pfl01_3319 PF04069 [glycine betaine

Q3K429 Pfl01_5418 PF09084 |[glycine betaine

Q3KFV7 Pfl01_1606 PF04069 [glycine betaine

Q3K5D5 Pfl01_5282 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q3KHO03 Pfl01_1210 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q3K823 Pfl01_4344 PF04069 |[glycine betaine

Q3KEE6 Pflo1_2117 PF13416 |spermidine/putrescine

Q3KGMO Pflo1_1343 PF09084 |nitrate/sulfonate/taurine

Q3KBE4 Pflo1_3172 PF12849 [phosphate

Q3KDW1 Pfl01_2302 PF13407 [xylose

Q3KE82 Pfl01_2181 PF00496 |oligopeptide

Q3KCl4 Pfl01_2780 PF04069 |[glycine betaine

Q3KEA8 Pflo1_2155 PF13416 |spermidine/putrescine

Q3KBK6 Pfl01_3110 PF13407 [ribose

Q3KBH1 Pflo1_3145 PF13416 |spermidine/putrescine

Q3K4V8 Pfl01_5459 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q3KBJ6 Pfl01_3120 PF00496 |oligopeptide

Q3KIV1 Pfl01_0211 PF09084 |phosphonates

Q3KKA3 Pfl01_0059 PF01297 |[zincion

Q3KB23 Pfl01_3293 PF09084 |glycine betaine

Q3K5U3 Pfl01_5124 PF13416 [spermidine/putrescine

Q3KI150 Pfl01_0813 PF00496 |dipeptide/oligopeptide

Q3KlJI4 Pfl01_0328 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q3KCD5 Pfl01_2829 PF13416 [spermidine/putrescine

Q3KII9 Pfl01_0673 PF02608 [sugar

Q3KJQ6 Pfl01_0256 PF09084 |[glycine betaine

Q3KJT9 Pfl01_0223 PF03180 |methionine

Q3KCT?7 Pfl01_2677 PF13416 [spermidine/putrescine

Q3KB56 Pfl01_3260 PF13416 |spermidine/putrescine




Q3KIS5 Pfl01_0237 PF03180 [methionine

Q3KIWO0 Pfl01_0552 PF13458 [leucine/valine

Q3K148 Pfl01_0815 PF00496 |dipeptide/oligopeptide

Q3KBM4 Pfl01_3092 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q3KFA9 Pfl01_1804 PF00497 |[Unclassified

Q3KHP6 Pfl01_0967 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q3K7P8 Pflo1_4469 PF13416 |spermidine/putrescine

Q3KHG5 Pfl01_1048 PF13416 [spermidine/putrescine

Q3K5G6 Pfl01_5251 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q3K990 Pflo1_3927 PF01297 [manganese/zinc ion

Q3KCA9 Pfl01_2855 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q3KDP1 Pfl01_2372 PF13416 [spermidine/putrescine

Q3K512 Pfl01_5405 PF13416 |spermidine/putrescine

Q3KB11 Pfl01_3305 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q3KJK1 Pfl01_0311 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q3K655 Pfl01_5012 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q3K5H9 Pfl01_5238 PF04069 [choline

Q3KDS8 Pfl01_2335 PF03180 |methionine

Q3KIT4 Pfl01_0228 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q3KK95 Pfl01_0067 PF03180 [methionine

Q3K6D6 Pflo1_4931 PF09084 [nitrate/sulfonate/taurine

Q3K875 Pfl01_4292 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q3KGLO Pfl01_1353 PF03401 |[tricarboxylate

Q3K727 Pfl01_4370 PF13416 |N-acetylglucosamine




Q3KIRS Pfl01_0244 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q3KISO Pfl01_0592 PF01497 [cobalamin

Q3KAD4 Pfl01_3532 PF13416 [spermidine/putrescine

Q3KI58 Pfl01_0805 PF04069 [glycine betaine

Brucella abortus 2308

Number of ORFs in the proteome: 3023

Number of SBPs: 62 (2.05% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

Q2YKR5 BAB2_0585 PF13416 |sugar

Q2YJB6 BAB2_1146 PF09084 |phosphonates

Q2YLWS8 BAB1 1770 PF01547 [thiamin

Q2YKJ5 BAB2_0664 PFO0496 |oligopeptide

Q2YL86 BAB2_0023 PF13458 [urea

Q2YLGO BAB1_1792 PF13458 [leucine/valine

Q2YLF8 BAB1 1794 PF13458 [leucine/valine

Q2YK58 BAB2_0822 PF13458 [leucine/valine

Q2YKZ9 BAB2_0491 PF01547 |sugar

Q2YJK2 BAB2_1049 PF00496 |dipeptide/oligopeptide

Q2YK66 BAB2_0812 PF00496 |dipeptide/oligopeptide

Q2YJH5 BAB2_1079 PF01297 |zincion Zinc doi: 10.1128/1A1.01957-05

Q2YK50 BAB2_0830 PF13458 [leucine/valine

Q2YKI6 BAB2_0673 PF02608 [sugar Adenine PDB: 3599

Q2YKQ9 BAB2_0593 PF13458 [urea

Q2YJA9 BAB2_1153 PF13458 [leucine/valine

Q2YL39 BAB2_0451 PF00496 |dipeptide/oligopeptide

Q2YIY2 BAB2_0377 PF13407 |xylose

Q2YRYO BAB1 1593 PF04069 [choline

Q2YJW3 BAB2_0927 PFO5048 |Not annotated in TransportDB

Q2YKZ2 BAB2_0502 PF04069 [glycine betaine




Q2YQQ6 BAB1_2176 PF03180 [methionine

Q2YKUO BAB2_0558 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q2YJ40 BAB2_0427 PF13416 [thiamin

Q2YKO03 BAB2_0879 PF13416 |spermidine/putrescine

Q2YJV3 BAB2_0938 PF13407 |xylose

Q2YJS2 BAB2_0974 PF00496 |dipeptide/oligopeptide

Q2YP76 BAB1_0226 PF04069 |[glycine betaine Glycine-betaine, choline, doi: 10.1128/JB.00746-16

ectoine, proline, carnitine
(low affinity)

Q2Yamo BAB1_ 1313 PF13458 [leucine/valine

Q2YK97 BAB2_0767 PF09084 [nitrate/sulfonate/taurine

Q2YP60 BAB1 0214 PF09084 |nitrate/sulfonate/taurine

Q2YLB9 BAB2_0282 PF13458 [urea

Q2YMQ4 BAB1_0567 PF13407 |xylose

Q2YJK7 BAB2_1043 PF00496 |dipeptide/oligopeptide

Q2YKT4 BAB2_0564 PF01497 |iron-hydroxamate

Q2YRX3 BAB1_1600 PF00496 |dipeptide/oligopeptide

Q2YNH7 BAB1_0881 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q2YJI9 BAB2_1062 PF13416 [spermidine/putrescine

Q2yaD1 BAB1 1366 PF01497 [iron-hydroxamate

Q2vlie BAB2_1055 PF00496 |dipeptide/oligopeptide

Q2YLW5 BAB1_1954 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q2YQA1 BAB1 1628 PF13416 |spermidine/putrescine

Q2YLB5 BAB2_0286 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q2YKP5 BAB2_0611 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q2YRV5 BAB1_1216 PF16868 [glycine betaine

Q2YKGO BAB2_0700 PF00496 |oligopeptide




Q2YQB8 BAB1 1648 PF13407 |xylose

Q2YLAO BAB2_0009 PF02608 |sugar

Q2YL07 BAB2_0483 PF01497 [cobalamin

Q2YIv4 BAB2_0275 PF03180 [methionine

Q2YJES8 BAB2_ 1109 PF13407 |xylose

Q2YKG1 BAB2_0699 PF00496 |oligopeptide

Q2YPL6 BAB1_0010 PF00496 |oligopeptide

Q2yqQul BAB1 2141 PF12849 |phosphate

Q2YJC7 BAB2 1132 PF13458 [urea

Q2YPE4 BAB1_0325 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q2YPL7 BAB1_0009 PF00496 |oligopeptide

Q2YQE3 BAB1 1362 PF13407 |[ribose

Q2YPK1 BAB1_0373 PF03480 |C4-dicarboxylate

Q2YKU9 BAB2_0547 PF01547 |sugar

Q2YKP4 BAB2_0612 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q2YR20 BAB1_2054 PF04392 [Unclassified

Acinetobacter baumannii AYE

Number of ORFs in the proteome: 3652

Number of SBPs: 18 (0.49% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN
SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
BOVBK4 ABAYE2253 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
BOVBK5 ABAYE2254 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
BOVC68 ABAYE2161 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
BOVBMS8 ABAYE3725 PF01297 |zincion
BOVAB4 ABAYE2662 PF00496 |oligopeptide




BOVC25 ABAYE2212 PF04069 |glycine betaine

BOVADS ABAYE2638 PF03180 [methionine

BOV5V7 ABAYE3840 PF09084 |glycine betaine

BOV7E3 ABAYE1409 PF09084 |nitrate/sulfonate/taurine

BOVBB8 ABAYE1177 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

BOVC73 ABAYE2167 PF03180 |methionine

BOVBU2 ABAYE1092 PF01497 |iron-hydroxamate

BOVC74 ABAYE2168 PF03180 |methionine

BOVB10 ABAYE2421 PF09084 |nitrate/sulfonate/taurine

BOVD28 ABAYE2044 PF00496 |dipeptide/oligopeptide

BOVBZ9 ABAYE1032 PF12849 [phosphate

BOV7H3 ABAYE1365 PF03180 |methionine

BOVD29 ABAYE2045 PF00496 |dipeptide/oligopeptide

Nocardia brasiliensis ATCC 700358

Number of ORFs in the proteome: 8414

Number of SBPs: 80 (0.95% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN
SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
KOEFUS 031_000600 PF00496 |dipeptide/oligopeptide
KOEN58 031_001835 PF00496 |oligopeptide
KOF7Q8 031_027885 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)
KOF6L6 031_035340 PF13458 |urea
KOENN9 031_003230 PF00496 |dipeptide/oligopeptide
KOF0zZ0 031_016925 PF09084 |nitrate/sulfonate/taurine
KOEJ32 031_007000 PF13407 |xylose
KOETD2 031_004790 PF16868 |Unclassified
KOEVJ2 031_015740 PF01297 |zinc
KOENA3 031_002505 PF01297 |zinc
KOEV74 031_017505 PF13407 |xylose




