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Supplementary Figure 1. Quantile-quantile (Q—Q) plots of genome-wide association studies (GWAS)
after correcting p-values for the relevant traits. Red blood cell (A), Hematocrit (B), Mean corpuscular
hemoglobin (C), Mean corpuscular hemoglobin concentration (D), MCV: Mean corpuscular volume
(E), RBC volume distribution width coefficient of variation (F), White blood cell (G), Neutrophils (H),
Lymphocytes (1), Eosinophils (K), Basophils (L), neutrophils/lymphocytes (M), Platelets (N), Mean

platelets volume (P), Procalcitonin (R).



