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Figure S1

Nucleotide diversity (Pi) in the cp chloroplast genomes of Eleutherococcus nodiflorus and other
4 species from tribe Araliaceae (Eleutherococcus trifoliatus, Eleutherococcus brachypus,
Eleutherococcus senticosus, Eleutherococcus sessiliflorus). Window length = 600bp; Step size =
200bp. The detailed location of the midpoint was displayed at the x-axis, while the nucleotide

diversity of each window was presented at the Y-axis.



Figure S1

Nucleotide diversity (Pi) in the cp chloroplast genomes of Eleutherococcus nodiflorus and other 4

species from tribe Araliaceae.
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