KOF0B2 031_023250 PF00496 |dipeptide/oligopeptide

KOFC11 031_035645 PFO4069 |glycine betaine

KOF8J3 031_029135 PF01547 |sugar

KOETM?2 031_012440 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

KOET74 031_013580 PF13407 [ribose

KOEXB1 031032845 PF02608 |sugar

KOEMP7 031_014510 PF01547 [sugar

KOEUX5 031_014740 PF13407 [ribose

KOF1C6 031_027665 PF03180 |methionine

KOELI1 031_012060 PF01497 |cobalamin

KOEWS9 031_016620 PF13416 [sugar

KOEYB9 031_022760 PF01497 |Gene locus not annotated in Uniprot

KOEXKS5 031_011625 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

KOEH37 031_003150 PF13458 |urea

KOF4D2 031_033040 PF01497 [iron-hydroxamate

KOESDO 031_012080 PF09084 |nitrate/sulfonate/taurine

KOEUL3 031_027670 PF03180 |methionine

KOEV70 031_017455 PF16868 |phosphonates

KOET66 031_004315 PF01497 [iron-hydroxamate

KOETA3 031_011615 PF00496 |dipeptide/oligopeptide

KOEP46 031_017460 PF16868 |phosphonates

KOEQS4 031_020995 PF01497 |iron-hydroxamate

KOF7A5 031_026935 PF09084 [nitrate/sulfonate/taurine

KOEYI7 031_013200 PF00496 |dipeptide/oligopeptide

KOEPB9 031_004380 PF01497 [iron-hydroxamate

KOF5A7 031_032730 PF00496 |oligopeptide

KOEWS5 031_010550 PF01547 |sugar

KOF6F8 031_025400 PF01497 |iron-hydroxamate

KOEZS6 031_023245 PF00496 |dipeptide/oligopeptide

KOF6N5 031_036885 PF00496 |dipeptide/oligopeptide

KOF4S5 031_033590 PF00496 |oligopeptide




KOF284 031_018885 PF00496 |dipeptide/oligopeptide

KOF3R8 031_032165 PF01497 |iron-hydroxamate

KOEMS50 031_000605 PF00496 |dipeptide/oligopeptide

KOEY51 031_012800 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

KOF598 031_034390 PF01497 |cobalamin

KOF4C9 031_022305 PF13407 |rhamnose

KOFC69 031_036020 PF04069 |[glycine betaine

KOF002 031_025480 PF01547 |sugar

KOF9A7 031_040050 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

KOEJ14 031_006850 PF13407 |xylose

KOEV66 031_007540 PF00496 |dipeptide/oligopeptide

KOF2E6 031_041990 PF13416 |sugar

KOEWW3 031_031820 PF13407 |rhamnose

KOF1Y4 031_028790 PF00496 |dipeptide/oligopeptide

KOEYH6 031_022985 PF09084 [nitrate/sulfonate/taurine

KOF384 031_029975 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

KOF521 031_034015 PF00496 |oligopeptide

KOEUA6 031_012520 PF13458 [leucine/valine

KOF2T2 031_027505 PF01547 |sugar

KOF0SO 031_025415 PF01497 [iron-hydroxamate

KOEUL8 031_013195 PF00496 |dipeptide/oligopeptide

KOETMO 031_025945 PF09084 [nitrate/sulfonate/taurine

KOF4P3 031_033175 PF00496 |dipeptide/oligopeptide

KOEH75 031_003350 PF12849 |phosphate

KOF1YO 031_041240 PF01547 |sugar

KOEUI4 031_013840 PF01547 |sugar

KOF6N8 031_025885 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

KOEV98 031_015315 PF13407 [ribose

KOERV9 031_022965 PF09084 [nitrate/sulfonate/taurine




KOEYVO 031_021325 PF04069 |glycine betaine

KOF7X1 031_039360 PF13416 [sugar

KOF5X5 031_035950 PF00496 |dipeptide/oligopeptide
KOF4X5 031_023180 PF00496 |dipeptide/oligopeptide
KOEXX3 031_021860 PF13458 [leucine/valine

KOELW1 031012885 PF00496 |dipeptide/oligopeptide
KOF5R4 031_035650 PF04069 |glycine betaine

KOEZLO 031_037305 PF13407 |xylose

KOF7V6 031_039260 PF09084 [nitrate/sulfonate/taurine

Lactobacillus acidophilus NCFM

Number of ORFs in the proteome: 1859

Number of SBPs: 29 (1.56% of total)

Lifestyle Summary: HUMAN INTESTINAL MICROFLORA
SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q5FKL3 LBA0904 PF03180 [methionine
Q5FI08 LBA1866 PF13416 [sugar (maltose?)
G1UB54 LBA1442 PF01547 |sugar
Q5FHS2 LBA1958 PF00496 [oligopeptide
Q5FJI3 LBA1301 PF00496 |dipeptide/oligopeptide
Q5Fl0 LBA1672 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
Q5FK82 LBA1046 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
Q5FJ99 LBA1400 PF00496 |dipeptide/oligopeptide
Q5FJ23 LBA1481 PF13407 |xylose
Q5FI194 LBA1773 PF01297 [manganese/zinc ion
Q5FJI4 LBA1300 PF00496 |dipeptide/oligopeptide
Q5FLF9 LBAO585 PF13416 |sugar
Q5FJA4 LBA1395 PF03180 |methionine
G1UB60 LBAO502 PF13416 |sugar
Q5FHT6 LBA1943 PF02608 [sugar




Q5Fl7 LBA1665 PF00496 |oligopeptide

Q5FHT7 LBA1942 PF02608 |sugar

Q5FJS3 LBA1216 PF00496 |oligopeptide

Q5FMI2 LBA0197 PF00496 |oligopeptide

Q5FLG4 LBAO579 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q5FJF1 LBA1346 PF00496 |oligopeptide

Q5FIM1 LBA1641 PF13416 |sugar

Q5FLH1 LBAO572 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q5FM21 LBAO361 PF12849 [phosphate

Q5FHR9 LBA1961 PF00496 |oligopeptide

Q5FMX1 LBA0OO49 PF04392 [Unclassified

Q5FL38 LBAO713 PF13416 [spermidine/putrescine

Q5FMI1 LBA0198 PF00496 |oligopeptide

Q5FJFO LBA1347 PF00496 |oligopeptide

Spirochaeta thermophila Z-1203

Number of ORFs in the proteome: 2249

Number of SBPs: 41 (1.82% of total)

Lifestyle Summary: FRESH/MARINE WATERS

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

GOGDUO Spith_1962 PF09084 |nitrate/sulfonate/taurine

GOGDCO Spith_0260 PF00496 |oligopeptide

GOGFSO Spith_1349 PF13416 [sugar

GOGAA3 Spith_0660 PF01547 |sugar

G0GC43 Spith_0120 PF13458 [leucine/valine

GOGEZ5 Spith_2083 PF03480 |C4-dicarboxylate

GOGB12 Spith_0760 PF00496 |dipeptide/oligopeptide

GOGAT4 Spith_1569 PF01547 |sugar

GOGF74 Spith_0493 PFO4069 |[glycine betaine

GOGDT6 Spith_1958 PF02608 |sugar




GOGA73 Spith_0629 PF03401 |[tricarboxylate
GOGDRO Spith_1932 PF13416 [sugar

GOGFKO Spith_2144 PF03480 |C4-dicarboxylate
GOGF11 Spith_2099 PF13407 |rhamnose
GOGDA3 Spith_0243 PF01547 |sugar

GOGEJ2 Spith_0396 PFO1547 [sugar

GOGBA3 Spith_1651 PF03480 |C4-dicarboxylate
GOGA25 Spith_1449 PFO1547 [sugar

GOGDW1 Spith_0307 PF13407 |xylose

GOGAH2 Spith_1529 PFO1547 [sugar

GOGEM1 Spith_0425 PF13407 |rhamnose
GOGBZ2 Spith_1743 PFO1547 [sugar

GOGAD1 Spith_1487 PF03480 |C4-dicarboxylate
GOGDR9 Spith_1941 PFO0496 |oligopeptide
GOGF15 Spith_2103 PF01547 |sugar

GOGFK9 Spith_2153 PF01497 |iron-hydroxamate
GOGDT1 Spith_1953 PF13458 [leucine/valine
GO0GD79 Spith_1896 PF13416 [sugar

GOGA78 Spith_0634 PF01297 |zinc

GOGFH4 Spith_1323 PF01547 [sugar

GOGA71 Spith_0627 PF03480 |C4-dicarboxylate
GOGFRO Spith_1339 PF13407 |rhamnose
G0GD21 Spith_1041 PF13416 [sugar (maltose?)
GOGEIl Spith_0384 PF03480 [C4-dicarboxylate
GOGI9T2 Spith_0552 PF12849 |phosphate
GO0GCJ3 Spith_1800 PF00496 |dipeptide/oligopeptide
GOGF63 Spith_0482 PF13416 |sugar

GOGE23 Spith_0370 PFO1547 [sugar

GOGAN1 Spith_0717 PF01547 |sugar

GOGBK3 Spith_0075 PFO1547 [sugar

G0GD29 Spith_1845 PF02608 |sugar

Azospirillum brasilense Sp245




Number of ORFs in the proteome: 7541

Number of SBPs: 161 (2.13% of total)

