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Supplementary Figure 1. Phylogenetic tree of IP and Cluster 1 sequences with contemporaneous isolate sequences from
different localities. For phylogenetic analysis a phylogenetic tree was generated from the sequence of IP, 71 samples related
to Cluster 1 from Dusseldorf (descendants of node 1361 of the phylogenetic tree of the "extended" dataset used for the main
phylogenetic analysis; see main text), 30 additional non-Cluster 1 random samples from Dusseldorf, 174 samples from
Balearic islands collected between 14 June 2021 and 01 July 2021, and 61 related GISAID sequences sampled between
06 June and 15 July 2022 (see Methods section). The tree was generated with Geneious (see Methods) and visualized with
iTol. Seven sequences were found to exhibit low-quality alignments in the multiple sequence alignment of the 347 input
sequences by manual inspection and were removed from the alignment prior to construction of the tree. IDs are color-coded
according to sample origin; Balearic Islands (red), Germany (green), Disseldorf (light green) and other (blue). The presence
of T14064C is indicated by red circles and the sampling time according to GISAID is shown in the radar blot. The sampling
time given for IP (EPI ISL 3044996) is the sequencing date (2021-07-15) and not the date of positive PCR test (2021-07-05).



