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Figure S1 Sequence alignment (in Jalview 2.11.1.4 using Clustal webservice, default setting)
between Poll G20c (728 a.a.), ExnV1 and DNA polymerase I from Thermus virus P23-45, Thermus
virus P74-26, Thermus phage TSP4, Thermus phage Tth15-6 and Thermus phage phiFa.



