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Additional fig.1. Transcriptome and proteomic analysis of lung adenoma samples from

Tte39c knockout and normal nude mice. (A) The heatmap analysis of gene expression profile.
The ordinate is the square of the correlation coefficient of each sample. (B) Principal Component
Analysis plots of gene between NC group and KD group. The abscissa is first principal component
and the ordinate is the second principal component. (C) Pearson correlation coefficient analysis
heat map of protein between NC group and KD group. Pearson coefficient is negatively correlated
with -1, positively correlated with 1, and uncorrelated with 0. (D) Principal Component Analysis
plots of protein between NC group and KD group. The higher the degree of aggregation between

samples, the better the repeatability between samples.



