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Supplementary Table 1: Table showing the number of genomes that were analysed in this 
study. The number of genomes collected in month wise manner is also shown in the table.  
 
 

Month  Number of 
Genomes 

January 2020 141 
February 2020 289 
March 2020 8453 
April 2020 5023 
May 2020 3250 
June 2020 3379 
July 2020 7359 
August 2020 4833 
September 2020 2225 
October 2020 1528 
November 2020 1997 
December 2020 3782 
January 2021 9633 
February 2021 859 
March 2021 6970 
Total 59541 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 