Lifestyle Summary: BENEFICIAL PLANT ASSOCIATED

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

G8AWV9 AZOBR_p310110 PF13458 [leucine/valine

G8AKQ3 AZOBR_100201 PF02608 [sugar

G8ATS3 AZOBR_p1130057 PF03480 |CA4-dicarboxylate

G8AQ61 AZOBR_p110048 PF00496 |oligopeptide

G8AUWG6 AZOBR_p230066 PF00496 |dipeptide/oligopeptide

G8AX81 AZOBR p310232 PF13416 |2-aminoethylphosphonate

G8AFZ2 AZOBR_180217 PF13458 [leucine/valine

G8AYTO AZOBR _p410007 PF13458 [leucine/valine

G8B019 AZOBR_p460039 PF03480 |CA4-dicarboxylate

G8AGP3 AZOBR_180300 PF09084 [nitrate/sulfonate/taurine

G8AQZ2 AZOBR_p130041 PFO4069 |[glycine betaine

G8AZU1 AZOBR_p440163 | PF13407 |xylose

G8AYWS5S AZOBR_p410042 PF01497 |iron-hydroxamate

G8AWS4 AZOBR_p310075 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

G8AVY5 AZOBR p270290 PF03480 |C4-dicarboxylate

G8ATUS AZOBR_p210018 PF13458 |urea

G8AIN1 AZOBR_40262 PF00496 |oligopeptide

G8AR13 AZOBR_p130062 PF04392 |Unclassified

G8AEGO AZOBR_10106 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

G8AGU1 AZOBR_ 190023 PF13458 [leucine/valine

G8AXV7 AZOBR_p330117 PF01297 |zinc

G8AZX8 AZOBR _p450012 PF03480 |C4-dicarboxylate

G8AQV9 AZOBR_p130008 PF13458 [leucine/valine

G8AFF2 AZOBR 10288 PF00496 |oligopeptide

G8ASH5 AZOBR_p170142 PF09084 |glycine betaine

G8AXB6 AZOBR_p310267 PF09084 [nitrate/sulfonate/taurine




G8AXU2 AZOBR_p330102 PF01547 |sugar

G8AF88 AZOBR_10224 PF01297 |zinc

G8AX46 AZOBR_p310197 PF13458 |urea

G8AVD6 AZOBR_p270091 PF13458 [leucine/valine

G8AXKS5 AZOBR_p330015 PF09084 [nitrate/sulfonate/taurine
G8AUJ9 AZOBR_p220071 PF03480 |C4-dicarboxylate
G8AWU7 AZOBR p310098 PF13458 [leucine/valine

G8AWX6 AZOBR_p310127 PF03480 |C4-dicarboxylate

G8ALR6 AZOBR_ 120022 PF16868 |phosphonates

G8AWG2 AZOBR_p350061 PF00496 |dipeptide/oligopeptide
G8AX64 AZOBR_p310215 PF13458 |urea

G8BOK8 AZOBR_p480032 PF13458 [leucine/valine

G8AXQ9 AZOBR_p330069 PF13416 |2-aminoethylphosphonate
G8AFEO AZOBR_10276 PF13416 [spermidine/putrescine
G8AZA8 AZOBR _p430046 PF00496 |dipeptide/oligopeptide
G8AVV9 AZOBR_p270264 PF00496 |dipeptide/oligopeptide
G8AH75 AZOBR_30007 PF00496 |dipeptide/oligopeptide
G8AJBS8 AZOBR_50054 PF00496 |dipeptide/oligopeptide
G8B005 AZOBR_p460025 PF00496 |dipeptide/oligopeptide
G8AVY9 AZOBR_p270294 PF03180 |methionine

G8AJEO AZOBR_60013 PF13458 |urea

G8B091 AZOBR_p470016 PF02608 [sugar

G8AUA9 AZOBR p210182 PF00496 [dipeptide/oligopeptide
G8AZT6 AZOBR_p440158 PF13407 [ribose

G8AETO AZOBR_160063 PF09084 |phosphonates

G8AZI8 AZOBR_p440060 PF13416 [spermidine/putrescine
G8AGD9 AZOBR_ 10461 PF13458 [leucine/valine

G8AXS9 AZOBR_p330089 PF13407 |xylose

G8BO0IO AZOBR_p480004 PF13458 |urea

G8AGP9 AZOBR_180306 PF09084 |nitrate/sulfonate/taurine
G8AFY1 AZOBR_180206 PF09084 [nitrate/sulfonate/taurine
G8AED5 AZOBR_10081 PF09084 |nitrate/sulfonate/taurine
G8AZQO AZOBR_p440122 PF02608 |sugar




G8AY75 AZOBR_p340072 PF13458 [leucine/valine

G8AY06 AZOBR_p340003 PFO5048 |Not annotated in TransportDB

G8AYS1 AZOBR _p350046 PF01497 [iron-hydroxamate

G8AWP9 AZOBR_p310050 PF13416 |2-aminoethylphosphonate

G8AG29 AZOBR_10351 PF01297 |zinc

G8AE60 AZOBR_10006 PF13416 [sugar

G8ASZ6 AZOBR p1110021 PF09084 |phosphonates

G8AKI8 AZOBR_100136 PF13458 [leucine/valine

G8ARPO AZOBR _p140067 PF13458 [leucine/valine

G8AX92 AZOBR_p310243 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

G8AVW3 AZOBR_p270268 PF09084 |nitrate/sulfonate/taurine

G8AUH6 AZOBR p220048 PF03401 |[tricarboxylate

G8AEUS5 AZOBR_160078 PF09084 |nitrate/sulfonate/taurine

G8ATIJ3 AZOBR_p1120052 PF13416 |spermidine/putrescine

G8AGA7 AZOBR_10429 PF00496 |dipeptide/oligopeptide

G8AWO03 AZOBR_p270308 PF13458 [urea

G8AGF3 AZOBR_10475 PF13458 [leucine/valine

G8ASM7 AZOBR_p1100004 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

G8AMV1 AZOBR_140293 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

G8ATF2 AZOBR_p1120011 PF03180 |methionine

G8AIN2 AZOBR_40263 PFO0496 |oligopeptide

G8AHZ4 AZOBR_40066 PF13458 |branched-chain amino acid

G8ATA1l AZOBR_p1110126 PF03480 |C4-dicarboxylate

G8AWZ6 AZOBR p310147 PF00496 |dipeptide/oligopeptide

G8ASLO AZOBR_p180016 PFO1547 [sugar

G8AHO04 AZOBR_ 10510 PF00496 |dipeptide/oligopeptide

G8AYR7 AZOBR_p350042 PF09084 |phosphonates

G8AME3 AZOBR_140135 PF00497 |Unclassified

G8ATF7 AZOBR_p1120016 PF03180 |methionine

G8AP88 AZOBR_p1140076 PF13458 |urea




G8AUJ5 AZOBR _p220067 PF04392 [trimethylamine N-oxide

G8AWN9 AZOBR_p310040 PF00496 |dipeptide/oligopeptide

G8ALX7 AZOBR_130017 PF13416 |spermidine/putrescine

G8AEZ0 AZOBR_180033 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

G8AFBO AZOBR_10246 PF12849 |phosphate

G8AMES AZOBR 140140 PF03480 |C4-dicarboxylate

G8AQZ6 AZOBR_p130045 PF13416 [spermidine/putrescine

G8AQX3 AZOBR_p130022 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

G8AIV8 AZOBR_40339 PF13458 [urea

G8AL55 AZOBR_100353 PF09084 |nitrate/sulfonate/taurine

G8AYL9 AZOBR_p340216 PF13458 [urea

G8AJB5 AZOBR_50051 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

G8AVV0 AZOBR_p270255 PF03401 |[tricarboxylate

G8AXAO AZOBR p310251 PF03480 |C4-dicarboxylate

G8AH97 AZOBR_30029 PF03480 |CA4-dicarboxylate

G8AZ35 AZOBR_p420006 PF03480 |C4-dicarboxylate

G8AXV4 AZOBR_p330114 PF01297 |zinc

G8AWT2 AZOBR p310083 PF03480 |C4-dicarboxylate

G8AUC1 AZOBR_p210194 PF03480 |CA4-dicarboxylate

G8ATPO AZOBR _p1130024 PF03480 |C4-dicarboxylate

G8AQS83 AZOBR_p110070 PF03480 |CA-dicarboxylate

G8AQ63 AZOBR_p110050 PF03480 |C4-dicarboxylate

G8AU30 AZOBR_p210103 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

G8AUV1 AZOBR_p230051 PF03480 |CA4-dicarboxylate

G8BOLS8 AZOBR _p480042 PF03401 |[tricarboxylate

G8AU43 AZOBR_p210116 PF03401 |[tricarboxylate

G8AU42 AZOBR p210115 PF03401 |[tricarboxylate

G8AES82 AZOBR_10028 PF03401 |[tricarboxylate

G8AJ65 AZOBR_50001 PF03480 |C4-dicarboxylate




G8AXL6 AZOBR_p330026 PF09084 [nitrate/sulfonate/taurine

G8AUH7? AZOBR_p220049 PF03401 |[tricarboxylate

G8AMS55 AZOBR_140047 PF0O0497 |amino acid
(glutamine/glutamate/aspartate?)

G8AKE7 AZOBR 100095 PF04392 |Unclassified

G8AES80 AZOBR_10026 PF03401 |[tricarboxylate

G8ASG1 AZOBR p170128 PF01497 [iron-hydroxamate

G8AGN3 AZOBR_180290 PF09084 |nitrate/sulfonate/taurine

G8AVU2 AZOBR_p270247 PF09084 [nitrate/sulfonate/taurine

G8AKH6 AZOBR_100124 PF02608 |sugar

G8AUI6 AZOBR _p220058 PF01497 [iron-hydroxamate

G8AWJ7 AZOBR_p360005 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

G8AZRO AZOBR_p440132 PF02608 |sugar

G8AV11 AZOBR_p250011 PF13416 |spermidine/putrescine

G8ARKO AZOBR_p140027 PF13458 [urea

G8AEJ5 AZOBR_10141 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

G8AEQ6 AZOBR_160039 PF13458 [urea

G8AX77 AZOBR_p310228 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

G8AZP1 AZOBR_p440113 PF00496 |dipeptide/oligopeptide

G8AR24 AZOBR _p130073 PF03480 |C4-dicarboxylate

G8AUM2 AZOBR_p220094 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

G8AZZ0 AZOBR_p460010 PF03401 |[tricarboxylate

G8AU31 AZOBR_p210104 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

G8AULO AZOBR _p220082 PF04069 |glycine betaine

G8ALT4 AZOBR_120040 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

G8AIJ39 AZOBR_40420 PFO0497 |amino acid

(glutamine/glutamate/aspartate?)




