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Supplementary figure 3A: Integrated network containing interacting proteins between catechin, epicatechin and Epi-gallactocatechin-3-gallate.



regulation of type B pancreatic cell apoptotic process

regulation of astrocyte activation

regulation of T-helper 1 cell cytokine production

regulation of ribonuclease activity

positive regulation of leukocyte adhesion to vascular endothelial cell

positive regulation of acute inflammatory response

positive regulation of neuroinflammatory response

TOP PATHWAYS

regulation of glial cell proliferation

regulation of cell adhesion molecule production

GO BIOLOGICAL PROCESS (ALS CORTEX)

positive regulation of gliogenesis

positive regulation of glial cell proliferation

o

2000 4000 6000 8000 10000 12000 14000 16000 18000
ENRICHMENT SCORE

Supplementary figure 3B: Bar graph representing significant pathways obtained from enrichment analysis of common genes obtained between ALS patient’s cerebral cortex and interacting
genes of Catechin derivatives.
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Supplementary figure 3C: Bar graph representing significant pathways obtained from enrichment analysis of common genes obtained between FUS mice brain and interacting genes of

Catechin derivatives.
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Supplementary figure 3D: Bar graph representing significant pathways obtained from enrichment analysis of common genes obtained between TDP-43 mice brain and interacting genes of

Catechin derivatives.




