Supplementary Figure S18
A

Observed gene rank

KRAS G12D / APC co—mutant vs KRAS G12D mutant COAD

RT Chromosome

KG Ribosome KG Cell Cycle Maintenance KG Dna Replication HM MYC Targets V2
30000 A
20000 A
10000 -
O-
RT Dna Double Strand KG Base Excision o KG Ubiquitin
Break Repair BC G2 Pathway Repair KG Pyrimidine Metab Mediated Proteolysis
4 /74 ” /
30000 A
20000 A
10000 -
O' -
HM Interferon Gamma KG Ecm Receptor RT Immunoregulatory :
AM Emt Response Interaction Interaction HM KRAS Signal Dn
// d //
30000 A ////,
20000 A
10000 -
04 # -~ A p
KG Neuroactive Galon Immunologic :
Ligand Receptor KG %rgz g SS eHOSt Constant Of BC Inflam Pathway KGErSﬁteer;n ;folgﬂzus
Interaction Rejection y
A ] 4
30000 A
20000 A
10000 -
0+~ e o= A
Q O O N Q O N O Q N O O Q © O N Q O O N
§§9 ‘ﬁgp (§§p §§p ‘§§9 (§§p §§9 (§§p (§§p §§9 c§§p (§§p §§9 (ﬁgp (§§p

D

Observed gene rank

Observed gene rank

30000 -
20000 -~

10000 A

20000 -

10000 -~

30000 -

20000 -~

10000 A ’
J

Random gene rank

= Up = Down

KRAS G12V / PIK3CA co—mutant vs KRAS G12V mutant COAD

30000 -~

KG Ribosome

HM E2f Targets

HM Emt

HM MTORC1 Signal

\

R

A

HM Tnfa Signal Via
Nfkb

KG Spliceosome

HM G2m Checkpoint

KG Cell Cycle

30000 A )
20000 -
10000 -

048

h
A

HM Oxidative Phos

HM Hypoxia

BC Intrinsic Pathway

BC Spry Pathway

N

KG Glycosaminoglycan
Degradation

Random gene rank

= Up == Down

KRAS G13D / MAPK co—mutant vs KRAS G13D mutant COAD

QQQ S S
A S
KG Ribosome

HM E2f Targets

KG Oxidative Phos

HM Oxidative Phos

KG Parkinsons
Disease

50000 - ” 4 ? ”
40000 -
30000 -
20000 -
10000 -
047 /
HM MYC Targets V2 M UFQLOS";gﬂSF;rOte'” HM Dna Repair HM MTORC1 Signal  HM G2m Checkpoint
50000 - ’ g g g
40000 -
30000 -
20000 -
10000 - ,
0- , 4 2 4
RT Immunoregulatory KG Chemokine Signal RT Ber Signal KG Primary KG Hematopoietic
Interaction Pathway 9 Immunodeficiency Cell Lineage
e >

/

KG Intestinal Immune

t
BC 7 Patnway G o N e oy NeworkForiga O
50000 - v )/”ﬂf
40000 - /‘éa“ ; 7
30000 - g
20000 -
10000 -
o - - e —_
<)§§§b¢§§p%§§96§§p€§§p C>§§§p¢§§p%§§p$§§pé§§p ()é§§pd§§p%§§psﬁ§p€§§p Qh§§b‘§§§9é§§ps§§p€§§p ()§§9 ¢§§p%§§p$$§p€§§9

Random gene rank

= Up == Down

Observed gene rank

Observed gene rank

KRAS G12V / APC co—mutant vs KRAS G12V mutant COAD

KG Ribosome

KG Spliceosome

BC Inflam Pathway

BC Stem Pathway

BC Racc Pathway

HM Xenobiotic Metab

KG Apoptosis

30000 A ] : ’
20000 - ‘
10000 - /,4

0

BC Dc Pathway BC Sm Pathway R-II-\/IgihnrtOe rrr]lec])rs]g;ne HM E2f Targets

30000 - g 7
20000 - r’/
10000 -

0 /

HM Glycolysis HM Heme Metab HAM Inil'ggfserl;grrl]S(Zamma KG Lysosome

30000 - 7 4 g
20000 - '
10000 -

04 # p e y

HM Protein Secretion BC Hivnef Pathway KG Sl\elgl[r;%olipid KG Citract;eyggcle TCA