G8ATS82

AZOBR_p1110107

PF01497

iron-hydroxamate

G8AT72 AZOBR_p1110097 PF01497 |iron-hydroxamate

G8AX23 AZOBR_p310174 PF13458 |urea

G8APAO AZOBR_p1140088 PF09084 |nitrate/sulfonate/taurine

G8ARG2 AZOBR p130211 PF16868 [phosphonate

G8Al7 AZOBR_40228 PF00496 |dipeptide/oligopeptide

G8ASK6 AZOBR_p180012 PF01547 |sugar

G8ASI9 AZOBR_p170156 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

G8AIJI8 AZOBR_70046 PF12849 |2-aminoethylphosphonate

G8AIL9 AZOBR_40250 PF16868 |glycine betaine

G8AVT9 AZOBR_p270244 PF09084 |glycine betaine

G8AW38 AZOBR p280033 PF13458 [leucine/valine

G8AVT4 AZOBR_p270239 PF09084 |nitrate/sulfonate/taurine

G8AR79 AZOBR p130128 PF03480 |C4-dicarboxylate

G8APQ4 AZOBR_p1170023 PF00496 |dipeptide/oligopeptide

G8ALJ3 AZOBR_ 110079 PF13458 [leucine/valine

G8AW?23 AZOBR_p280018 PFO1547 [sugar

G8AXQO AZOBR_p330060 PF09084 |phosphonates

Pectobacterium atrosepticum SCRI1043

Number of ORFs in the proteome: 4459

Number of SBPs: 85 (1.91% of total)

Lifestyle Summary: PLANT PATHOGEN

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q6CzZ31 ECA4322 PF13416 [sugar
Q6D173 ECA3304 PF01497 |iron-hydroxamate
Q6D3B0 ECA2834 PF00496 |dipeptide/oligopeptide
Q6CZA4 ECA4249 PF13416 [spermidine/putrescine
Q6D1F3 ECA3495 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q6D5A6 ECA2134 PF13416 |2-aminoethylphosphonate




Q6DA98 ECA0357 PF03480 (C4-dicarboxylate

Q6D430 ECA2564 PF01497 |iron-hydroxamate

Q6D1C2 ECA3526 PF03180 [methionine

Q6CYW1 ECA4394 PF00496 |dipeptide/oligopeptide

Q6D4A9 ECA2484 PF01297 |zincion

Q6D5R3 ECA1977 PF00496 |oligopeptide

Q6D3KS8 ECA2736 PF00496 |oligopeptide

Q6D3Q5 ECA2689 PF03180 [methionine

Q6D4G1 ECA2429 PF13416 [sugar

Q6D6Y0 ECA1549 PF00496 |dipeptide/oligopeptide

Q6D2X8 ECA2966 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6D250 ECA3246 PF01497 [iron-hydroxamate

Q6D1Y6 ECA3311 PF01497 |iron-hydroxamate

Q6CZ98 ECA4255 PF01497 |cobalamin

Q6D3D5 ECA2809 PF01497 |iron-hydroxamate

Q6D1B1 ECA3537 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q6D701 ECA1528 PF04069 [glycine betaine

Q6D583 ECA2157 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6CZS5 ECA4076 PF00496 |dipeptide/oligopeptide

Q6D8X3 ECA0848 PF13416 [sugar

Q6DB26 ECA0075 PF00496 |dipeptide/oligopeptide

Q6D898 ECA1076 PF01497 [iron-hydroxamate

Q6D6X1 ECA1558 PF09084 |phosphonates

Q6D532 ECA2210 PF13416 |sugar

Q6D7L1 ECA1314 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6D8WS5 ECA0856 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6D4AW7 ECA2273 PF00532 [ribose




Q6D3H6 ECA2768 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6D584 ECA2156 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6D8G6 ECA1008 PF00496 |dipeptide/oligopeptide

Q6DAK8 ECA0245 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6D2J9 ECA3096 PF01497 |iron-hydroxamate

Q6D0OP7 ECA3751 PF13416 |sugar

Q6D3S6 ECA2668 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6D5U6 ECA1942 PF00496 |oligopeptide

Q6C7Z52 ECA4301 PF09084 [nitrate/sulfonate/taurine

Q6CZB7 ECA4236 PF13407 |xylose

Q6D643 ECA1845 PF01497 [iron-hydroxamate

Q6CZF7 ECA4195 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6D728 ECA1498 PF03180 [methionine

Q6D3E3 ECA2801 PF00496 |dipeptide/oligopeptide

Q6D8Z3 ECA0828 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q6D3S3 ECA2671 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q6DAWS5 ECA0137 PF00496 |dipeptide/oligopeptide

Q6D4D9 ECA2453 PF13416 |spermidine/putrescine

Q6D967 ECA0752 PF13416 |sugar

Q6D5H4 ECA2066 PF03180 [methionine

Q6CZP1 ECA4110 PF01497 |iron-hydroxamate

Q6D184 ECA3564 PF01497 [iron-hydroxamate

Q6D5X6 ECA1912 PF09084 |nitrate/sulfonate/taurine

Q6D4R6 ECA2324 PF00496 |oligopeptide

Q6CYLS8 ECA4489 PFO0497 |amino acid

(glutamine/glutamate/aspartate?)




Q6DB85 ECA0013 PF13407 |[ribose

Q6D4l4 ECA2406 PF01547 |sugar

Q6D2P5 ECA3050 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6D4R5 ECA2325 PF00496 |oligopeptide

Q6CZR6 ECA4085 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6D863 ECA1112 PF12849 |phosphate

Q6DB04 ECA0098 PF13407 (xylose

Q6D766 ECA1459 PF13407 |xylose

Q6CYN7 ECA4470 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q6D197 ECA3551 PF13416 |sugar

Q6D2Y1 ECA2963 PF00496 |dipeptide/oligopeptide

Q6DAD2 ECA0322 PF04348 [leucine/valine

Q6CYUS ECA4410 PF09084 |nitrate/sulfonate/taurine

Q6eD7Co ECA1405 PF13407 |[ribose

Q6D5P9 ECA1992 PF00496 |oligopeptide

Q6D5I15 ECA2055 PF13416 |spermidine/putrescine

Q6DA15 ECA0448 PF00496 |dipeptide/oligopeptide

Q6D0OPO ECA3758 PF01297 [manganese/zinc ion

Q6D4J8 ECA2392 PF01297 [manganese/zinc ion

Q6D3R7 ECA2677 PF13416 |spermidine/putrescine

Q6D2C1 ECA3175 PF13416 [sugar (maltose?)

Q6D255 ECA3241 PF01497 [iron-hydroxamate

Q6CYS9 ECA4426 PF00496 |dipeptide/oligopeptide

Q6DAK6 ECA0247 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6CzZ12 ECA4341 PF13458 [leucine/valine

Q6D1E4 ECA3504 PF04069 |[glycine betaine

Q6CYNO ECA4477 PF12849 |phosphate

Bdellovibrio bacteriovorus HD100




Number of ORFs in the proteome: 3583

Number of SBPs: 42 (1.17% of total)

Lifestyle Summary: SOIL

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

QeMM71 Bd1771 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q6MHH1 Bd3573 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MHZ9 Bd3385 PF13458 [leucine/valine

Q6MN45 Bd1418 PF13416 |spermidine/putrescine

Q6MIC6 Bd2855 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

QeMIQ5 Bd2714 PF13407 |rhamnose

Q6MQMO0 Bd0445 PF02608 [sugar

Q6MP13 Bd1057 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q6MIA4L Bd2877 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6MPM3 Bd0825 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6MQU9 Bd0357 PF00496 |dipeptide/oligopeptide

Q6MQ83 Bd0597 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MKE6 Bd2450 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6ML31 Bd2191 PF00496 |dipeptide/oligopeptide

Q6MN34 Bd1429 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6MLN5 Bd1972 PFO0496 |oligopeptide

Q6MNL1 Bd1237 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MLI9 Bd2020 PF09084 [nitrate/sulfonate/taurine




Q6MHI7 Bd3555 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MHV2 Bd3433 PFO0497 |Not annotated in TransportDB

Q6MN84 Bd1376 PF13407 [ribose

Q6MR42 Bd0257 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

QemMlia Bd2783 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MIJW5 Bd2651 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MPZ9 Bd0689 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MM58 Bd1786 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MQH8 Bd0489 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MI09 Bd3371 PF01297 [manganese/zinc ion

Q6MLC3 Bd2089 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q6MGQ1 Bd3873 PF13458 [leucine/valine

Q6MPRS Bd0777 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MM70 Bd1773 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MLHO Bd2041 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MMH3 Bd1658 PF12727 [phosphate

Q6MNB1 Bd1349 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6MPK8 Bd0844 PFO0497 [Unclassified

Q6MLMO Bd1987 PF00497 [amino acid

(glutamine/glutamate/aspartate?)




