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Cluster Histology Type Histology
c1 GBM Autophagy GBM
c2 LGG Ca2+ flux cz LGG
NAS Cell cycle Grade unknown
(srazée2 <500 Emkme a.nd chemokine G2 NAS
500~700 reparr @3 <30
G3 700~1000 Metabolism G4 30~55
e I above1000 $'b°s°'7“:‘, . unknown 565~100
unknown ranscription factors bove100

C 70_ Altered in 19 (6.17%) of 308 samples.
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Day 0 Day 1 Day 2
Jurkat cells
= Activated with CD3/CD2g___Treated with 0, 10, 20 and
antibody for 24 hours 40uM BAPTA-AM

for 24 hours

LN229 cells
@ Seeded into 96-well Jurkat cells are added

Co-culture
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Day 4

Supernatant: ELISA
assay to detect IFN-
gamma.

plates into 96-well plates

for 48 hours

Jurkat cells are
flushed.
Remaining LN229
cells are used for
CCK-8 assay.