30000 -
20000 - r,//
10000 - //

o= = @ @ M= I

Q \QQQQ q,QQQQ %QQQQ \QQQQ q/QQQQ %QQQQ Q \QQQQ q/QQQQ %QQQQ Q \QQQQ q/QQQQ %QQQQ

Random gene rank

= Up == Down

O -

T T T

Q Q Q

\) Q \)
\) Q N\
S

KRAS G13D / PIK3CA co—mutant vs KRAS G13D mutant COAD

HM Oxidative Phos

KG Parkinsons
Disease

KG Oxidative Phos

KG Ribosome

BC Sm Pathway

: = = 7
10000 -
O-
: KG Huntingtons KG Alzheimers
HM MYC Targets V2 HM MTORC1 Signal Disease Disease HM E2f Targets
” "/ v 4 /]
20000 -
10000 -
0- ¥ 7
_ KG Intestinal Immune Wp Cancer KG Neuroactive
RT Imlr:tlé?;)crjgglatory KGCZﬁT?r;[ggO'eet'C Network For Iga Immunotherapy By Pd1 Ligand Receptor
9 Production Blockade Interaction
7~ f
20000 - 7 /J
10000 - p
77
O_ I/ p J/ /
Ayers Expanded KG Taste Cancer Testis Wp B Cell Receptor Calabro Lymphocyte
Immune Transduction Antigens Signal Pathway Infiltration
20000 - {
10000 - r ’
O- I' T T T T T T / T T T T T T T T
Q N N Q N N Q N N Q N N Q N N
\QQQ q/ggs \QQQ (19%0 \QQQ %QQQ \QQQ (19@@ \QQQ q/ggg

Random gene rank

= Up == Down

Observed gene rank

KRAS G13D / APC co—mutant vs KRAS G13D mutant COAD

KG Taste
Transduction

RT Chromatin
Modifying Enzymes

HM Interferon Gamma

Response KG Cytokine Signal

/ 5 '
20000 -
10000 -
O- } 4 “ P

HM Tnfa Signal Via KG Parkinsons HM Inflammatory

HM MTORC1 Signal

Nfkb Disease Response
20000 -
10000 -
0 - oo v . A
HM Oxidative Phos RT Ber Signal HM Emt RT Immunoregulatory
9 Interaction
20000 -
10000 -
O_ L/ /
Q N N Q N N Q N N Q O N
\QQQ (LQQQ \QQQ %QQQ \QQQ (LQQQ \QQQ %QQQ
Random gene rank
= Up == Down
F KRAS G12V / MAPK co—mutant vs KRAS G12V mutant COAD
HM Emt KG Cell Adhesion KG Ecm Receptor KG Complement And  RT Immunoregulatory

Observed gene rank

Molecules Cams

Interaction

Coagulation Cascades

Interaction

20000 A

15000 A

10000 A

5000 -

\
N
3

HM KRAS Signal Up

HM Hypoxia

HM Inflammatory

Gseb5099 Classical M1
Vs Alternative M2 Mg

KG Cytokine Signal

Response Dn
20000 i ” d 2
15000 -
10000 -
5000 -
0/ 7 ,
KG Huntingtons RT Chromosome , L
, : Replication
Disease Maintenance HM G2m Checkpoint KG Proteasome KG Dna Replicatio
20000 f
15000 -
10000 -
5000 -
0_ “ “ y/ &
BC Mcm Pathway KG sarkinsons HM Oxidative Phos HM E2f Targets KG Oxidative Phos
20000 -
15000 -
10000 -
5000 -
0- T T T T T I/ T T T T ; T T T T : T T T T I/ T T T T
O ©® & ©® & 9O & & & & 9O & O & & 0O & & & & 90O © O©® &
X & O P O O O P O & O P O & O P O & O
P © & O

Random gene rank

= Up == Down