Q6MQG3 Bd0505 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q6MKK3 Bd2385 PF01497 [iron-hydroxamate

Q6MPW1 Bd0728 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q6MQ19 Bd0668 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q6MHUS Bd3441 PF00497 [Unclassified

Thermotoga maritima MSB8

Number of ORFs in the proteome: 1852

Number of SBPs: 34 (1.84% of total)

Lifestyle Summary: SEDIMENTS (MARINE/FRESH WATER)

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

QOWXX7 TM_0123 PF01297 |zinc

Q9WYF8 TM_0322 PF03480 [C4-dicarboxylate

Q9WXR2 TM_0056 PF00496 |dipeptide/oligopeptide Oligopeptides doi: 10.1007/s00792-016-0861-7

Q9X0K4 TM_1120 PF13416 [sugar

Q9s5Y1 TM_1839 PF13416 [sugar (maltose?) Maltotetraose, maltotriose |doi:
10.1021/acs.biochem.8b00783;
PDB: 2FNC

Q9X053 TM_0958 PF13407 [ribose Ribose doi: 10.1186/1472-6807-8-50

Q9WZR7 TM_0810 PFO1547 |sugar

Q9X0S6 TM_1199 PF00496 |dipeptide/oligopeptide

Q9Wz01 TM_0531 PF00496 |dipeptide/oligopeptide

Q9X0N4 TM_1150 PF00496 |dipeptide/oligopeptide

QIWXS6 TM_0071 PF00496 |dipeptide/oligopeptide




Q9x0ovo TM_1223 PF00496 |dipeptide/oligopeptide Mannobiose, doi: 10.1074/jbc.M114.590992
mannohexaose, xylobiose,
xylopentaose,
laminaribiose, cellobiose,
mannopentaose,
cellopentaose
Q9WXV7 TM_0102 PF02608 [sugar
Q9WYP9 TM_0418 PFO1547 [sugar (maltose?)
Q9WYV4 TM_0484 PF09084 [nitrate/sulfonate/taurine
Q9WYES TM_0309 PF00496 |dipeptide/oligopeptide
Q9Wz62 TM_0593 PF00497 |amino acid Arginine doi:
(glutamine/glutamate/aspartate?) 10.1371/journal.pone.0096560;
doi:
10.1016/j.bbapap.2018.05.016;
doi:
10.1016/j.ijbiomac.2018.07.172
Q9X0T1 TM_1204 PF13416 [sugar (maltose?) Maltotetraose, maltotriose |doi:
10.1021/acs.biochem.8b00783;
PDB: 2GHA
Q9WXT5 TM_0080 PF01497 |iron-hydroxamate
Q9X195 TM_1375 PF13416 |spermidine/putrescine
Qowze4 TM_0595 PF13416 [sugar
Q9X2HO TM_1855 PF01547 |sugar
Q9X268 TM_1746 PFO0496 |oligopeptide
Q9WXN8 TM_0031 PF00496 |dipeptide/oligopeptide Cellobiose, laminaribiose, |doi: 10.1074/jbc.M109.041624;

cellotriose,
laminaripentaose
cellopentaose,
cellohexaose

doi: 10.1128/AEM.72.2.1336-
1345.2006; doi:
10.1074/jbc.M109.041624; PDB:
4JSO




Q9xov3 TM_1226 PF00496 |dipeptide/oligopeptide Mannobiose, doi: 10.1074/jbc.M114.590992
mannohexaose, xylobiose,
xylopentaose,
laminaribiose, cellobiose,
mannopentaose,
cellopentaose

Q9WXW9 T™M_0114 PF13407 [rhamnose Glucose, mannose, xylose |doi: 10.1110/ps.072969407; doi:
and galactose 10.1107/51744309112045241;

PDB: 3C6Q

Q9WY32 TM_0189 PF01497 |iron-hydroxamate Nickel PDB: 2ETV

Q9WYT2 TM_0460 PF00496 |dipeptide/oligopeptide

Q9X071 TM_1264 PF12849 |phosphate

Q9WYR3 TM_0432 PFO1547 |sugar

Q9X0W2 TM_1235 PF13416 [sugar

Q9xoL9 TM_1135 PF13458 [leucine/valine Phenylalanine PDB: 3TD9

Q9XOF7 TM_1067 PFO0496 |Unclassified

Q9WYD6 TM_0300 PF00496 |dipeptide/oligopeptide

Shewanella oneidensis MR-1

Number of ORFs in the proteome: 4068

Number of SBPs: 28 (0.69% of total)

Lifestyle Summary: SEDIMENTS (MARINE/FRESH WATER)

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q8EA34 SO_4075 PF00497 [Unclassified
Q8EBT7 SO_3412 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q8EHG1 SO_1260 PF00497 [amino acid
(glutamine/glutamate/aspartate?)
Q8EI09 SO_1044 PF00497 [amino acid

(glutamine/glutamate/aspartate?)




Q8EGT8 SO_1503 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

QS8EJA3 SO_0565 PF01297 [manganese/zinc ion

Q8EKO06 SO_0300 PF04348 |Not annotated in TransportDB

Q8E9I5 SO_4292 PF12849 [phosphate

Q8EBM9 SO_3481 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q8EHW?2 SO_1100 PF03480 |C4-dicarboxylate

Q8EC12 SO_3333 PFO1547 |sugar

Q8EHJ2 SO_1229 PFO0532 [trimethylamine N-oxide

Q8ECK4 SO_3134 PF03480 |C4-dicarboxylate Succinate doi: 10.1021/bi501388y

Q8EGN9 SO_1560 PF12849 |phosphate

Q8EGO09 SO_1805 PF00496 |dipeptide/oligopeptide

Q8EFX6 SO_1839 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q8EJK7 SO_0456 PF16868 |phosphonates

Q8EKN6 SO_0056 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q8EHS4 SO_1143 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

Q8EJH9 SO_0486 PF05048 |Not annotated in TransportDB

Q8EANS8 SO_3860 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q8EHF3 SO_1270 PF13416 [spermidine/putrescine

Q8EB61 SO _3673 PF01497 [iron-hydroxamate

Q8ES8F1 SO_4714 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

Q8EFL2 SO_1959 PFO4069 |[glycine betaine

Q8E8SE6 SO_4719 PF12849 [tungsten

Q8EB26 SO_3709 PF01497 |iron-hydroxamate

Q8EB22 SO _3714 PF13407 |rhamnose

Staphylococcus aureus NCTC 8325




Number of ORFs in the proteome: 2889

Number of SBPs: 21 (0.73% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

Q2FYP6 SAOUHSC_01389 PF12849 |phosphate

Q2G2P5 SAOUHSC_00201 PF00496 |dipeptide/oligopeptide Nickel, histidine, Ni-(I-His)2 [doi: 10.1111/j.1365-
complex, Ni-(I-His) (2- 2958.2010.07287.x; doi:
methyl-thiazolidine 10.1039/c4mt00295d; PDB: 3RQT,
dicarboxylate) complex 40FJ, 4XKN

Q2FVE7 SAOUHSC_02767 PF00496 |nickel Metallophore staphylopine [doi: 10.1111/mmi.12126; doi:
with nickel, cobalt and zinc |10.1073/pnas.1718382115

Q2FZE6 SAQUHSC_01085 PF01497 [heme Ferric and ferrous heme doi: 10.1016/j.bbrc.2004.06.025;

doi: 10.1021/bi7009585

Q2G2D8 SAOUHSC_00634 PF01297 |zinc

Q2FZR2 SAOUHSC_00928 PF00496 |dipeptide/oligopeptide

Q2FZR3 SAOUHSC_00927 PFO0496 |oligopeptide

Q2G2A8 SAOUHSC_01049 PF13416 |spermidine/putrescine

Q2FW75 SAOUHSC_02430 PF01497 |iron-hydroxamate

Q2FWN6 SAOUHSC_02246 PF01497 [iron-hydroxamate

Q2G071 SAOUHSC_00749 PF01497 |iron-hydroxamate

Q2G1E9 SAQUHSC_00176 PF13416 [sugar (maltose?) Maltose PDB: 4HWS8

Q2FZ20 SAOUHSC_00844 PF03180 |methionine

Q2G0OVOo SAOUHSC_00426 PF03180 |[methionine

Q2FVHO SAOUHSC_02742 PF04069 |glycine betaine

Q2G1N4 SAOUHSC_00074 PF01497 [iron-hydroxamate

Q2FVL2 SAOUHSC_02699 PFO0497 [amino acid

(glutamine/glutamate/aspartate?)
Q2FZM4 SAOUHSC_00976 PF01497 |iron-hydroxamate




Q2FVW9 SAOUHSC_02554 PF01497 [iron-hydroxamate Hydroxamate siderophores |doi: 10.1042/BJ20121426; doi:
(e.g. ferrichrome, 10.1021/bi401349d.
ferrioxamine-B)

Q2GOF6 SAOUHSC_00613 PF01497 [iron-hydroxamate

Q2G1F5 SAOUHSC_00170 PF00496 |[dipeptide/oligopeptide

Yersinia pestis Nepal516

Number of ORFs in the proteome: 3946

Number of SBPs: 69 (1.75% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGEN
SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

Q1CNC9 YPN_0168 PF13416 [sugar

Q1CN18 YPN_0279 PF13407 |rhamnose

Ql1CLU2 YPN_0706 PF01497 |iron-hydroxamate

AOAOH2YMN YPN_MTO0044 PF09084 [nitrate/sulfonate/taurine

AOAQH2Y145 YPN_1799 PFO0496 |oligopeptide

AOAQH2YLS4 YPN_3431 PF04348 |Not annotated in TransportDB

AOAQH2YIRC YPN_2461 PF13407 [ribose

AOAQOH2YILS| YPN_1745 PF13407 |xylose

AOAQH2YKX YPN_2703 PFO0496 |Unclassified

AOAOQOH2YK5 YPN_3062 PF13407 |xylose

AOAQH2YH5 YPN_1131 PF04069 |glycine betaine

AOAOQOH2YJ85 YPN_2685 PF13407 |xylose

AOAOH2YJYE YPN_2277 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

AOAOQOH2YES] YPN_0558 PF01497 |iron-hydroxamate

AOAOH2YGB YPN_1506 PF13416 |spermidine/putrescine

AOAQH2YJV3 YPN_2107 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

AOAQH2YJDs YPN_2311 PF13407 |rhamnose

AOAOQOH2YET] YPN_0475 PF01547 |sugar




AOAOH2YESS YPN_0027 PF01547 [sugar (maltose?)

