ipaH F1 Pl D1*
CGC'l‘GCA’I'G(]C'I‘GGAAAAAC'I'CAG'J'GCgil;C'I‘GCGGAGC'I"l'CGACAISI(‘AG'l'("J 'I"I‘CGC'I'(}'I"I'GC'I'GC'II{'(ZEA'I'GC
(:A(:'r(:;AGAGCTGTGAGGAC(:GJZG'[‘('.G('.GC.'J'(:A(:A'I'GGAA(‘A ATCTCCGGAAA ACCCTCCTGWII,‘Z(‘AGG
C/\TC/\GAAGGCCTTTTCGAT/\/\;GAT/\C(‘GGCGCT(JTGCTC"IF)SC CTGGGCAGGGAAATGTTCCGCCTCGAAA
TTCTGGAG(jACATT(jCCCGGGIZKTAJL\GTCAGAACTCTC

whgX . - DI
TCTGTGCGGCAATCGGTATTCATCAACTTAGAAAGATCGATGATTTTCAGAAAAAACGTCAACGAATGGCAA
MTTTACGA’I'GA’[‘G(‘G'I"]'AACA]AGAA’I"I'GC(ZA(‘TT(}AA’I"I‘G(.‘C'l'(?A]A'I‘GGC(?'I'A([,‘)IA ATGCTAGTGA’TPSIZ'CA'I'
GCTTGGCATCTATPJETCCTATcCGCTTAAAz(S\CTGAFTZTCGGCTATTAATCGCGATGAT_TTTATTAAGAAGTTATCA
7
GATCTTGGAATTGGTTGTTCTGTCCATTTTATACCGTTGCATAAGCAACCGGT

Supplemental Figure 1 The MCDA primers’ locations and sequences of ipaH and
whgX genes.

Nucleotide sequences of the sense strands of two genes are shown. Primer CP1
consisted of the C1 direct sequence and the P1 complementary sequence. Primer CP2
consisted of the C2 complementary sequence and the P2 direct sequence. The primer
sequences are highlighted with different colors. The right and left arrows indicate

sense and complementary sequences. *, Modification at 5" end of the primers.
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Supplemental Figure 2 The optimal amplification temperature for MCDA reaction.

The MCDA amplifications of ipaH gene (A) and wbgX gene (B) were monitored by the
measurement of turbidity and the turbidity of >0.1 was considered as positive. Five
kinetic graphs at five temperatures (61 °C-65 °C, 1 °C intervals) were generated with
target DNA at the level of 10 pg per reaction. The reaction times were showed in the

Figure.