AOAOH2YGV| YPN_0765 PF13407 [rhamnose

AOAQOH2YFZ4 YPN_1335 PF13416 |iron(lll)

AOAOQH2YIS1 YPN_2472 PF13407 [xylose

AOAOQH2YKO YPN_2173 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAQH2YKE YPN_2444 PF01497 [iron-hydroxamate

AOAOQH2YJ47 YPN_2632 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

AOAOH2YFR YPN_0839 PF00497 [amino acid
(glutamine/glutamate/aspartate?)

AOAQOH2YFB4 YPN_1065 PF13407 [xylose

AOAQH2Y1J5 YPN_2401 PF03480 |C4-dicarboxylate

AOAQOH2YK9 YPN_2662 PF03180 [methionine

AOAQH2YIS2] YPN_1648 PF00496 |oligopeptide

AOAOQOH2Y1J6 YPN_1724 PF00532 [ribose

AOAOH2YJ61 YPN_2232 PF01547 |sugar

AOAOQOH2YIE4 YPN_1893 PF01297 |zinc

AOAOH2YFLZ YPN_0775 PF13407 [ribose

AOAOH2YKN YPN_2781 PF04069 [glycine betaine

AOAQOH2YHF YPN_1538 PF01297 |zinc

AOAQH2YKZ YPN_2928 PF03180 [methionine

AOAOH2YFY3 YPN_1295 PF13416 |spermidine/putrescine

AOAOH2YNK| YPN_3974 PF12849 [phosphate

AOAOH2YDE YPN_0156 PF13458 [leucine/valine

AOAOQOH2Y163 YPN_1815 PF00496 |oligopeptide

AOAOH2YG1 YPN_0615 PF01547 |sugar

AOAOQOH2YJ6S YPN_2669 PF01497 |iron-hydroxamate

AOAOQOH2YFH YPN_1100 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAQH2YHT YPN_2071 PF13416 |sugar

AOAOH2YLS( YPN_3611 PF13407 [xylose

AOAQH2YM4 YPN_3652 PF00496 |dipeptide/oligopeptide




AOAQH2YK8 YPN_2649 PF13416 |spermidine/putrescine

AOAQH2YMS YPN_3885 PF04069 |glycine betaine

AOAOQH2YEX YPN_0886 PF12849 |phosphate

AOAOH2YKF4 YPN_3153 PF01497 |iron-hydroxamate

AOAOH2YNK] YPN_3968 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAQOH2YLN YPN_3537 PF13407 |rhamnose

AOAQH2YM7 YPN_3157 PF13407 |xylose

AOAQH2YEI4 YPN_0640 PF00496 |dipeptide/oligopeptide

AOAOQOH2YEJ4 YPN_0699 PF01497 |iron-hydroxamate

AOAOQOH2YF5] YPN_0059 PF13407 |xylose

AOAOH2YN3 YPN_3670 PF01497 |iron-hydroxamate

AOAOH2YHE YPN_1911 PF01547 |sugar

AOAOH2YKS¢ YPN_2641 PF01497 |iron-hydroxamate

AOAQH2YJI5 YPN_2780 PF04069 |glycine betaine

AOAQH2YFI3 YPN_1143 PF00496 |dipeptide/oligopeptide

AOAQH2YK7 YPN_2643 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAQOH2YM( YPN_3386 PF01497 [iron-hydroxamate

AOAOH2YMF YPN_3546 PF09084 |nitrate/sulfonate/taurine

AOAOQOH2YJU3 YPN_2095 PF13407 |xylose

AOAOQOH2YLZ¢ YPN_3058 PF13416 [sugar (maltose?)

AOAQOH2YGT YPN_0750 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAQH2YM7 YPN_3684 PF13407 |xylose

Anabaena cylindrica PCC 7122

Number of ORFs in the proteome: 5797

Number of SBPs: 28 (0.48% of total)

Lifestyle Summary: FRESH/MARINE WATERS

SeqlD

Gene Locus

Pfam Code

Ligand prediction by TransportDB

Experimentally identified
ligands

References/pdb accession codes

K9ZLI1

Anacy_ 4280

PF12849

phosphate




K9ZDH1 Anacy_ 1759 PF09084 [nitrate/sulfonate/taurine

K9ZLK4 Anacy_4052 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

K9zDQ5 Anacy_1853 PF01547 |sugar

K9ZMB3 Anacy_5033 PF00496 |dipeptide/oligopeptide

K9zDY8 Anacy_1266 PF09084 |nitrate/sulfonate/taurine

K9ZJ32 Anacy_2938 PF01497 [iron-hydroxamate

K9Z908 Anacy_0041 PF01297 |zinc

K9ZJU9 Anacy_3410 PF03480 |C4-dicarboxylate

K9zC17 Anacy_0328 PF16868 |phosphonates

K9ZF45 Anacy 1688 PF01297 |zinc

K9ZMG6 Anacy_5057 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

K9ZEL9 Anacy_1269 PF09084 |[glycine betaine

K9ZEC3 Anacy_ 2062 PF01547 |sugar

K9ZFTO Anacy_2643 PF00496 |dipeptide/oligopeptide

K9zZIS4 Anacy_2786 PF12849 |phosphate

K9ZLGO Anacy_4260 PF01497 |iron-hydroxamate

K9ZG83 Anacy_ 2783 PF12849 |phosphate

K9ZIK1 Anacy_3179 PF13416 [spermidine/putrescine

K9ZAR1 Anacy_0691 PF01497 [iron-hydroxamate

K9ZPV6 Anacy_5046 PF12849 |phosphate

K9zmMQ7 Anacy 5152 PF13416 |sugar

K9zJ48 Anacy_3873 PF01094 (leucine/valine

K9ZPQ2 Anacy_5449 PF01497 [iron-hydroxamate

K9ZCL6 Anacy_1410 PF01297 |zinc

K9ZIG1 Anacy_3144 PF12727 |phosphate

K9zZLM4 Anacy_4078 PF01497 |iron-hydroxamate

K9zQJ4 Anacy_5495 PF12849 |phosphate

Serratia plymuthica S13

Number of ORFs in the proteome: 4986

Number of SBPs: 95 (1.91% of total)




Lifestyle Summary: BENEFICIAL PLANT ASSOCIATED

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands

S4YK96 M621_04840 PF13407 |rhamnose

S4YIL6 M621 12240 PF13407 |xylose

S4Y145 M621_09920 PF13407 |xylose

S4YL11 M621_16065 PF09084 [nitrate/sulfonate/taurine

S4YJ07 M621_13460 PFO0496 |oligopeptide

S4YP20 M621 23360 PF01547 [sugar (maltose?)

S4YI176 M621_11645 PFO1547 [sugar

S4YPH6 M621_16675 PF09084 [nitrate/sulfonate/taurine

S4YH44 M621_09660 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

S4Y)92 M621_12765 PF03180 |[methionine

S4YLZ4 M621 08450 PF13416 |spermidine/putrescine

S4YIC6 M621_ 16325 PF01497 |iron-hydroxamate

S4YH87 M621 09940 PF03180 |methionine

S4YKL6 M621_17205 PFO0496 |oligopeptide

S4YPHA4 M621 13880 PF00496 |oligopeptide

S4YIKO M621_ 10915 PF01497 |iron-hydroxamate

S4AYTG5 M621 23240 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

S4YI1S1 M621 12780 PF09084 |glycine betaine

S4YCT3 M621_00915 PF13458 [leucine/valine

S4YGS8 M621 07025 PF01497 [iron-hydroxamate

SAYMMA4 M621_09935 PF13407 |xylose

S4YJ21 M621 12045 PF13407 [ribose

S4YPB3 M621_16125 PF13407 [ribose

S4YGS9 M621_06925 PF03180 |[methionine

S4YL86 M621_16880 PF13458 [leucine/valine

SAYFK1 M621 04905 PF12849 |phosphate

S4YEAS M621_07995 PF13407 [ribose




SAYE25 M621 07610 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

S4YIU9 M621 12985 PF13407 |[ribose

S4YQ21 M621_25465 PF13407 [ribose

S4YPC3 M621 23840 PF04069 |glycine betaine

S4YJ73 M621_12600 PF13407 |xylose

S4YLT1 M621 07950 PF13407 |xylose

S4YKN4 M621_15030 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

S4YCH5 M621_04335 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

S4YKWO M621_17635 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

S4YGS6 M621_06995 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

S4YMMS5 M621_24795 PF13407 [ribose

SAYAF9 M621 00295 PF13407 |xylose

S4Y185 M621_10520 PF09084 |nitrate/sulfonate/taurine

SAYKG7 M621 20890 PF13407 |rhamnose

S4YUX6 M621_25610 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

S4YH53 M621_ 07890 PF00496 |dipeptide/oligopeptide

SAYX86 M621_16705 PF09084 [nitrate/sulfonate/taurine

S4YIX5 M621_13210 PF13458 [leucine/valine

SAYEI3 M621 08495 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

S4YLNO M621 17715 PF03401 |[tricarboxylate

S4YFV5 M621_07150 PF03180 [methionine

S4YNAS5 M621 11375 PF0O0532 |[ribose

S4YGD2 M621_08480 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

S4YEM1 M621_02185 PF00496 |dipeptide/oligopeptide

S4YK48 M621 14100 PF00496 |dipeptide/oligopeptide




S4YL84 M621 22610 PF04348 |Not annotated in TransportDB

S4YIY4 M621_ 11910 PF00496 |dipeptide/oligopeptide

S4YJK9 M621 13545 PF00496 |oligopeptide

S4YQ98 M621_03605 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

S4YDH4 M621_00475 PF00496 |dipeptide/oligopeptide

S4YDM9 M621 00945 PF13416 |sugar

S4YP37 M621_ 12745 PF01497 |iron-hydroxamate

S4YMZ3 M621 10725 PF01297 |zinc

S4YPN3 M621_19345 PF13416 [spermidine/putrescine

S4YJS9 M621 14910 PF00496 |dipeptide/oligopeptide

S4YEV3 M621_ 03420 PF01497 |iron-hydroxamate

S4YPA7 M621 16070 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

S4YJKO M621 13095 PF00496 |oligopeptide

S4YMN3 M621_19910 PF0O4069 |glycine betaine

S4AYMU9 M621_10445 PF09084 [nitrate/sulfonate/taurine

S4YS73 M621 21115 PF01497 |iron-hydroxamate

S4YG85 M621 11995 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

S4YPN9 M621 14265 PF01297 |zinc

S4YMI2 M621_20025 PF03180 |methionine

SAYFG5 M621 04765 PF01497 [iron-hydroxamate

S4YIK1 M621 12130 PF13416 [sugar (maltose?)

S4YCL5 M621 04550 PF00496 |dipeptide/oligopeptide

S4YH59 M621_13875 PFO0496 |oligopeptide

S4YIL3 M621 12215 PF01497 [iron-hydroxamate

S4YUE4 M621_24465 PF13407 |rhamnose

S4YGD8 M621 06080 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

SAYHNS5 M621_08900 PF09084 [nitrate/sulfonate/taurine

S4YJJ0 M621_13015 PF01547 [sugar

S4YPK6 M621 25585 PF12849 |phosphate




S4YL73 M621 18225 PF00496 |dipeptide/oligopeptide

S4YP18 M621_12950 PF03180 |methionine

SAYNS5 M621_20985 PF13416 [iron(ll)

S4YG35 M621_05330 PF01297 |zinc

S4YIK3 M621 16995 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

S4YHVO M621 14930 PF00496 |dipeptide/oligopeptide

S4YIH5 M621_ 10760 PF01497 |iron-hydroxamate

SAYFY8 M621 07415 PF04069 |glycine betaine

S4YLS2 M621_ 18180 PF01497 |iron-hydroxamate

S4YPY1 M621 14665 PF00496 |dipeptide/oligopeptide

S4YNT6 M621_12260 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

S4YL55 M621_ 16550 PF00496 |dipeptide/oligopeptide

S4YL90 M621 16935 PF04069 |glycine betaine

S4YNU4 M621_12345 PFO0497 [amino acid

(glutamine/glutamate/aspartate?)

Klebsiella pneumoniae HS11286

Number of ORFs in the proteome: 5728

Number of SBPs: 88 (1.54% of total)

Lifestyle Summary: HUMAN/ANIMAL PATHOGE

N

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
AOAOH3HA45 KPHS_49660 PF13416 |sugar
AOAQH3GZF KPHS_31610 PF03180 |methionine
AOAOH3GQ\ KPHS_30000 PF00496 |dipeptide/oligopeptide
AOAQH3GM! KPHS_17700 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)
AOAOQOH3GPU KPHS_14790 PF13407 [ribose
AOAOH3GT( KPHS_ 13410 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
AOAQH3GII9 KPHS 09070 PF01497 [iron-hydroxamate




AOAOH3GK5 KPHS_ 10350 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAOQOH3GT)J] KPHS_46370 PF13407 |rhamnose

AOAOH3GZM KPHS_49730 PF13458 [leucine/valine

AOAOH3GU( KPHS_ 32440 PF13407 |xylose

AOAOH3GKE KPHS_16720 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAQOH3GXI] KPHS_42180 PF09084 |[glycine betaine

AOAOH3GM KPHS_04640 PF13407 |[ribose

AOAOH3GKX KPHS_02580 PFO1547 [sugar (maltose?)

AOAOH3GQ8 KPHS 34170 PF0O0532 |[ribose

AOAOH3GQV KPHS_17730 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

AOAOH3GM KPHS_18800 PF00496 |oligopeptide

AOAOH3GUR KPHS 30830 PF01497 [iron-hydroxamate

AOAOQOH3GPS KPHS_14590 PF13407 [ribose

AOAOH3GQ4 KPHS_27550 PF09084 [nitrate/sulfonate/taurine

AOAOH3GR2 KPHS_30800 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

AOAOH3GX5 KPHS_43240 PF01547 |sugar

AOAOH3GZX KPHS 50580 PF00496 |dipeptide/oligopeptide

AOAOH3GW KPHS_41040 PF01297 |zinc

AOAQOH3GM KPHS 03290 PF13407 |rhamnose

AOAOH3GVX KPHS_35980 PF00496 |dipeptide/oligopeptide

AOAOH3GNVY, KPHS 10490 PF04069 |glycine betaine

AOAOH3GGS KPHS_00100 PF13407 [ribose

AOAOH3HA4N KPHS_ 51960 PF03180 |methionine

AOAOH3GV( KPHS_33930 PF01297 |zinc

AOAOH3GP9 KPHS_30220 PF09084 [nitrate/sulfonate/taurine

AOAOQOH3HOT KPHS_36510 PF13407 |xylose

AOAOH3GNY KPHS_ 28670 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAOQOH3GW KPHS 41640 PF01497 [iron-hydroxamate




AOAOH3GZA| KPHS_30910 PF09084 [nitrate/sulfonate/taurine

AOAOH3GTZ KPHS_15210 PFO0497 [amino acid
(glutamine/glutamate/aspartate?)

AOAOH3GTP KPHS_14310 PF13407 [ribose

AOAOH3GL8 KPHS 14450 PF01497 [iron-hydroxamate

AOAOH3GX4 KPHS_40830 PFO4069 |glycine betaine

AOAQH3HOS KPHS 36310 PF04069 |glycine betaine

AOAOH3GGY KPHS_02970 PF13416 [spermidine/putrescine

AOAQH3GS7 KPHS 22230 PF00496 |oligopeptide

AOAOH3GN7 KPHS_25870 PF03180 |methionine

AOAOQH3GV3] KPHS 52320 PF01547 |2-aminoethylphosphonate

AOAOH3GS1 KPHS_09010 PF01497 |iron-hydroxamate

AOAQOH3GM KPHS 22020 PF00496 |oligopeptide

AOAOH3GXB KPHS_41530 PF01297 |zinc

AOAOQOH3GLS KPHS 21120 PF13416 |spermidine/putrescine

AOAOH3GZ3 KPHS_30160 PF09084 |nitrate/sulfonate/taurine

AOAOH3GTW KPHS_ 27930 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAQH3GXT KPHS 53000 PF12849 |phosphate

AOAOH3GZU KPHS_32960 PF13458 [leucine/valine

AOAOH3GKG KPHS 16970 PF00496 |dipeptide/oligopeptide

AOAOH3GQH KPHS_28900 PF00496 |dipeptide/oligopeptide

AOAOH3GYQ KPHS_50890 PF13407 |xylose

AOAQOH3GU7 KPHS_29030 PF13416 [spermidine/putrescine

AOAOH3GP5 KPHS_13180 PF13407 |xylose

AOAOH3GSY KPHS_26740 PF13407 |rhamnose

AOAOH3GR3 KPHS_30900 PF09084 [nitrate/sulfonate/taurine

AOAOH3GW KPHS_23360 PF03180 |methionine

AOAOH3GUL KPHS 49770 PF13458 [leucine/valine

AOAOH3GHK KPHS_05320 PF13416 [sugar

AOAOH3GTM KPHS_46920 PF04348 |Not annotated in TransportDB

AOAOH3GZH KPHS_31910 PFO0496 |oligopeptide




AOAOH3GW KPHS_ 37680 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAOH3GV(Q KPHS_ 34390 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAOQOH3GJS] KPHS_14020 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAOH3GR?7 KPHS_ 37670 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

AOAOH3GKIJ KPHS 11700 PF13416 [sugar (maltose?)

AOAOH3GQ1 KPHS_27150 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

AOAOH3GH( KPHS_05970 PF13407 |rhamnose

AOAOH3H24 KPHS 42210 PF03180 |methionine

AOAOH3GNN KPHS_09440 PF03180 [methionine

AOAOH3GUS5 KPHS 31390 PF01497 |cobalamin

AOAOH3GS@ KPHS_10410 PF13458 [leucine/valine

AOAOH3GPF KPHS 14130 PF00496 |dipeptide/oligopeptide

AOAOQOH3HOV KPHS_36760 PF00496 [oligopeptide

AOAOH3GL4 KPHS_18520 PF09084 [nitrate/sulfonate/taurine

AOAOH3GPD KPHS_30670 PF13416 |iron(lll)

AOAOH3GPG KPHS 31070 PF01497 [iron-hydroxamate

AOAOH3GGA KPHS_00620 PF13407 |rhamnose

AOAOH3GVL KPHS 20060 PF13416 |2-aminoethylphosphonate

AOAOH3GHS KPHS_04070 PFO0497 |amino acid
(glutamine/glutamate/aspartate?)

AOAOH3GX0, KPHS_50050 PFO0496 [nickel

AOAOH3GPG KPHS 13340 PF01497 [iron-hydroxamate

AOAOH3GKV KPHS_17620 PF13416 [spermidine/putrescine

AOAQH3GTC KPHS 28240 PF00496 |dipeptide/oligopeptide

Sphingomonas wittichii RW1

Number of ORFs in the proteome: 5313

Number of SBPs: 10 (0.19% of total)




Lifestyle Summary: FRESH/MARINE WATERS

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
A5VIL7 Swit_2625 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
AS5V5A4 Swit_1104 PF12849 |phosphate
A5V7K2 Swit_1908 PF13458 [urea
A5VD32 Swit_3853 PF00496 |oligopeptide
A5V443 Swit_0692 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
A5V9A1 Swit_2508 PF09084 [nitrate/sulfonate/taurine
A5V2W4 Swit_0259 PF01497 |iron-hydroxamate
A5V9H3 Swit_2581 PF13458 [leucine/valine
A5VD31 Swit_3852 PF00496 |oligopeptide
A5V3S2 Swit_0570 PF13458 [leucine/valine

Burkholderia cepacia 383

Number of ORFs in the proteome: 7

715

Number of SBPs: 126 (1.63% of tota

1)

Lifestyle Summary: SOIL

SeqlD Gene Locus Pfam Code|Ligand prediction by TransportDB Experimentally identified |References/pdb accession codes
ligands
Q391B0 Bcep18194 B2845 PF04069 [glycine betaine/L-proline
Q39FX2 Bcep18194_AS5050 PF13416 [spermidine/putrescine
Q39G21 Bcep18194_A5001 PF00496 |oligopeptide
Q39P48 Bcepl18194 C6719 PF13416 [spermidine/putrescine
Q396G9 Bcep18194 B1528 PF09084 [nitrate/sulfonate/taurine
Q39DE6 Bcep18194_A5926 | PF01547 (sugar
Q39DE1 Bcep18194 A5931 PF01297 [manganese/zinc ion
Q396Y7 Bcep18194 _B1360 PF13416 [spermidine/putrescine
Q397G3 Bcep18194_B1284 PF00497 |amino acid
(glutamine/glutamate/aspartate?)
Q39GH6 Bcepl18194 A4845 PF13416 |spermidine/putrescine




Q39122

Bcepl18194 A4297

PFO0497

amino acid
(glutamine/glutamate/aspartate?)

Q39LW9 Bcep18194_C7503 PF09084 [nitrate/sulfonate/taurine

Q39HA2 Bcep18194_A4568 | PF13407 |ribose

Q39B26 Bcep18194_B0219 | PF01497 |hemin

Q395F8 Bcep18194_B1789 | PF00532 |ribose

Q39GZ0 Bcep18194_A4681 PF13407 [ribose

Q39BH1 Bcep18194_B0073 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q391H6 Bcepl18194 B2779 PF13416 [spermidine/putrescine

Q39C30 Bcep18194_A6392 PF00496 |dipeptide/oligopeptide

Q397U5 Bcepl18194 B1152 PF09084 |nitrate/sulfonate/taurine

Q39JR2 Bcep18194_A3703 PF0O0532 |[ribose

Q39N36 Bcepl18194_C7086 PF09084 |nitrate/sulfonate/taurine

Q39GQ9 Bcep18194_A4762 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39MK5 Bcep18194_C7267 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39HMS8 Bcep18194_A4442 PF12849 |phosphate

Q39LB9 Bcep18194_C7703 PF04069 [glycine betaine/L-proline

Q394E2 Bcep18194_B2061 PF09084 [nitrate/sulfonate/taurine

Q397)4 Bcep18194_B1253 | PF00496 |dipeptide/oligopeptide

Q39LD9 Bcepl18194 C7683 PF13416 |spermidine/putrescine

Q39LU7 Bcepl18194 C7525 PF13416 [spermidine/putrescine

Q39GR3 Bcepl18194 A4758 PF13416 |spermidine/putrescine

Q39F01 Bcep18194_A5371 | PF00496 |oligopeptide

Q39A70 Bcep18194_B0255 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39LM5 Bcep18194 C7597 PF13458 |branched-chain amino acid

Q39CF6 Bcep18194_A6266 | PF00496 |dipeptide/oligopeptide

Q391S7 Bcep18194 B2678 PF13458 |branched-chain amino acid

Q39LHO Bcepl18194 _C7652 PF09084 |nitrate/sulfonate/taurine

Q39J37 Bcep18194_A3930 PF16868 |C4-dicarboxylate




Q398W3 Bcep18194_B0884 | PF13407 |ribose

Q396G7 Bcep18194_B1530 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39DU1 Bcep18194_A5781 | PF01497 |cobalamin/Fe3+-siderophores

Q392C3 Bcep18194_B2582 PF03180 |D-methionine

Q39HK1 Bcep18194_A4469 | PF13458 |branched-chain amino acid

Q39142 Bcepl18194 A4277 PF13458 |branched-chain amino acid

Q39L46 Bcepl18194_A3218 PF09084 |nitrate/sulfonate/taurine

Q394D6 Bcep18194_B2067 PF00496 |dipeptide/oligopeptide

Q39BC9 Bcep18194_B0115 | PF00496 |oligopeptide

Q39pP84 Bcep18194_C6682 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q397D8 Bcep18194_B1309 PF03480 |C4-dicarboxylate

Q394D4 Bcepl18194 B2069 PF09084 |nitrate/sulfonate/taurine

Q39A98 Bcep18194_B0499 PF04069 [glycine betaine/L-
proline/carnitine/choline

Q39LC8 Bcep18194 C7694 PF04069 [glycine betaine/L-proline

Q39LS1 Bcep18194_C7551 PF04069 (glycine betaine/L-
proline/carnitine/choline

Q398C7 Bcep18194_B1070 | PF12849 |phosphate

Q39D71 Bcep18194_A5731 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39KC2 Bcep18194_A3492 PF13416 |sugar

Q39N17 Bcep18194_C7105 PF01497 |cobalamin/Fe3+-siderophores

Q39M36 Bcep18194_C7436 PF03480 |C4-dicarboxylate

Q392N6 Bcep18194_B2469 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39KN3 Bcep18194_A3381 | PF13458 |branched-chain amino acid

Q39A17 Bcep18194 B0580 PF04069 |[glycine betaine/L-proline

Q392H0 Bcep18194_B2535 | PF13458 |branched-chain amino acid

Q39BT1 Bcep18194_A6491 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q390R0 Bcep18194 B2945 PF13458 |branched-chain amino acid




Q39CR1 Bcep18194_A6161 PF04392 |Unclassified

Q392Y4 Bcep18194_B2371 | PF13407 |ribose

Q399x1 Bcep18194_B0626 | PF13407 |ribose

Q394Q3 Bcep18194 _B1950 | PF13458 |branched-chain amino acid

Q399Y6 Bcep18194 B0611 PF04069 [glycine betaine/L-proline

Q39LD0 Bcep18194_C7692 PF13458 |branched-chain amino acid

Q39KZ3 Bcep18194 A3271 PF13458 |branched-chain amino acid

Q39AT6 Bcep18194_B0309 | PF03180 |D-methionine

Q39KW9 Bcep18194 A3295 PF13458 |branched-chain amino acid

Q39KX3 Bcep18194_A3291 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39819 Bcep18194_B0226 | PF03180 |D-methionine

Q39AD9 Bcep18194 B0458 PF04069 [glycine betaine/L-proline

Q39Kz7 Bcep18194_A3267 | PF13458 |branched-chain amino acid

Q393K1 Bcep18194_B2254 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q391P8 Bcep18194_A4071 PF01547 |sugar

Q39CI5 Bcep18194_A6227 | PF09084 [taurine

Q394P2 Bcep18194_B1961 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39A65 Bcep18194 B0532 PF04069 [glycine betaine/L-proline

Q39K66 Bcep18194_A3548 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39P52 Bcep18194_C6715 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39817 Bcep18194_B0228 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q392X7 Bcep18194_B2378 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39CQ9 Bcep18194_A6163 | PF03180 |D-methionine

Q39JL0 Bcep18194_A3755 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39GS6 Bcep18194_A4745 PF13407 [ribose




Q39GX6

Bcepl18194 A4695

PFO0497

amino acid
(glutamine/glutamate/aspartate?)

Q39C77 Bcep18194 A6345 PF13416 |spermidine/putrescine

Q39KW4 Bcep18194_A3300 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39HI9 Bcep18194_A4481 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39J28 Bcep18194_A3939 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q399U6 Bcep18194_B0651 | PF13458 |branched-chain amino acid

Q39719 Bcep18194_B1258 PF00496 |dipeptide/oligopeptide

Q390E1 Bcep18194_B3065 | PF01547 |sugar

Q399B1 Bcep18194_B0836 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q394Y0 Bcep18194_B1867 PF00496 |dipeptide/oligopeptide

Q39AQ6 Bcep18194 _B0339 | PF13458 |branched-chain amino acid

Q39M19 Bcep18194_C7453 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39EN9 Bcep18194_A5483 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39NI7 Bcep18194_C6933 PF13416 |sugar

Q39BKO Bcep18194_B0044 | PF00532 |ribose

Q39576 Bcep18194 B1661 PF13458 |branched-chain amino acid

Q392A8 Bcep18194_B2597 | PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q391F7 Bcep18194 B2798 | PF04069 |glycine betaine/L-proline

Q393T6 Bcepl18194 B2169 PF13416 |spermidine/putrescine

Q39808 Bcep18194_B0939 PF01547 |sugar

Q395J0 Bcep18194_B1757 PF09084 [nitrate/sulfonate/taurine

Q39179 Bcep18194_B2606 | PF09084 |phosphonates

Q39IE5 Bcepl18194_A4174 PF03180 |D-methionine

Q39A09 Bcep18194 _B0588 | PF04069 |glycine betaine/L-proline

Q39LQ7 Bcep18194 C7565 PF13416 |spermidine/putrescine




Q39DR4 Bcep18194 A5808 PF13458 |branched-chain amino acid

Q398C8 Bcep18194_B1069 | PF12849 |phosphate

Q39GY6 Bcep18194_A4685 PF09084 [nitrate/sulfonate/taurine

Q39HH9 Bcep18194_A4491 | PF01497 |cobalamin/Fe3+-siderophores

Q39510 Bcep18194 B1767 | PF13416 |iron(ll)

Q392A3 Bcep18194_B2602 | PF09084 |phosphonates

Q39ML8 Bcep18194_C7254 PF12849 |phosphate

Q39210 Bcepl18194 B2525 PF09084 |nitrate/sulfonate/taurine

Q396G3 Bcep18194_B1534 PF00497 |amino acid
(glutamine/glutamate/aspartate?)

Q39ED9 Bcep18194 A5583 PF13458 |branched-chain amino acid

Q39GN7 Bcep18194_A4784 | PF01497 |cobalamin/Fe3+-siderophores

Q39PN7 Bcep18194_C6528 PF09084 [nitrate/sulfonate/taurine




